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Supplementary Figures
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Supplementary Figure 1. Tension-pCa plots of NTG (solid lines) and C27 (dotted lines) at
2.4 (orange) and 2.8 (blue) um SL. Also included are the individual data points for each
condition in absolute (a) and relative (b) tension. Contains n = 6-10 per condition.
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Supplementary Figure 2. Stretch-related relative change in structural features at 2.8 um
SL, normalized to 2.4 um SL, for NTG (black squares) and C2” (red triangles) genotypes.
(a-h) structural data presented as mean = 95% confidence interval of the mean. 100% is the

initial starting value for each sample at 2.4 um SL.



