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Supplementary Figure Legends

Supplementary Figure 1. Phylogenetic analysis of (A) Kunitz-type serine protease inhibitors and (B) Waprin
sequences performed with a Minimum Evolution test of phylogeny via the Neighbour-Joining method with 1,000
bootstrap replicates using MEGA version 2.1 software. A number of non-Australian snake, and non-snake
species were included in the phylogenetic tree. In each instance, the cysteine-rich secretory protein (CRISP)
toxin sequence from O. scutellatus (DQ084035) was selected as an out-group for the analysis. Clustering of the
toxin sequences into clades according to their respective families is evident. pp 2 – 3.

Supplementary Figure 2. Toxin sequence genomic organisation in Australian elapid snakes for (A) – (J)
members of the waprin family (K) – (U) members of kunitz-type serine protease inhibitors and (V) TSPI and
BPTI-like genomic sequences. pp 4– 25.
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Supplementary Figure 2. 

 
 
                              Exon 1 and Propeptide                                                   Mature       Intron 1 
                                   10        20        30        40        50        60        70        80        90       100       110                    
                          ....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....| 
Scuwaprin-a Genomic  1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGCGGAGCTGACCCCCGTCTCCGGCCAGGACCGTCCAAGTGAGCTTTCAGAAAGATCTGGAGA 110   
Scuwaprin-a CDS      1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGCGGAGCTGACCCCCGTCTCCGGCCAGGACCGTCCAA------------------------- 85    
Scuwaprin-a Protein  1     M  S  S  G  G  L  L  L  L  L  G  L  L  T  L  W  A  E  L  T  P  V  S  G  Q  D  R  P                            28 
 
Scuwaprin-a Genomic  111  CCCTTGGAAGGGAGGGGCTGAAGTGATCCGAGTTCTCCCCCAGGAAAGGGAAACCAAAGAGCCCCGTCTAGAACCTCTGGCTTGGTAGGGCTTCTCCTGGGGAGGTTCTT 220   
 
  
Scuwaprin-a Genomic  221  GAGATGGTGGTTGGGTGTCAGCTGAACAGGAGACAGAAATGGGAGCGGGGTCCCAAGGAAGAGAGATGCAATTTTAGGGGAAGGCCGACCTATCTTGACTCAACGCAGCA 330   
 
 
Scuwaprin-a Genomic  331  GAAGAATCGGGATTTTGAGCAACAGGAACCATCCCGTCAGCCATCTGGTTGAAACCCCAGAGAAGGGAACCAATTTAAAACATCTTCCGCGGCTCTCGACTGCTTGCAAT 440   
 
                                                                                                  Exon 2 
 
Scuwaprin-a Genomic  441  CTGAGTATGTAAAGAGGGCACCAGGTTGGGGAAGAGTGTTAAAGATTTGGGGGTCTTCTCTTTTGCAGAAAAACCTGGACTGTGTCCCCCACGCCCTCAAAAACCTCCTT 550   
Scuwaprin-a CDS      85   --------------------------------------------------------------------AAAAACCTGGACTGTGTCCCCCACGCCCTCAAAAACCTCCTT 127   
Scuwaprin-a Protein  29                                                                       K  K  P  G  L  C  P  P  R  P  Q  K  P  P   42 
 
                                                                                                                                    Intron 2 
  
Scuwaprin-a Genomic  551  GCGTCAAGGAGTGTAAAAATGACTGGAGTTGTCCTGGGCAGCAGAAGTGTTGCAGTTACGGCTGCATAGATGAGTGCAGGGACCCGATCTTTGTGAACTAAGGTATGTGC 660   
Scuwaprin-a CDS      128  GCGTCAAGGAGTGTAAAAATGACTGGAGTTGTCCTGGGCAGCAGAAGTGTTGCAGTTACGGCTGCATAGATGAGTGCAGGGACCCGATCTTTGTGAACTAA--------- 228   
Scuwaprin-a Protein  43   C  V  K  E  C  K  N  D  W  S  C  P  G  Q  Q  K  C  C  S  Y  G  C  I  D  E  C  R  D  P  I  F  V  N  *           75 
 
 
Scuwaprin-a Genomic  661  CGTGCATTGTCCCTTGTGCAGCTTGCTTAGACCAAAGGGAGGGCTGTGTGGGTCTCCAGGACTCCGACCAGGTCTGGGCGCATGAAGGTCCCTCGGGCGTCTTTCAAGCT 770   
 
 
Scuwaprin-a Genomic  771  GTCCGTGTGTCCAGCAAAGGTAGAGCGGGTGTGCCCTGATGCTCAAGCATTCTTTAGTGTGGTAGTGGCAACCCTCTCCCTGATAGGTAACCCCCCTCACTCGGTGGAAG 880   
 
 
Scuwaprin-a Genomic  881  CCATGAGACGGACCCTCCACATCCCCCCCTCCTAGTGTCCCTTGACTTCTCCTCCTCCTGAACCTCCATTGGTAGAATGGTGGCCCCCCAGTTCAGCTGCTGCTGGGCAG 990   
 
 
Scuwaprin-a Genomic  991  GGTTGAAGAAGGTGGCTCTCCTCCAGCCTGCTCAGGAAGCCAGAGGTGATCAGGACTTCCAGGAGAAGGAGAGGCTGGGACAGAACTCCTTTGTCAAGTTTGGTCCGGCT 1100  
 
 
Scuwaprin-a Genomic  1101 CATCCTTTGAGCAGCCCAAAACTGGTCCAAGCTCTGGTGACAGGAAGGTCCCATAGCTTTGCCAGGGGGTTAGGGTGACAGTCCCACATTTCTGACTCTCATAAATGCTC 1210  
 
 
Scuwaprin-a Genomic  1211 CAGGGCAGAATTAGAAAGCTCACGGCCTTGTCTGTGCTCCAAGCAATGGCCTTGAGATCTTCTAGAAGGAAAGGATTGGAGAAAGACATCGGAAGTCATCTAATCCATTT 1320  
 
 
Scuwaprin-a Genomic  1321 TCCTTCCAGGGCAGAAATCCTTAGCACATCCCGGAGAGATTCTTTTCTCACCTTTTTTTGAAACCTTCAGACTTGGAGCCCGATCACCAGTGGTGGGATCCAGCCAGTTC 1430  
 
 
Scuwaprin-a Genomic  1431 GCACCACTTTGGGAGAACCGGTTCTTAACTTCCTGAGCAGTTGGGTGAACTGGTTGTCGGGAGAAATCATTAGGGCAGAGAACCGGTGGTTCAATTATTTGAATCCCACC 1540  
 
 
Scuwaprin-a Genomic  1541 ACTGCCTATAACTCCAGGGATTCCCCACTGATTCCTGACTCTCTCCCAATCAGGACATTCCTGCTGATTTCACCTTTGGGTCTTCCTGGCTCTAAGATGAGGCCGGGAGA 1650  
 
                                                                                     Exon 3 
 
Scuwaprin-a Genomic  1651 AGCACTGGAGGCAGTTCTGGGCAGAAACCTCACATCTGAACCTTTGTTTTTACAGCATTACCAA 1714 EU401818 

 
A) O. scutellatus Scuwaprin-a Genomic Sequence 
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                              Exon 1 and Propeptide                                                   Mature       Intron 1 
                                   10        20        30        40        50        60        70        80        90       100       110                    
                          ....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....| 
Auswaprin-b Genomic  1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGCGGAGCTGATCCCCGTCTCCGGCCAGGACCATCCAAGTGAGCTTTCAGAAAGATCTGGAGA 110   
Auswaprin-a CDS      1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGGGGTGCTGACCCCCGTCTCCAGCAAGGACCGTCCAA------------------------- 85    
Auswaprin-a Protein  1     M  S  S  G  G  L  L  L  L  L  G  L  L  T  L  W  G  V  L  T  P  V  S  S  K  D  R  P                            28 
 
 
Auswaprin-b Genomic  111  CCCTTGGAAGGGAGGGGCTGAAGTGATCCGAGTTCTCCCCCAGGAAAGGGAAACCAAAGACCCCAGCCTGGAACCTCTGGGTTGGTGGGGCTTCTCCTGGGGGAGGTTCT 220   
 
 
Auswaprin-b Genomic  221  TGAGATGGTGGTTGGGTGTCAGCTGAACAGGAGACAGAAATGAGAGGATGCCCCAAGAAAGGGAGATGCAATTTTAGGGGAAGGCTGACCTATCTTGACTCAATGCAGCA 330   
 
 
Auswaprin-b Genomic  331  GAAGAATCGGGATTTTGAGCAACAGGAACAATCCCGTCAGCCATCCGGTTGAAACCCCAGAGAAGGAAAACAATGTAAAACATCTTCCGTGGCTCTCAACTGCTTGCAAT 440   
 
                                                                                                  Exon 2 
 
Auswaprin-b Genomic  441  CTGATTATGTAAAGAGGGCACCAGGTTGGGGAAGAGTGTTAAAGATTTTGGGGTCTTCTATTTTGCAGAAAAACCTGGACTGTGTCCCCCACGCCCTCAAAAACCTCCTT 550   
Auswaprin-a CDS      85   --------------------------------------------------------------------AAAAACCTGGACTGTGTCCCCCACGCCCTCAAAAACC---TT 124   
Auswaprin-a Protein  29                                                                       K  K  P  G  L  C  P  P  R  P  Q  K  P  -   41 
   
                                                                                                                                    Intron 2 
 
Auswaprin-b Genomic  551  GCGTCCGGGAGTGTAAAAATGACTGGAGTTGTCCTGGGGAGCAGAAATGTTGCCGTTACGGTTGCATATTTGAGTGCAGGGACCCTATCTTTGTGAAGTAAGGTATGTGC 660   
Auswaprin-a CDS      125  GCGTCAAGGAGTGTAAAAATGACTGGAGTTGTTCTGGGCAGCAGAAGTGTTGCAATTACGGCTGCATAGATGAGTGCAGGGACCCGATCTTTGTGAACTAA--------- 225   
Auswaprin-a Protein  42   C  V  K  E  C  K  N  D  W  S  C  S  G  Q  Q  K  C  C  N  Y  G  C  I  D  E  C  R  D  P  I  F  V  N  * 
  
 
Auswaprin-b Genomic  661  CGTGCATTGTCCCTTGTGCAGCTTGCTTAGACCAAAGGAACGGCTGTGGGAGGTCTCCAGGACTCCGACAAGGTCTGGGCACATGAAGGTTCCTCGGGGGTCTTTCAAGC 770   
 
  
Auswaprin-b Genomic  771  TGTCCATGTGTCCAGCAAAGGTAGAGCAGGTGTGCCCTGATGCCCAAGCTTTCTTTAGTGTGGTAGTGGCAACCCTCTTCCTGATAGATAACCCCCCTCACTCTGTGGAA 880   
 
 
Auswaprin-b Genomic  881  GCCATGAGATGGACCCTCCACATCCCCCCCTCCTAGTGTCCCTTGACTTCTCTTCCTCCTGAACCTCCATTGGTAGAATGGTGGCCCACCAGTTCAGCTGCTGCTGGGCA 990   
 
 
Auswaprin-b Genomic  991  GTGTTGAAGAAGGTGGCTCTCCTCCAGCCTGGTCAGGAAGCCAGAAGGCCCCAGGTGATCAGGACTTCCAGGAGAAGGAGAGGCCGGGACAGGACTCCTTTGCCAAGTTT 1100  
 
 
Auswaprin-b Genomic  1101 GGTCCAGCTCATCCTTTGAGCAGCCCAAAACTGGTCCAAGCTCTGGTGACAGGAAGGTCCATAGCTTTGCCAGGGGGTTAGGGTGACACCCCCACATTTCTGATTCTAAT 1210  
 
 
Auswaprin-b Genomic  1211 AAATGCTCCAGGGCAGAATTAGAAAGCTCATGGCCTTCAGATCTCCTAGAAGGAAAGGATTGGAGAAAGACATTGGAAATCATCTAGCCCATTTTCCTTCCAGGGCAGAA 1320  
 
 
Auswaprin-b Genomic  1321 ATCCTTAGCACATCCCAGAGAGAGTCTGTCCCACCTTTGCTTGAAACCTTCAGACTTGGAGCCCTATAACCAGCGGTGGGATTCAGCCAGTTCGCACCACTTCAGGAGAA 1430  
 
 
Auswaprin-b Genomic  1431 CCGGTTCTTAACTTTCTGAGCAGTTTGGTGAACTGGTTGTCGGAAGAAATCATTAGGGCAGAGAACCGGTTGTTCAATTACTTGAATCCCACCACTGCCTATAACTCCAG 1540  
 
 
Auswaprin-b Genomic  1541 GGAGGAGGTTGCCCATTGATTCCCTTCTCTCCCAATCAGGACATTCCTGCTGATTTCACCGTTGGGTCTCCATGGTTCTAAGATGAGGCAGGGAGAAGCACGGGGTTCAG 1650  
 
                                                                       Exon 3 
 
Auswaprin-b Genomic  1651 TTCTGGGCAGAAACCTCACATCTGAACGTTTGTTTTTACAGCATTACCAA 1700 EU40181819 

 
B)  P. australis Auswaprin-b Genomic Sequence 
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                              Exon 1 and Propeptide                                                   Mature       Intron 1 
                                   10        20        30        40        50        60        70        80        90       100       110                    
                          ....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....| 
Porwaprin-b Genomic  1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGCAGAGCTGACCCCTGTCTCCGGCCAGGACCGGCCAGGTAGAGCTTTCAGAAAGATCTGGAG 110   
Porwaprin-c Genomic  1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGCGGAGCTGACCCCCGTCTCCAGCCAGGACCGTCCAAGT-GAGCTTTCAGAAAGATCTTGAG 109   
Porwaprin-d Genomic  1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGCGGAGCTGACCCCCGTCTCCAGCCTGGACCGTCCAAGT-GAGCTTTCAGAAAGATATTGAG 109   
Porwaprin-a CDS      1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGAGGTGCTGACCCCCGTCTCCAGCAAGGACCGTCCAA------------------------- 85    
Porwaprin-a Protein  1     M  S  S  G  G  L  L  L  L  L  G  L  L  T  L  W  E  V  L  T  P  V  S  S  K  D  R  P                            28 
 
 
Porwaprin-b Genomic  111  ACCCTTGGAAGGGAGGGGCTGAAGTGATCCGAGTTCTCCCCCAGGAAAGGGAAACCAAAGACCCCAGTCTAGAACCTCTGGCTTGGTGGGGCTTCTCCTGGGG-AGGTTC 219   
Porwaprin-c Genomic  110  ACCCTTGGAAGGGAGGGGCTGAAGTGATCAGAGTTCTCCCCCAGGAAAGGGAAACCAAAGACCCCAGTCTGGAACCTCTGGCTTGGTGGGGCTTCTCCTGGGGGAGGTTC 219   
Porwaprin-d Genomic  110  ACCCTTGGAAGGGAGGGGCTGAAGTGATCAGAGTTCTCCCCCAGGAAAGGGAAACCAAAGACCCCAGTCTGGAACCTCTGGCCTAGCGGGGCTTCTCCTGGGGGAGGTTC 219   
 
 
Porwaprin-b Genomic  220  TTGAGATGGTGGTTGGGTGTCAGCTGAACAGGAGACAGAAATGGGAGGGGGTCCCAAGAAAGAGAGATGCAGTTTTAGGGGAAGGCCGACCTATCTTGACTCAATGCAGC 329   
Porwaprin-c Genomic  220  TTGAGATGGTGGTTGGGTGTCAGCTGAACAGGAGACAGAAATGAGAGGATGCCCCAAGAAAGAGAGATGCAATTTTAGGGGAAGGCTGACCTATCTTGACTCAATGCAGC 329   
Porwaprin-d Genomic  220  TTGAGATGGTGGTTGGGTGTCAGCTGAACAGGAGACAGAAATGAGAGGATGCCCCAAGAAAGAGAGATGCAATTTTAGGGGAAGGCTGACCTATCTTGACTCAATGCAGC 329   
 
 
Porwaprin-b Genomic  330  AGCAGAATCGGGATTTTGAGCAACAGGAACAATCCCGTCAGCCATCCGGTTGAAACCCCAGAGAAGGAAACCAATTTAAAACATCTTCCGTGGCTCTCAACTGCTTGCAA 439   
Porwaprin-c Genomic  330  AGAAGAATCGGGATTTTGAGCAACAGGAACAATCCCGTCAGCCATCCGGTTGAAACCCCAGAAAAGGAAAACAATGTAAAACATCTTCCGTGGCTCTCAACTGCTTGCAA 439   
Porwaprin-d Genomic  330  AGAAGAATCGGGATTTTGAGCAACAGGAACAATCCCGTCAGCCATCCGGTTGAAACCCCAGAGAAGGAAAACAATGTAAAACATCTTCCGTGGCTCTCAACTGCTTGCAA 439   
 
                                                                                                   Exon 2 
 
Porwaprin-b Genomic  440  TCTGAGTATGTAAAGAGGGCACCAGGTTGGGGAAGAGCTATAAAGATTTTGGGGTCTTCTATTTTGCAGTAAAACCTGGACTTTGTCCCCCACGCCCTCAAAAACCTCCT 549   
Porwaprin-c Genomic  440  TCTGAGTATGTAAAGAGGGCACCAGGTTGGGGAAGAGTGTTAAAGATTTTGGGGTCTTCTATTTTGCAGAAAAACCTGGACTGTGTCCCCCACGCCCTCAAAAACCTCCT 549   
Porwaprin-d Genomic  440  TCTGAGTATGTAAAGAGGGCACCAGGTTGGGGAAGAGTGTTAAAGATTTTGGGGTCTTCTATTTTGCAGAAAAACCTGGACTGTGTCCCCCACGCCCTCAAAAACCTCCT 549   
Porwaprin-a CDS      85   ---------------------------------------------------------------------AAAAACTTGGACTGTGTCCCCCACGCCCTCAAAAACC---T 123   
Porwaprin-a Protein  29                                                                        K  K  L  G  L  C  P  P  R  P  Q  K  P  -  41 
 
                                                                                                                                     Intron 2 
 
Porwaprin-b Genomic  550  TGCGTCAAGGAGTGTAAAAATGACTGGAGTTGTCGTGGGGAGCAGAAGTGTTGCCATTACGGCTGCATCTATGAGTGCAGGGATCCTATCTTTGTGAAGTAAGGTATGTG 659   
Porwaprin-c Genomic  550  TGCGTCAGGGAGTGTAAAAATGACTGGAGATGTCCTGGGGAGCAGAAATGTTGCCGTTACGGCTGCATATATGAGTGCAGGGATCCTATCTTTGTGAAGTAAGGTATGTG 659   
Porwaprin-d Genomic  550  TGCGTCAGGGAGTGTAAAAATGACTGGAGATGTCCTGGGGAGCAGAAATGTTGCCGTTACGGCTGCATATATGAGTGCAGGGATCCTATCTTTGTGAAGTAAGGTATGTG 659   
Porwaprin-a CDS      124  TGCGTCAAGGAGTGTAAAAATGACTGGAGTTGTCCTGGGCAGCAGAAGTGTTGCAATTACGGCTGCATAGATGAGTGCAGGGACCCGATCTTTGTGAACTAA-------- 225   
Porwaprin-a Protein  42    C  V  K  E  C  K  N  D  W  S  C  P  G  Q  Q  K  C  C  N  Y  G  C  I  D  E  C  R  D  P  I  F  V  N  *          74 
 
 
Porwaprin-b Genomic  660  CCGTGCATTGTCCCTTGTGCAGCTTGCCTCGACCCCCCAAAGGAACGGCTGTGGGGGGTCTCCAGGACTCCGACAAGGTCTGGGCACATGAAGGTTTCTTGGGG-TCTTT 768   
Porwaprin-c Genomic  660  CCGTGCATTGTCCCTTGTGCAGCTTGCTTAGACC----AAAGGAACGGCTGTGGGGGGTCTCCAGGACTCTGACAAGGTCTGGGCACATGAAGGTTCCTCGGGGGTCTTT 765   
Porwaprin-d Genomic  660  CCGTGCATTGTCCCTTGTGCAGCTTGCTTAGACC----AAAGGAACGGCTGTGGGGGGTCTCCAGGACTCCGACAAGGTCTGGGCACATGAAGGTTCCTCGGGGGTCTTT 765   
 
 
Porwaprin-b Genomic  769  CAAGCTGTCCGTGTGTCCAGCAAAGGTAGAGCAGGTGTGCCCTGATGCTCAAGCTTTCTTTAGTGTGGTAGTGGCAACCCTCTTCCTGATAGGTAACCCCCCTCACTCTG 878   
Porwaprin-c Genomic  766  CAAGCTGTCCGTGTGTCCAGCAAAGGTAGAGCAGGTGTGCCCTGATGCTCAAGCATTCTTTAGTGTGGTAGTGGCAACCCTCTTCCTGATAGATAACCCCCCTCACTCTG 875   
Porwaprin-d Genomic  766  CAAGCTGTCCGTGTGTCCAGCAAAGGTAGAGCAGGTGTGCCCTGATGCTCAAGCATTCTTTAGTGTGGTAGTGGCAACCCTCTTCCTGATAGATAACCCCCCTCACTCTG 875   
 
 
Porwaprin-b Genomic  879  TGGAAGCCATGAGACGGACCCTGCACATCCCCCC-TCCTAGTGTCCCTTGACTTCTCCTCCTCCTGAACCTCCATTGGTAGAATGGTGGCCCACCAGTTCAGCTGCTGCT 987   
Porwaprin-c Genomic  876  TGGAAGCCATGAGACGGACCCTCCACATCCCCCCCTCCTAGTGTCCCTTGACTTCTCTTCCTCCTGAACCTCCATTGGTAGAATGGTGGCCCACCAGTTCAGCTGCTGCT 985   
Porwaprin-d Genomic  876  TGGAAGCCATGAGACGGACCCTCCACATCCCCCCCTCCTAGTGTCCCTTGACTTCTCTTCCTCCTGAACCTCCATTGGTAGAATGGTGGCCCACCAGTTCAGCTGCTGCT 985   
 
 
Porwaprin-b Genomic  988  GGTCAGTGTTGAAGAAGGTGGCTCTCCTCCAGCCTGGTCAGGAAGCCAGAAGGCCCCAGGGGATCAGGACTTTCAGGAGAAGGAGAGGCCGGGACAGGACTCCTTTGCCA 1097  
Porwaprin-c Genomic  986  GGGCAGTGTTGAAGAAGGTGGCTCTCCTCCAGCCTGGTCAGGAAGCCAGAAGGCCCCAGGTGATCAGGACTTCCAGGAGAAGGAGAGGCCGGGGCAGGACTCCTTTGCCA 1095  
Porwaprin-d Genomic  986  GGGCAGTGTTGAAGAAGGTGGCTCTCCTCCAGCCTGGTCAGGAAGCCAGAAGGCCCCAGGTGATCAGGACTTCCAGGAGAAGGAGAGGCCGGGGCAGGACTCCTTTGCCA 1095  
 
 
Porwaprin-b Genomic  1098 AGTTTGGTCCAGCTCATCCTTTGAGCAGCCCAAAACTGGTCCAAGCTCTGGTGACAGGAAGGTCCCATAGCTTCGCCAGGGGGTTAGGGTGACACTCCCACATTTCTGAC 1207  
Porwaprin-c Genomic  1096 AGTTTGGTCCAGCTCATCCTTTGAGCAGCCCAAAACTGGTCCAAGCTCTGGTGACTGGAAGGTCCCATAGCTTCGCCAGGGGGTTCGGGTGACACTCCCACATTTCTGAC 1205  
Porwaprin-d Genomic  1096 AGTTTGGTCCAGCTCATCCTTTGAGCAGCCCAAAACTGGTCCAAGCTCTGGTGACAGGAAGGTCCCATAGCTTCGCCAGGGGGTTAGGGTGACACTCCCACATTTCTGAC 1205  
 
 
Porwaprin-b Genomic  1208 TCTAATGAATGCTCCAGGGCAGAATTAGAAATCTCATGTCCTTGTCTGTGCTCCAAGCAATGGCCTTGAGATCTCCTAGAAAGAAAGGATTGGAGAAAGACATTGGAAGT 1317  
Porwaprin-c Genomic  1206 TCTAATAAATGCTCCGGGGCAGAATTAGAAAGCTCATG------------------------GCCTTGAGAACTCCTAGAAGGAAAGGATTGGAGAAAGACATTGGAAGT 1291  
Porwaprin-d Genomic  1206 TCTAATAAATGCTCCGGGGCAGAATT------------------------------------------------------------------------------------ 1231  
 
 
Porwaprin-b Genomic  1318 CATCTAGTCCATTTTCCTTCCAGGGCAGAAATCCTTAGCGCATCCCGGAGAGATTCTGTCCCACTTTTGCTTGAAACCTTCAGTCTTGGAGCCCTATAACCAGTGGTGGG 1427  
Porwaprin-c Genomic  1292 CATCTAGTCCATTTTCCTTCCAGGGCAGAAATCCTTAGTACATCCCGGAGAGATTCTGTCCCACCTTTGCTTGAAACCTTCAGACTTGGAACCCTATAACCAGTGGTGGG 1401  
Porwaprin-d Genomic  1231 -------------------------------------------------------------------TGCTTGAAACCTTCAGACTTGGAGCCCTATAACCAGTGGTGGG 1274  
 
 
Porwaprin-b Genomic  1428 ATTCAGCCAGTTCGCACCACTTCAGGAGAACCGGTTCTTAACTTTCTGAGCAGTTTGGTGAACTGGTTGTTGGAAGAAATCATTAGGGCAGAGAACC-GGTTGTTAAATT 1536  
Porwaprin-c Genomic  1402 ATTCAGCCAGTTCGCACGACCTCAGGAGAACCGGTTCTTAACTTTCTGAGCAGTTTGGTGAACTGGTTGTTGGAAGAAATCATTAGGGCAGAGAACC-GGTTGTTCAATT 1510  
Porwaprin-d Genomic  1275 ATTCAGCCAGTTCGCACGACTTCAGGAGAACCGGTTCTTAACTTTCTGAGCAGTTTGGTGAACTGGTTGTTGGAAGAAATCATTAGGGTAGAGAACCCAGTTGTTCAATT 1384  
 
 
Porwaprin-b Genomic  1537 ATTTGAATCCCACCACTGCCTATAACTCCAGGGAGGAGGTTGCCCCATTGATTCCTGACTCTCTCCCAATCAGGACCTTCCTGCTGATTTCACCTTTGGGTCTCCCTGGC 1646  
Porwaprin-c Genomic  1511 ACTTGAATCCCACCACTGCCTATAACTCCAGGGAGGAGGTTGCCCCATTGATTCC--CTTCTCTCCCAATCAGGACATTCCTGCTGATTTCAGCTTTGGGTCTCCATGGT 1618  
Porwaprin-d Genomic  1385 ACTTGAATCCCACCACTGCCTATAACTCCAGGGAGGAGGTTGCCCCATTGATTCC--CTTCTCTCCCAATCAGGACATTCCTGCTGATTTCAGCTTTGGGTCTCCATGGT 1492  
 
                                                                                                         Exon 3 
 
Porwaprin-b Genomic  1647 TGTAAGATGAAGCAGGGAGAAACACTGGAGGCAGTTCTGGGCAGAAACCTCACATCTGAACGTTTGTTTTTACAGCATTACCAA 1730 EU401820 
Porwaprin-c Genomic  1619 TCTAAGATGAGGCAGGGAGAAGCACGGGGTTCAGTTCTGGGCAGAAACCTCACACCTGAACGTTTGTTTTTACAGCATTACCAA 1702 EU401821 
Porwaprin-d Genomic  1493 TCTAAGATGAGGCAGGGAGAAGCACGGGGTTCAGTTCTGGGCAGAAACCTCACAACTGAACGTTTGTTTTTACAGCATTACCAA 1576 EU401822 

 
C)  P. porphyriacus Porwaprin-b, -c and -d Genomic Sequences 
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                                   10        20        30        40        50        60        70        80        90       100       110                    
                          ....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....| 
Nigwaprin-b Genomic  1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCCCGGCAGAGCTGACCCCCATCTCCGGCCAGGACCGTCCAAGT-GAGCTTTCAGAAAGGTCTTGAG 109   
Nigwaprin-a Genomic  1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGCAGAGCTGACCCCTGTCTCCGGCCAGGACCGGCCAGGTAGAGCTTTCAGAAAGATCTGGAG 110   
Nigwaprin-a CDS      1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGCAGAGCTGACCCCTGTCTCCGGCCAGGACCGGCCAG------------------------- 85    
Nigwaprin-a Protein  1     M  S  S  G  G  L  L  L  L  L  G  L  L  T  L  W  A  E  L  T  P  V  S  G  Q  D  R  P                            28  
 
 
Nigwaprin-b Genomic  110  ATCCTTGGAAGGGAGGGGCTGAAGTGATCCGAGTTCTCCCCCAGGAAAGGGAAACCAAAGACCCCAGTCTAGAACCTCTGGCTTGGTGGGGCTTCTCCTGGGGAAGTTCT 219   
Nigwaprin-a Genomic  111  ACCCTTGGAAGGGAGGGGCTGAAGTGATCCGAGTTCTCCCCCAGGAAAGGGAAACCAAAGACCCCAGTCTAGAACCTCTGGCTTGGTGGGGCTTCTCCTGGGGAGGTTCT 220   
Nigwaprin-a CDS      85   -------------------------------------------------------------------------------------------------------------- 85    
 
 
Nigwaprin-b Genomic  220  TGAGATGGTGGTTGGGTGTCAGCTGAACAGGAGACAGAAATGGGAGGGGATCCCAAGAAAGAGAGATGCAGTTTTAGGGGAAGGCTGACCTATCTTGACTCAACGCAGCA 329   
Nigwaprin-a Genomic  221  TGAGATGGTGGTTGGGTGTCAGCTGAACAGGAGACAGAAATGGGAGGGGGTCCCAAGAAAGAGAGATGCAGTTTTAGGGGAAGGCCGACCTATCTTGACTCAATGCAGCA 330   
 
 
Nigwaprin-b Genomic  330  GAAGAATCAAGATTTTAAGCAACAGGAACAATCCCGTCAGCCATCCGGTTGAAACCCCAGAGAAGGAAACCAATTTAAAACATCTTCCGTGGCTCTCAACTGCTTGCAAT 439   
Nigwaprin-a Genomic  331  GCAGAATCGGGATTTTGAGCAACAGGAACAATCCCGTCAGCCATCCGGTTGAAACCCCAGAGAAGGAAACCAATTTAAAACATCTTCCGTGGCTCTCAACTGCTTGCAAT 440   
 
                                                                                                  Exon 2 
  
Nigwaprin-b Genomic  440  CTGAGTATGTAAAGAGGGCACCAGGTTGGGGAAGAGCTATAAAGATTTTGGGGTCTTCTATTTTGCAGTAAAACCTGGACTTTGTCCCCCACGCCCTCAAAAACCTCCTT 549   
Nigwaprin-a Genomic  441  CTGAGTATGTAAAGAGGGCACCAGGTTGGGGAAGAGCTATAAAGATTTTGGGGTCTTCTATTTTGCAGTAAAACCTGGACTTTGTCCCCCACGCCCTCAAAAACCTCCTT 550   
Nigwaprin-a CDS      85   --------------------------------------------------------------------TAAAACCTGGACTTTGTCCCCCACGCCCTCAAAAACCTCCTT 127   
Nigwaprin-a Protein  29                                                                       V  K  P  G  L  C  P  P  R  P  Q  K  P  P   42 
 
                                                                                                                                    Intron 2 
   
Nigwaprin-b Genomic  550  GCGTCAAGGAGTGTAAAAATGACCGGAGTTGTCCTAGGGAGCAGAAGTGTTGCCGTTACGGCTGCATCTATGAGTGCAGGGATCCTATCTTTGTGAAGTAAGGTATGTGC 659   
Nigwaprin-a Genomic  551  GCGTCAAGGAGTGTAAAAATGACTGGAGTTGTCGTGGGGAGCAGAAGTGTTGCCGTTACGGCTGCATCTATGAGTGCAGGGATCCTATCTTTGTGAAGTAAGGTATGTGC 660   
Nigwaprin-a CDS      128  GCGTCAAGGAGTGTAAAAATGACTGGAGTTGTCGTGGGGAGCAGAAGTGTTGCCGTTACGGCTGCATCTATGAGTGCAGGGATCCTATCTTTGTGAAGTAA--------- 228   
Nigwaprin-a Protein  43   C  V  K  E  C  K  N  D  W  S  C  R  G  E  Q  K  C  C  R  Y  G  C  I  Y  E  C  R  D  P  I  F  V  K  * 
 
Nigwaprin-b Genomic  660  CGTGCATTGTCCCTTGTGCAGCTTGCTTCGACCCCCCAAAGGAACGGCTGTGGGGGGTCTCCAGGGCTCCGACAAGGTCTGGGCACATGAAGGTTCCTTGGGGTCTTTCA 769   
Nigwaprin-a Genomic  661  CGTGCATTGTCCCTTGTGCAGCTTGCTTCGACCCCCCAAAGGAACGGCTGTGGGGGGTCTCCAGGACTCCGACAAGGTCTGGGCACATGAAGGTTTCTTGGGGTCTTTCA 770   
 
 
Nigwaprin-b Genomic  770  AGCTGTCCGTGTGTCCAGCAAAGGTAGAGCAGGTGTGCCCTGATGCTCAAGCTTTCTTTAGTGTGGTAGTGGCAACCCTCTTCCTGATAGGTAACCCCCCTCACTCTGTG 879   
Nigwaprin-a Genomic  771  AGCTGTCCGTGTGTCCAGCAAAGGTAGAGCAGGTGTGCCCTGATGCTCAAGCTTTCTTTAGTGTGGTAGTGGCAACCCTCTTCCTGATAGGTAACCCCCCTCACTCTGTG 880   
 
  
Nigwaprin-b Genomic  880  GAAGCCATGAGACGGACCCTGCACATCCCCCCTCCTAGTGTCCCTTGACTTCTCCTCCTCCTGAACCTCCATTGGTAGAATGGTGGCCCACCAGTTCAGCTGCTGCTGGT 989   
Nigwaprin-a Genomic  881  GAAGCCATGAGACGGACCCTGCACATCCCCCCTCCTAGTGTCCCTTGACTTCTCCTCCTCCTGAACCTCCATTGGTAGAATGGTGGCCCACCAGTTCAGCTGCTGCTGGT 990   
 
 
Nigwaprin-b Genomic  990  CAGTGTTGAAGAAGGTGGCTCTCCTCCAGCCTGGTCAGGAAGCCAGAAGGCCCCAGGGGATCAGGACTTTCAGGAGAAGGAGAGGCCGGGACAGGACTCCTTTGCCAAGT 1099  
Nigwaprin-a Genomic  991  CAGTGTTGAAGAAGGTGGCTCTCCTCCAGCCTGGTCAGGAAGCCAGAAGGCCCCAGGGGATCAGGACTTTCAGGAGAAGGAGAGGCCGGGACAGGACTCCTTTGCCAAGT 1100  
 
 
Nigwaprin-b Genomic  1100 TTGGTCCAGCTCATCCTTTGAGCAGCCCAAAACTGGTCCAAGCTCTGGTGACAGGAAGGTCCCATAGCTTCGCCAGGGGGTTAGGGTGACACTCCCACATTTCTGACTCT 1209  
Nigwaprin-a Genomic  1101 TTGGTCCAGCTCATCCTTTGAGCAGCCCAAAACTGGTCCAAGCTCTGGTGACAGGAAGGTCCCATAGCTTCGCCAGGGGGTTAGGGTGACACTCCCACATTTCTGACTCT 1210  
 
 
Nigwaprin-b Genomic  1210 AATAAATGCTCCAGGGCAGAATTAGAAATCTCATGTCCTTGTCTGTGCTCCAAGCAATGGCCTTGAGATCTCCTAGAAGGAAAGGATTGGAGAAAGACATTGGAAGTCAT 1319  
Nigwaprin-a Genomic  1211 AATGAATGCTCCAGGGCAGAATTAGAAATCTCATGTCCTTGTCTGTGCTCCAAGCAATGGCCTTGAGATCTCCTAGAAGGAAAGGATTGGAGAAAGACATTGGAAGTCAT 1320  
 
  
Nigwaprin-b Genomic  1320 CGAGTCCATTTTCCTTCCAGGGCATAAATCCTTAGCGCATCCCGGAGAGATTCTGTCCCACCTTTGCTTGAAACCTTCAGTCTTGGAGCCCT------------GAGATT 1417  
Nigwaprin-a Genomic  1321 CTAGTCCATTTTCCTTCCAGGGCAGAAATCCTTAGCGCATCCCGGAGAGATTCTGTCCCACTTTTGCTTGAAACCTTCAGTCTTGGAGCCCTATAACCAGTGGTGGGATT 1430  
 
  
Nigwaprin-b Genomic  1418 CAGCCAGTTCGCACCACTTCAGGAGAACTGGTTCTTAACTTTCTGAGCAGTTTGGTGAACTGGTTGTTGGAAGAAATCATTAGGGCAGAGAACCGGTTGTTAAATTATTT 1527  
Nigwaprin-a Genomic  1431 CAGCCAGTTCGCACCACTTCAGGAGAACCGGTTCTTAACTTTCTGAGCAGTTTGGTGAACTGGTTGTTGGAAGAAATCATTAGGGCAGAGAACCGGTTGTTAAATTATTT 1540  
 
 
Nigwaprin-b Genomic  1528 GAATCCCACCACTGCCTATAACTCCAGGGAGGAGGTTGCCCCATTGATTCCTGACTCTCTCCCAATCAGGACCTTCCTGCTGATTTCACCTTTGGGTTTCCCTGGCTGTA 1637  
Nigwaprin-a Genomic  1541 GAATCCCACCACTGCCTATAACTCCAGGGAGGAGGTTGCCCCATTGATTCCTGACTCTCTCCCAATCAGGACCTTCCTGCTGATTTCACCTTTGGGTCTCCCTGGCTGTA 1650  
 
                                                                                                     Exon 3 
 
Nigwaprin-b Genomic  1638 AGATGAGGCAGGGAGAAACACTGGAGGCAGTTCTGGGCAGAAACCTCACATCTGAACGTTTGTTTTTACAGCATTACCAA 1717 EU401824 
Nigwaprin-a Genomic  1651 AGATGAAGCAGGGAGAAACACTGGAGGCAGTTCTGGGCAGAAACCTCACATCTGAACGTTTGTTTTTACAGCATTACCAA 1730 EU401823 

 
D)  R. nigrescens Nigwaprin-a and -b Genomic Sequences 
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Notewaprin-a  Genomic  1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGCGGAGCTGACCCCCGTCTCCAGCCTGGACCGTCCAAGTGAGCTTTCAGAAAGATATTGAGA 110   
Notewaprin-b  Genomic  1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGCGGAGCTGACCCCCGTCTCCAGCCAGGACCGTCCAAGTGACCTTTCAGAAAGATATTGAGA 110   
Notewaprin-a CDS       1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGCGGAGCTGACCCCCGTCTCCAGCCTGGACCGTCCAA------------------------- 85    
Notewaprin-b CDS       1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGCGGAGCTGACCCCCGTCTCCAGCCAGGACCGTCCAA------------------------- 85    
Notewaprin-a Protein   1     M  S  S  G  G  L  L  L  L  L  G  L  L  T  L  W  A  E  L  T  P  V  S  S  L  D  R  P                            28 
Notewaprin-b Protein   1     M  S  S  G  G  L  L  L  L  L  G  L  L  T  L  W  A  E  L  T  P  V  S  S  Q  D  R  P                            28  
 
 
Notewaprin-a  Genomic  111  CCCTTGGAAGGGAGGGGCTGAAGTGATCAGAGTTCTCCCCCAGGAAAGGGAAACCAAAGACCCCAGTCTGGAACCTCTGGCCTAGCGGGGCTTCTCCTGGGGGAGGTTCT 220   
Notewaprin-b  Genomic  111  CCCTTGGAAGGGAGGGGCTGAAGTGATCCGAGTTCTCCCTCAGGAAAGGGAAACCAAAGACCCCAGTCTGGAACCTCTGGCTTGGTGGGGCTTCTCCTGGGGGAGGTTCT 220   
 
 
Notewaprin-a  Genomic  221  TGAGATGGTGGTTGGGTGTCAGCTGAACAGGAGACAGAAATGAGAGGATGCCCCAAGAAAGAGAGATGCAATTTTAGGGGAAGGCTGACCTATCTTGACTCAATGCAGCA 330   
Notewaprin-b  Genomic  221  TGAGATGGTGGTTGGGTGTCAGCTGAACAGGAGACAGAAATGAGAGGATGCCCCAAGAAAGAGAGATGCAATTTTAGGGGAAGGCTGACCTATCTTGACTCAATGCAGCA 330   
 
  
Notewaprin-a  Genomic  331  GAAGAATCGGGATTTTGAGCAACAGGAACAATCCCGTCAGCCATCCGGTTGAAACCCCAGAGAAGGAAAACAATGTAAAACATCTTCCGTGGCTCTCAACTGCTTGCAAT 440   
Notewaprin-b  Genomic  331  GAAGAATCGGGATTTTGAGCAACAGGAACAATCCCGTCAGCCATCCGGTTGAAACCCCAGAGAAGGAAAACAATGTGGGCCATCTTCCGTGGCTCTCAACTGCTTGCAAT 440   
 
                                                                                                    Exon 2 
 
Notewaprin-a  Genomic  441  CTGAGTATGTAAAGAGGGCACCAGGTTGGGGAAGAGTGTTAAAGATTTTGGGGTCTTCTATTTTGCAGAAAAACCTGGACTGTGTCCCCCACGCCCTCAAAAACCTCCTT 550   
Notewaprin-b  Genomic  441  CTGAGTATGTAAAGAGGGCACCAGGTTGGGGAAGGGTGTTAAAGATTTTGGGGTCTTCTATTTTGCAGAAAAACCTGGACTGTGTCCCCCACGCCCTCAAAAACCTCCTT 550   
Notewaprin-a CDS       85   --------------------------------------------------------------------AAAAACCTGGACTGTGTCCCCCACGCCCTCAAAAACCTCCTT 127   
Notewaprin-b CDS       85   --------------------------------------------------------------------AAAAACCTGGACTGTGTCCCCCACGCCCTCAAAAACCTCCTT 127   
Notewaprin-a Protein   29                                                                       K  K  P  G  L  C  P  P  R  P  Q  K  P  P   42 
Notewaprin-a Protein   29                                                                       K  K  P  G  L  C  P  P  R  P  Q  K  P  P   42 
 
                                                                                                                                      Intron 2 
 
Notewaprin-a  Genomic  551  GCGTCAGGGAGTGTAAAAATGACTGGAGATGTCCTGGGGAGCAGAAATGTTGCCGTTACGGCTGCATATATGAGTGCAGGGATCCTATCTTTGTGAAGTAAGGTATGTGC 660   
Notewaprin-b  Genomic  551  GCGTCAGGGAGTGTAAAAATGACTGGATATGTCCTGGGGAGCAGAAATGTTGCCGTTACGGCTGCATATATGAGTGCAGGGATCCTATCTTTGTGAAGTAAGGTATGTGC 660   
Notewaprin-a CDS       128  GCGTCAGGGAGTGTAAAAATGACTGGAGATGTCCTGGGGAGCAGAAATGTTGCCGTTACGGCTGCATATATGAGTGCAGGGATCCTATCTTTGTGAAGTAA--------- 228   
Notewaprin-b CDS       128  GCGTCAGGGAGTGTAAAAATGACTGGATATGTCCTGGGGAGCAGAAATGTTGCCGTTACGGCTGCATATATGAGTGCAGGGATCCTATCTTTGTGAAGTAA--------- 228   
Notewaprin-a Protein   43   C  V  R  E  C  K  N  D  W  R  C  P  G  E  Q  K  C  C  R  Y  G  C  I  Y  E  C  R  D  P  I  F  V  K  *           75 
Notewaprin-b Protein   43   C  V  R  E  C  K  N  D  W  I  C  P  G  E  Q  K  C  C  R  Y  G  C  I  Y  E  C  R  D  P  I  F  V  K  *           75  
 
 
Notewaprin-a  Genomic  661  CGTGCATTGTCCCTTGTGCAGCTTGCTTAGACCAAAGGAACGGCTGTGGGGGGTCTCCAGGACTCCGACAAGGTCTGGGCACATGAAGGTTCCTCGGGGGTCTTTCAAGC 770   
Notewaprin-b  Genomic  661  CGTGCATTGTCCCTTGTGCAGCTTGCTTAGACCAAAGGAACGGCTGTGGGGGGTCTCCAGGACTCCGACAAGGTTTGGGCACATGAAGGTTCCTCGGGGGTCTTTCAAGC 770   
 
 
Notewaprin-a  Genomic  771  TGTCCGTGTGTCCAGCAAAGGTAGAGCAGGTGTGCCCTGATGCTCAAGCATTCTTTAGTGTGGTAGTGGCAACCCTCTTCCTGATAGATAACCCCCCTCACTCTGTGGAA 880   
Notewaprin-b  Genomic  771  TGTCCGTGTGTCCAGCAAAGGTAGAGCAGGTGTGCCCTGATGCTCAAGCATTCTTTAGTGTGGTAGTGGCAACCCTCTTCCTGATAGATAACCCCCCTCACTCTGTGGAA 880   
 
 
Notewaprin-a  Genomic  881  GCCATGAGACGGACCCTCCACATCCCCCCCTCCTAGTGTCCCTTGACTTCTCTTCCTCCTGAACCTCCATTGGTAGAATGGTGGCCCACCAGTTCAGCTGCTGCTGGGCA 990   
Notewaprin-b  Genomic  881  GCCATGAGACGGACCCTCCACATCCCCCCCTCCTAGTGTCCCTTGACTTCTCTTCCTCCTGGACCTCCATTGGTAGAATGGTGGCCCACCAGTTCAGCTGCTGCTGGGCA 990   
 
 
Notewaprin-a  Genomic  991  GTGTTGAAGAAGGTGGCTCTCCTCCAGCCTGGTCAGGAAGCCAGAAGGCCCCAGGTGATCAGGACTTCCAGGAGAAGGAGAGGCCGGGGCAGGACTCCTTTGCCAAGTTT 1100  
Notewaprin-b  Genomic  991  GTGTTGAAGAAGGTGGCTCTCCTCCAGCCTGGTCAGGAAGCCAGAAGGCCCCAGGTGATCAGGACTTCCAGGAGAAGGAGAGGCCGGGGCAGGACTCCTTTGCCAAGTTT 1100  
 
 
Notewaprin-a  Genomic  1101 GGTCCAGCTCATCCTTTGAGCAGCCCAAAACTGGTCCAAGCTCTGGTGACAGGAAGGTCCCATAGCTTCGCCAGGGGGTTAGGGTGACACTCCCACATTTCTGACTCTAA 1210  
Notewaprin-b  Genomic  1101 GGTCCAGCTCATCCTTTGAGCAGCCCAAAACTGGTCCAAGCTCTGGTGACAGGAAGGTCCCATAGCTTCGCCAGGGGGTTAGGGTGACACTCCCACATTTCTGACTCTAA 1210  
 
 
Notewaprin-a  Genomic  1211 TAAATGCTCCGGGGCAGAATT----------------------------------------------------------------------------------------- 1231  
Notewaprin-b  Genomic  1211 TAAATGCTCCGGGGCAGAATTAGAAAGCTCATGGCCTTGAGAACTCCTAGAAGGAAAAGATTGGAGAAAGACATTGGAAGTCATCTAGTCCATTTTCCTTCCAGGGCAGA 1320  
 
 
Notewaprin-a  Genomic  1231 --------------------------------------TGCTTGAAACCTTCAGACTTGGAGCCCTATAACCAGTGGTGGGATTCAGCCAGTTCGCACGACTTCAGGAGA 1303  
Notewaprin-b  Genomic  1321 AATCCTTAGCACATCCCGGAGAGATTCTGTCCCACCTTTGCTTGAAACCTTCAGACTTGGAGCCCTATAACCAGTGGTGGGATTCAGCCAGTTCGCACGACCTCAGGAGA 1430  
 
 
Notewaprin-a  Genomic  1304 ACCGGTTCTTAACTTTCTGAGCAGTTTGGTGAACTGGTTGTTGGAAGAAATCATTAGGGTAGAGAACCCAGTTGTTCAATTACTTGAATCCCACCACTGCCTATAACTCC 1413  
Notewaprin-b  Genomic  1431 ACCGGTTCTTAACTTTCTGAGCAGTTTGGTGAACTGGTTGTTGGAAGAAATCATTAGGGCAGAGAACC-GGTTGTTCAATTACTTGAATCCCACCACTGCCTATAACTCC 1539  
 
 
Notewaprin-a  Genomic  1414 AGGGAGGAGGTTGCCCCATTGATTCCCTTCTCTCCCAATCAGGACATTCCTGCTGATTTCAGCTTTGGGTCTCCATGGTTCTAAGATGAGGCAGGGAGAAGCACGGGGTT 1523  
Notewaprin-b  Genomic  1540 AGGGAGGAGGTTGCCCCATTGATTCCCTTCTCTCCCAATCAGGACATTCCTGCTGATTTCAGCTTTGGGTCTCCATGGTTCTAAGATGAGGCAGGGAGAAGCACAGGGTT 1649  
 
                                                                             Exon 3 
 
Notewaprin-a  Genomic  1524 CAGTTCTGGGCAGAAACCTCACAACTGAACGTTTGTTTTTACAGCATTACCAA 1576 EU401825 
Notewaprin-b  Genomic  1650 CAGTTCCTGGCAGAAACCTCACAACTGAACCTTTGTTTTTACAGCATTACCAA 1702 EU401826 

 
E)  N. scutatus Notewaprin-a and -b Genomic Sequences 
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Carwaprin-b Genomic  1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGCGGAGCTGACCCCCGTCTCCAGCCAGGACCGTCCAAGTGAGCTTTCAGAAAGATCTTGAGA 110   
Carwaprin-a Genomic  1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGCAGAGCTGACCCCAATCTCCGGCCAGGACCGTCCAAGTGAGCTTTCAGAAAGATCTGGAGA 110   
Carwaprin-a CDS      1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGCAGAGCTGACCCCAATCTCCGGCCAGGACCGTCCAA------------------------- 85    
Carwaprin-a Protein  1     M  S  S  G  G  L  L  L  L  L  G  L  L  T  L  W  A  E  L  T  P  I  S  G  Q  D  R  P                            28      
 
 
Carwaprin-b Genomic  111  CCCTTGGAAGGGAGGGGCTGAAGTGATCAGAGTTCTCCCCCAGGAAAGGGAAACCAAAGACCCCAGTCTGGAACCTCTGGCTTGGTGGGGCTTCTCCTGGGGGAGGTTCT 220   
Carwaprin-a Genomic  111  CCCTTGGAAGGGAGGGG-TGAAGTGATCAGA--------------------AACCAAAGACCCCAGTCTGGAACCTCTGGCTTGGTGGGGCTTCTCCTGGGGGAGGTTCT 199   
 
 
Carwaprin-b Genomic  221  TGAGATGGTGGTTGGGTGTCAGCTGAACAGGAGACAGAAATGAGAGGATGCCCCAAGAAAGAGAGATGCAATTTTAGGGGAAGGCTGACCTATCTTGACCCAATGCAGCA 330   
Carwaprin-a Genomic  200  TAAGATGGTGGTTGGGTGTCAGCTGAACAGGAGACAGAAATGAGAGGATGCCCCAAGAAAGAGAGATGCAATTTTAGGGGAAGGCTGACCTATCTTGACTCAATGCAGCA 309   
 
  
Carwaprin-b Genomic  331  GAAGAATCGGGATTTTGAGCAACAGGAACAATCCCGTCAGCCATCCGGTTGAAACCCCAGAGAAGGAAAACAATGTAAAACATCTTCCGTGGCTCTCAACTGCTTGCAAT 440   
Carwaprin-a Genomic  310  GAAGAATCGGGATTTTGAGCAACAGGAACAATCCCGTCAGCCATCCGGTTGAAACCCCAGAGAAGGAAAACAATGTAAAACATCTTCCGTGGCTCTCAACTGCTTGCAAT 419   
 
                                                                                                   Exon 2 
 
Carwaprin-b Genomic  441  CTGAGTATGTAAAGAGGGCACCAGGTTGGGGAAGAGTGTTAAAGATTTTGGGGTCTTCTATTTTGCAGAAAAACCTGGACTGTGTCCCCCACGCCCTCAAAAACCTCCTT 550   
Carwaprin-a Genomic  420  CTGAGTATGTAAAGAGGGCACCAGGTTGGGGAAGAGTGTTAAAGATTTTGGGGTCTTCTATTTTGCAGAAAAACCTGGACTGTGTCCCCCACGCCCTCAAAAACCTCCTT 529   
Carwaprin-a CDS      85   --------------------------------------------------------------------AAAAACCTGGACTGTGTCCCCCACGCCCTCAAAAACCTCCTT 127   
Carwaprin-a Protein  29                                                                       K  K  P  G  L  C  P  P  R  P  Q  K  P  P   42  
 
                                                                                                                                    Intron 2 
 
Carwaprin-b Genomic  551  GCGTCAGGGAGTGTAAAAATGACTGGAGATGTCCTGGGGAGCAGAAATGTTGCCGTTACGGCTGCATATATGAGTGCAGGGATCCTATCTTTGTGAAGTAAGGTATGTGC 660   
Carwaprin-a Genomic  530  GTGTCAGGGAGTGTAAAAATGACTGGAGATGTCCTGGGGAGCAGAAATGTTGCCGTTACGGCTGCATATATGAGTGCAGGGATCCTATCTTTGTGAAGTAAGGTATGTGC 639   
Carwaprin-a CDS      128  GTGTCAGGGAGTGTAAAAATGACTGGAGATGTCCTGGGGAGCAGAAATGTTGCCGTTACGGCTGCATATATGAGTGCAGGGATCCTATCTTTGTGAAGTAA--------- 228   
Carwaprin-a Protein  43   C  V  R  E  C  K  N  D  W  R  C  P  G  E  Q  K  C  C  R  Y  G  C  I  Y  E  C  R  D  P  I  F  V  K  * 
 
 
Carwaprin-b Genomic  661  CGTGCATTGTCCCTTGTGCAGCTTGCTTAGACCAAAGGAACGGCTGTGGGGGGTCTCCAGGACTCCGACAAGGTCTGGGCACATGAAGGTTCCTCGGGGGTCTTTCAAGC 770   
Carwaprin-a Genomic  640  CGTGCATTGTCCCTTGTGCAGCTTGCTTAGACCAAAGGAACGGCTGTGGGGGGTCTCCAGGACTCCGACAAGGTCTGGGCACATGAAGGTTCCTCGGGGGTCTTTCAAGC 749   
 
 
Carwaprin-b Genomic  771  TGTCCGTGTGTCCAGCAAAGGTAGAGCAGGTGTGCCCTGATGCTCAAGCATTCTTTAGTGTGGTAGTGGCAACCCTCTTCCTGATAGATAACCCCCCTCACTCTGTGGAA 880   
Carwaprin-a Genomic  750  TGTCCGTGTGTCCAGCAAAGGTAGAGCAGGTGTGCCCTGATGCTCAAGCATTCTTTAGTGTGGTAGTGGCAACCCTCTTCCTGATAGATAACCCCCCTCACTCTGTGGAA 859   
 
 
Carwaprin-b Genomic  881  GCCATGAGACGGACCCTCCACATCCCCCCCTCCTAGTGTCCCTTGACTTCTCTTCCTCCTGAACCTCCATTGGTAGAATGGTGGCCCACCAGTTCAGCTGCTGCTGGGCA 990   
Carwaprin-a Genomic  860  GCCATGAGACGGACCCTCCACACCCCCCCCTCCTAGTGTCCCTTGACTTCTCTTCCTCCTGAACCTCCATTGGTAGAATGGTGGCCCACCAGTTCAGCTGCTGCTGGGCA 969   
 
 
Carwaprin-b Genomic  991  GTGTTGAAGAAGGTGGCTCTCCTCCAGCCTGGTCAGGAAGCCAGAAGGCCCCAGGTGATCAGGACTTCCAGGAGAAGGAGAGGCCGGGGCAGGACTCCTTTGCCAAGTTT 1100  
Carwaprin-a Genomic  970  GTGTTGAAGAAGGTGGCTCTCCTCCAGCCTGGTCAGGAAGCCAGAAGGCCCCAGGTGATCAGGACTTCCAGGAGAAGGAGAGGCTGGGGCAGGACTCCTTTGCCAAGTTT 1079  
 
 
Carwaprin-b Genomic  1101 GGTCCAGCTCATCCTTTGAGCAGCCCAAAACTGGTCCAAGCTCTGGTGACTGGAAGGTCCCATAGCTTCGCCAGGGGGTTCGGGTGACACTCCCACATTTCTGACTCTAA 1210  
Carwaprin-a Genomic  1080 GGTCCAGCTCATCCTTTGAGCAGCCCAAAACTGGTCCAAGCTCTGGTGACAGGGAGGTCCCATAGCTTCGCGAGGGGGTTCGGGTGACACTCCCACATTTCTGACTCTAA 1189  
 
 
Carwaprin-b Genomic  1211 TAAATGCTCCGGGGCAGAATTAGAAAGCTCATGGCCTTGAGAACTCCTAGAAGGAAAGGATTGGAGAAAGACATTGGAAGTCATCTAGTCCATTTTCCTTCCAGGGCAGA 1320  
Carwaprin-a Genomic  1190 TAAATGCTCCGGGGCAGAATTAGAAAGCTCATGGCCTTGAGAACTCCTAGAAGGAAAGGATTGGAGAAAGACATTGGAAGTCATCTAGTCCATTTTCCTTCCAGGGCAGA 1299  
 
 
Carwaprin-b Genomic  1321 AATCCTTAGTACATCCCGGAGAGATTCTGTCCCACCTTTGCTTGAAACCTTCAGACTTGGAGCCCTATAACCAGTGGTGGGATTCAGCCAGTTCGCACGACCTCAGGAGA 1430  
Carwaprin-a Genomic  1300 AATCCTTAGTACATCCCGGAGAGATTCTGTCCCACCTTTGCTTGAAACCTTCAGACTTGGAGCCCTATAACCAGTGGTGGGATTCAGCCAGTTCGCACGACCTCAGGAGA 1409  
 
 
Carwaprin-b Genomic  1431 ACCGGTTCTTAACTTTCTGAGCAGTTTGGTGAACTGGTTGTTGGAAGAAATCATTAGGGCAGAGAACCGGTTGTTCAATTACTTGAATCCCACCACTGCCTATAACTCCA 1540  
Carwaprin-a Genomic  1410 ACCGGTTCTTAACTTCCTGAGCAGTTTGGTGAACTGGTTGTTGGAAGAAATCATTAGGGCAGAGAACCGGTTGTTCAATTACTTGAATCCCACCACTGCCTATAACTCCA 1519  
 
 
Carwaprin-b Genomic  1541 GGGAGGAGGTTGCCCCATTGATTCCCTTCTCTCCCAATCAGGACATTCCTGCTGATTTCAGCTTTGGGTCTCCATGGTTCTAAGATGAGGCAGGGAGAAGCACGGGGTTC 1650  
Carwaprin-a Genomic  1520 GGGAGGAGGTTGCCCCATTGATTCCCTTCTCTCCCAATCAGGACATTCCTGCTGATTTCAGCTTTGGGTCTCCACGGTTCTAAGATGAGGCAGGGAGAAGCACGGGGTTC 1629  
 
                                                                         Exon 3 
 
Carwaprin-b Genomic  1651 AGTTCTGGGCAGAAACCTCACATCTGAACGTTTGTTTTTACAGCATTACCAA 1702 EU401828 
Carwaprin-a Genomic  1630 AGTTCTGGGCAGAAACCTCACAGCTGAACCTTTGTTTTTACAGCATTACCAA 1681 EU401827 

 
F) T. carinatus Carwaprin-a and -b Genomic Sequences 
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                              Exon 1 and Propeptide                                                   Mature       Intron 1 
                                   10        20        30        40        50        60        70        80        90       100       110                    
                          ....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....| 
Stewaprin-a Genomic  1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGCGGAGCTGATCCCCGTCTCCGGCCAGGACCATCCAAGTGAGCTTTCAGAAAGATCTGGAGA 110   
Stewaprin-a CDS      1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGCGGAGCTGATCCCCGTCTCCGGCCAGGACCATCCAA------------------------- 85    
Stewaprin-a Protein  1     M  S  S  G  G  L  L  L  L  L  G  L  L  T  L  W  A  E  L  I  P  V  S  G  Q  D  H  P                            28  
 
 
Stewaprin-a Genomic  111  CCCTTGGAAGGGAGGGGCTGAAGTGATCCGAGTTCTCCCCCAGGAAAGGGAAACCAAAGACCCCAGTCTGGAACCTCTGGGTTGGTGGGGCTTCTCCTGGGGGAGGTTCT 220   
 
 
Stewaprin-a Genomic  221  TGAGATGGTGGTTGGGTGTCAGCTGAACAGGAGACAGAAATGAGAGGATGCCCCAAGAAAGGGAGATGCAATTTTAGGGGAAGGCTGACCTATCTTGACTCAATGCAGCA 330   
 
 
Stewaprin-a Genomic  331  GAAGAATCGGGATTTTGAGCAACAGGAACAATCCCGTCAGCCATCCGGTTGAAACCCCAGAGAAGGAAAACAATGTAAAACATCTTCCGTGGCTCTCAACTGCTTGCAAT 440   
 
                                                                                                  Exon 2 
 
Stewaprin-a Genomic  441  CTGATTATGTAAAGAGGGCACCAGGTTGGGGAAGAGTGTTAAAGATTTTGGGGTCTTCTATTTTGCAGAAAAACCTGGACTGTGTCCCCCACGCCCTCAAAAACCTCCTT 550   
Stewaprin-a CDS      85   --------------------------------------------------------------------AAAAACCTGGACTGTGTCCCCCACGCCCTCAAAAACCTCCTT 127   
Stewaprin-a Protein  29                                                                       K  K  P  G  L  C  P  P  R  P  Q  K  P  P   42 
 
                                                                                                                                    Intron 2 
 
Stewaprin-a Genomic  551  GCGTCCGGGAGTGTAAAAATGACTGGAGTTGTCCTGGGGAGCAGAAATGTTGCCGTTACGGTTGCATATTTGAGTGCAGGGACCCTATCTTTGTGAAGTAAGGTATGTGC 660   
Stewaprin-a CDS      128  GCGTCCGGGAGTGTAAAAATGACTGGAGTTGTCCTGGGGAGCAGAAATGTTGCCGTTACGGTTGCATATTTGAGTGCAGGGACCCTATCTTTGTGAAGTAA--------- 228   
Stewaprin-a Protein  43   C  V  R  E  C  K  N  D  W  S  C  P  G  E  Q  K  C  C  R  Y  G  C  I  F  E  C  R  D  P  I  F  V  K  *           75 
 
 
Stewaprin-a Genomic  661  CGTGCATTGTCCCTTGTGCAGCTTGCTTAGACCAAAGGAACGGCTGTGGGAGGTCTCCAGGACTCCGACAAGGTCTGGGCACATGAAGGTTCCTCGGGGGTCTTTCAAGC 770   
 
 
Stewaprin-a Genomic  771  TGTCCATGTGTCCAGCAAAGGTAGAGCAGGTGTGCCCTGATGCCCAAGCTTTCTTTAGTGTGGTAGTGGCAACCCTCTTCCTGATAGATAACCCCCCTCACTCTGTGGAA 880   
 
 
Stewaprin-a Genomic  881  GCCATGAGATGGACCCTCCACATCCCCCCCTCCTAGTGTCCCTTGACTTCTCTTCCTCCTGAACCTCCATTGGTAGAATGGTGGCCCACCAGTTCAGCTGCTGCTGGGCA 990   
 
 
Stewaprin-a Genomic  991  GTGTTGAAGAAGGTGGCTCTCCTCCAGCCTGGTCAGGAAGCCAGAAGGCCCCAGGTGATCAGGACTTCCAGGAGAAGGAGAGGCCGGGACAGGACTCCTTTGCCAAGTTT 1100  
 
 
Stewaprin-a Genomic  1101 GGTCCAGCTCATCCTTTGAGCAGCCCAAAACTGGTCCAAGCTCTGGTGACAGGAAGGTCCATAGCTTTGCCAGGGGGTTAGGGTGACACCCCCACATTTCTGACTCTAAT 1210  
 
 
Stewaprin-a Genomic  1211 AAATGCTCCAGGGCAGAATTAGAAAGCTCATGGCCTTCAGATCTCCTAGAAGGAAAGGATTGGAGAAAGACATTGGAAATCATCTAGCCCATTTTCCTTCCAGGGCAGAA 1320  
 
 
Stewaprin-a Genomic  1321 ATCCTTAGCACATCCCAGAGAGAGTCTGTCCCACCTTTGCTTGAAACCTTCAGACTTGGAGCCCTATAACCAGCGGTGGGATTCAGCCAGTTCGCACCACTTCAGGAGAA 1430  
 
 
Stewaprin-a Genomic  1431 CCGGTTCTTAACTTTCTGAGCAGTTTGGTGAACTGGTTGTCGGAAGAAATCATTAGGGCAGAGAACCGGTTGTTCAATTACTTGAATCCCACCACTGCCTATAACTCCAG 1540  
 
 
Stewaprin-a Genomic  1541 GGAGGAGGTTGCCCATTGATTCCCTTCTCTCCCAATCAGGACATTCCTGCTGATTTCACCGTTGGGTCTCCATGGTTCTAAGATGAGGCAGGGAGAAGCACGGGGTTCAG 1650  
 
                                                                       Exon 3 
 
Stewaprin-a Genomic  1651 TTCTGGGCAGAAACCTCACATCTGAACGTTTGTTTTTACAGCATTACCAA 1700 EU401829 

 
G) H. stephensii Stewaprin-a Genomic Sequence 
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Supwaprin-b Genomic  1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGCGGAGCTGATCCCCGTCTCCGGCCAGGACCATCCAAGT-GAGCTTTCAGAAAGATCTGGAG 109   
Supwaprin-c Genomic  1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGCAGAGCTGACCCCTGTCTCCGGCCAGGACCGGCCAGGTAGAGCTTTCAGAAAGATCTGGAG 110   
Supwaprin-d Genomic  1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGCGGAGGTGACCCCCATCTCCGGCCAGGACCGTCCAAGT-GAGCTTTCAGAAAGATCTGGAG 109   
Supwaprin-a CDS      1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGATTCCTCACCCTCTGGGCAGAGCTGACCCCCGTCTCTGGCCAGGACCGTCCAA------------------------- 85    
Supwaprin-a Protein  1     M  S  S  G  G  L  L  L  L  L  G  F  L  T  L  W  A  E  L  T  P  V  S  G  Q  D  R  P                            28 
 
 
Supwaprin-b Genomic  110  ACCCTTGGAAGGGAGGGGCTGAAGTGATCCGAGTTCTCCCCCAGGAAAGGGAAACCAAGGACCCCAGTCTGGAACCTCTGGGTTGGTGGGGCTTCTCCTGGGGGAGGTTC 219   
Supwaprin-c Genomic  111  ACCCTTGGAAGGGAGGGGCTGAAGTGATCCGAGTTCTCCCCCAGGAAAGGGAAACCAAAGACCCCAGTCTAGAACCTCTGGCTTGGTGGGGCTTCTCCTGGGG-AGGTTC 219   
Supwaprin-d Genomic  110  ACCCTTGGAAGGGAGGGGCTGAAGTGATCAGAGTTCTCCCCCAGGAAAGGGAAACCAAAGACCCCAGTCTAGAACCTCTGGCTTGGTGGGGCTTCTCCTGGGG-AGGTTC 218   
 
 
Supwaprin-b Genomic  220  TTGAGATGGTGGTTGGGTGTCAGCTGAACAGGAGACAGAAATGAGAGGATGCCCCAAGAAAGGGAGATGCAATTTTAGGGGAAGGCTGACCTATCTTGACTCAATGCAGC 329   
Supwaprin-c Genomic  220  TTGAGATGGTGGTTGGGTGTCAGCTGAACAGGAGACAGAAATGGGAGGGGGTCCCAAGAAAGAGAGATGCAGTTTTAGGGGAAGGCCGACCTATCTTGACTCAATGCAGC 329   
Supwaprin-d Genomic  219  TTGAAATGGTGGTTGGGTGTCAGCTGAACAGGAGACAGAAATGGGAGGGGGTCCCAAGGAAGAGAGATGCAATTTTAGGGGAAGGCCGACCTATCTTGACTCAACGCAGC 328   
 
 
Supwaprin-b Genomic  330  AGAAGAATCGGGATTTTGAGCAACAGGAACAATCCCGTCAGCCATCCGGTTGAAACCCCAGAGAAGGAAAACAATGTAAAACATCTTCCGTGGCTCTCAACTGCTTGCAA 439   
Supwaprin-c Genomic  330  AGCAGAATCGGGATTTTGAGCAACAGGAACAATCCCGTCAGCCATCCGGTTGAAACCCCAGAGAAGGAAACCAATTTAAAACATCTTCCGTGGCTCTCAACTGCTTGCAA 439   
Supwaprin-d Genomic  329  AGAAGAATCGGGATTTTGAGCAACAGGAACCATCCCGTCAGTCATCCGGTTGAAACCCCAGAGAAGGGAACCAATTTAAAACATCTTCCGTGGCTCTCGACTGCTTGCAA 438   
 
                                                                                                   Exon 2 
 
Supwaprin-b Genomic  440  TCTGATTATGTAAAGAGGGCACCAGGTTGGGGAAGAGTGTTAAAGATTTTGGGGTCTTCTATTTTGCAGAAAAACCTGGACTGTGTCCCCCACGCCCTCAAAAACCTCCT 549   
Supwaprin-c Genomic  440  TCTGAGTATGTAAAGAGGGCACCAGGTTGGGGAAGAGCTATAAAGATTTTGGGGTCTTCTATTTTGCAGTAAAACCTGGACTTTGTCCCCCACGCCCTCAAAAACCTCCT 549   
Supwaprin-d Genomic  439  TCTGAGTATGTAAAGAGGGCACCAGGTTGGGGAAGAGTGTTAAAGATTTGGGGGTCTTCTCTTTTGCAGAAAAACCTGGACTGTGTCCCCCACGCCCTCAAAAACCT--- 545   
Supwaprin-a CDS      85   ---------------------------------------------------------------------AAAAACCTGGACTGTGTCCCCCACGCCCTCAAAAACCTCCT 126   
Supwaprin-a Protein  29                                                                        K  K  P  G  L  C  P  P  R  P  Q  K  P  P  42 
 
                                                                                                                                     Intron 2 
 
Supwaprin-b Genomic  550  TGCGTCCGGGAGTGTAAAAATGACTGGAGTTGTCCTGGGGAGCAGAAATGTTGCCGTTACGGTTGCATATTTGAGTGCAGGGACCCTATCTTTGTGAAGTAAGGTATGTG 659   
Supwaprin-c Genomic  550  TGCGTCAAGGAGTGTAAAAATGACTGGAGTTGTCGTGGGGAGCAGAAGTGTTGCCATTACGGCTGCATCTATGAGTGCAGGGATCCTATCTTTGTGAAGTAAGGTATGTG 659   
Supwaprin-d Genomic  546  TGCGTCAAGGAGTGTAAAAATGACTGGAGTTGTCCTGGGCAGCAGAAGTGTTGCAATTACGGCTGCATAGATGAGTGCAGGGACCCGATCTTTGTGAACTAAGGTATGTG 655   
Supwaprin-a CDS      127  TGCGTCAGGGAGTGTAAAAATGACTGGAGTTGTCCTGGGGAGCAGAAATGTTGCCGTTACGGTTGCATATTTGAGTGCAGGGACCCTATCTTTGTGAAGTAA-------- 228   
Supwaprin-a Protein  43    C  V  R  E  C  K  N  D  W  S  C  P  G  E  Q  K  C  C  R  Y  G  C  I  F  E  C  R  D  P  I  F  V  K  *          75 
 
 
Supwaprin-b Genomic  660  CCGTGCATTGTCCCTTGTGCAGCTTGCTTAGACC----AAAGGAACGGCTGTGGGAGGTCTCCAGGACTCCGACAAGGTCTGGGCACATGAAGGTTCCTCGGGGGTCTTT 765   
Supwaprin-c Genomic  660  CCGTGCATTGTCCCTTGTGCAGCTTGCCTCGACCCCCCAAAGGAACGGCTGTGGGGGGTCTCCAGGACTCCGACAAGGTCTGGGCACATGAAGGTTTCTTGGG-GTCTTT 768   
Supwaprin-d Genomic  656  CCGTGCATTGTCCCTTGTGCAGCTTGCTTAGACC----AAAGGAAGGGCTGTGTG-GGTCTCCAGGACTCCGACCAGGTCTGGGCGCATGAAGGTCCCTCGGGCGTCTTT 760   
 
 
Supwaprin-b Genomic  766  CAAGCTGTCCATGTGTCCAGCAAAGGTAGAGCAGGTGTGCCCTGATGCCCAAGCTTTCTTTAGTGTGGTAGTGGCAACCCTCTTCCTGATAGATAACCCCCCTCACTCTG 875   
Supwaprin-c Genomic  769  CAAGCTGTCCGTGTGTCCAGCAAAGGTAGAGCAGGTGTGCCCTGATGCTCAAGCTTTCTTTAGTGTGGTAGTGGCAACCCTCTTCCTGATAGGTAACCCCCCTCACTCTG 878   
Supwaprin-d Genomic  761  CAAGCTGTCCGTGTGTCCAGCAAAGGTAGAGCGGGTGTGCCCTGATGCTCAAGCATTCTTTAGTGTGGTAGTGGCAACCCTCTCCCTGATAGGTAACCCCCCTCACTCGG 870   
 
 
Supwaprin-b Genomic  876  TGGAAGCCATGAGATGGACCCTCCACATCCCCCCCTCCTAGTGTCCCTTGACTTCTCTTCCTCCTGAACCTCCATTGGTAGAATGGTGGCCCACCAGTTCAGCTGCTGCT 985   
Supwaprin-c Genomic  879  TGGAAGCCATGAGACGGACCCTGCACATCCCCCC-TCCTAGTGTCCCTTGACTTCTCCTCCTCCTGAACCTCCATTGGTAGAATGGTGGCCCACCAGTTCAGCTGCTGCT 987   
Supwaprin-d Genomic  871  TGGAAGCCATGAGACGGACCCTCCACATCCCCCCCTCCTAGTGTCCCTTGACTTCTCCTCCTCCTGAACCTCCATTGGTAGAATGGTGGCCCCCCAGTTCAGCTGCTGCT 980   
 
 
Supwaprin-b Genomic  986  GGGCAGTGTTGAAGAAGGTGGCTCTCCTCCAGCCTGGTCAGGAAGCCAGAAGGCCCCAGGTGATCAGGACTTCCAGGAGAAGGAGAGGCCGGGACAGGACTCCTTTGCCA 1095  
Supwaprin-c Genomic  988  GGTCAGTGTTGAAGAAGGTGGCTCTCCTCCAGCCTGGTCAGGAAGCCAGAAGGCCCCAGGGGATCAGGACTTTCAGGAGAAGGAGAGGCCGGGACAGGACTCCTTTGCCA 1097  
Supwaprin-d Genomic  981  GGGCAGGGTTGAAGAAGGTGGCTCTCCTCCAGCCTGGTCAGGAAGCCAGA--------GGTGATCAGGACTTCCAGGAGGAGGAGGGGCTGGGACAGAACTCCTTTGTCA 1082  
 
 
Supwaprin-b Genomic  1096 GGTTTGGTCCAGCTCATCCTTTGAGCAGCCCAAAACTGGTCCAAGTTCTGGTGACAGGAAGGTCC-ATAGCTTTGCCAGGGGGTTAGGGTGACACTCCCACATTTCTGAC 1204  
Supwaprin-c Genomic  1098 AGTTTGGTCCAGCTCATCCTTTGAGCAGCCCAAAACTGGTCCAAGCTCTGGTGACAGGAAGGTCCCATAGCTTCGCCAGGGGGTTAGGGTGACACTCCCACATTTCTGAC 1207  
Supwaprin-d Genomic  1083 AGTTTGGTCCGGCTCATCCTTTGAGCAGCCCAAAACTGGTCCAAGCTCTGGTGACAGGAAGATCCCATAGCTTTGCCAGGGGGTTAGGGTGACAGTCCCACATTTCTGAC 1192  
 
 
Supwaprin-b Genomic  1205 TCTAATAAATGCTCCAGGGCAGAATTAGAAAGCTCATGGCCTT------------------------CAGATCTCCTAGAAGGAAAGGATTGGAGAAAGACATTGGAAAT 1290  
Supwaprin-c Genomic  1208 TCTAATGAATGCTCCAGGGCAGAATTAGAAATCTCATGTCCTTGTCTGTGCTCCAAGCAATGGCCTTGAGATCTCCTAGAAGGAAAGGATTGGAGAAAGACATTGGAAGT 1317  
Supwaprin-d Genomic  1193 TCTCATAAATGCTCCAGGGCAGAATTAGAAAGCTCACGGCCTTGTCTGTGCTCCAAGCAATGGCCTTGAGATCTTCTAGAAGGAAAGGATTGGAGAAAGACATTGGAAGT 1302  
 
 
Supwaprin-b Genomic  1291 CATCTAGCCCATTTTCCTTCCAGGGCAGAAATCCTTAGCACATCCCAGAGAGAGTCTGTCC-CACCTTTGCTTGAAACCTTCAGACTTGGAGCCCTATAACCAGCGGTGG 1399  
Supwaprin-c Genomic  1318 CATCTAGTCCATTTTCCTTCCAGGGCAGAAATCCTTAGCGCATCCCGGAGAGATTCTGTCC-CACTTTTGCTTGAAACCTTCAGTCTTGGAGCCCTATAACCAGTGGTGG 1426  
Supwaprin-d Genomic  1303 CATCTAATCCATTTTCCTTCCAGGGCAGAAATCCTTAGCACATCCCGGAGAGATTCTTTTCTCACCTTTTTTTGAAACCTTCAGACTTGGAGCCCGATCACCAGTGGTGG 1412  
 
 
Supwaprin-b Genomic  1400 GATTCAGCCAGTTCGCACCACTTCAGGAGAACCGGTTCTTAACTTTCTGAGCAGTTTGATGAACTGGTTGTCGGAAGAAATCGTTAGGGCAGAGAACCGGTTGTTCAATT 1509  
Supwaprin-c Genomic  1427 GATTCAGCCAGTTCGCACCACTTCAGGAGAACCGGTTCTTAACTTTCTGAGCAGTTTGGTGAACTGGTTGTTGGAAGAAATCATTAGGGCAGAGAACCGGTTGTTAAATT 1536  
Supwaprin-d Genomic  1413 GATCCAGCCAGTTCGCACCACTTCGGGAGAACCGGTTCTTAACT----GGGCAGTTGCGTGAACTGGTTGTCGGGAGAAATCATTAGGGCAGAGAACCGGTGGTTCAATT 1518  
 
 
Supwaprin-b Genomic  1510 ACTTGAATCCCACCACTGCCTATAACTCCAGGGAGGAGGTTGCCC-ATTGATTCCC--TTCTCTCCCAATCAGGACATTCCTGCTGATTTCACCGTTGGGTCTCCATGGT 1616  
Supwaprin-c Genomic  1537 ATTTGAATCCCACCACTGCCTATAACTCCAGGGAGGAGGTTGCCCCATTGATTCCTGACTCTCTCCCAATCAGGACCTTCCTGCTGATTTCACCTTTGGGTCTCCCTGGC 1646  
Supwaprin-d Genomic  1519 ATTTGAATCCCACCGCTGCCTATAACTCCAGGGA------TTCCCCATTGATTCCTGACTCTCTCCCAATCAGGACATTCCTGCTGATTTCACCTTTGGGTCTCCCTGGT 1622  
 
                                                                                                         Exon 3 
 
Supwaprin-b Genomic  1617 TCTAAGATGAGGCAGGGAGAAGCACGGGGTTCAGTTCTGGGCAGAAACCTCACATCTGAACGTTTGTTTTTACAGCATTACCAA 1700 EU401830 
Supwaprin-c Genomic  1647 TGTAAGATGAAGCAGGGAGAAACACTGGAGGCAGTTCTGGGCAGAAACCTCACATCTGAACGTTTGTTTTTACAGCATTACCAA 1730 EU401831 
Supwaprin-d Genomic  1623 TCTAAGATGAGGCCGGGAGAAGCACTGGAGGCAGTTCTGGGCAGAAACCTCACATCTGAACCTTTGTTTTTACAGCATTACCAA 1706 EU401832 

 
H) A. superbus Supwaprin-b, -c and -d Genomic Sequences 
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Veswaprin-b Genomic  1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGCAGAGCTGACCCCAATCTCCGGCCAGGACCGTCCAAGT-GAGCTTTCAGAAAGATCTGGAG 109   
Veswaprin-c Genomic  1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGCGGAGCTGACCCCCGTCTCCAGCCTGGACCGTCCAAGT-GAGCTTTCAGAAAGATATTGAG 109   
Veswaprin-d Genomic  1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGCAGAGCTGACCCCTGTCTCCGGCCAGGACCGGCCAGGTAGAGCTTTCAGAAAGATCTGGAG 110   
Veswaprin-a Genomic  1    ATGTCTTCTGGAGGTCTTCTCCTCCTGCTGGGACTCCTCACCCTCTGGGCGGAGGTGACCCCCATCTCCGGCCAGGACCGTCCAAGT-GAGCTTTCAGAAAGATCTGGAG 109   
Veswaprin-a CDS      1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGAGGTGCTGACCCCCGTCTCCAGCAAGGACCGTCCAA------------------------- 85    
Veswaprin-a Protein  1     M  S  S  G  G  L  L  L  L  L  G  L  L  T  L  W  E  V  L  T  P  V  S  S  K  D  R  P                            28 
 
 
Veswaprin-b Genomic  110  ACCCTTGGAAGGGAGGGG-TGAAGTGATCAGA--------------------AACCAAAGACCCCAGTCTGGAACCTCTGGCTTGGCGGGGCTTCTCCTGGGGGAGGTTC 198   
Veswaprin-c Genomic  110  ACCCTTGGAAGGGAGGGGCTGAAGTGATCAGAGTTCTCCCCCAGGAAAGGGAAACCAAAGACCCCAGTCTGGAACCTCTGGCCTAGCGGGGCTTCTCCTGGGGGAGGTTC 219   
Veswaprin-d Genomic  111  ACCCTTGGAAGGGAGGGGCTGAAGTGATCCGAGTTCTCCCCCAGGAAAGGGAAACCAAAGACCCCAGTCTAGAACCTCTGGCTTGGTGGGGCTTCTCCTGGGG-AGGTTC 219   
Veswaprin-a Genomic  110  ACCCTTGGAAGGGAGGGGCTGAAGTGATCAGAGTTCTCCCCCGGGAAAGGGAAACCAAAGACCCCAGTCTAGAACCTCTGGCTTGGTGGGGCTTCTCCTGGGG-AGGTTC 218   
 
 
Veswaprin-b Genomic  199  TTAAGATGGTGGTTGGGTGTCAGCTGAACAGGAGACAGAAATGAGAGGATGCCCCAAGAAAGAGAGATGCAATTTTAGGGGAAGGCTGACCTATCTTGACTCAATGCAGC 308   
Veswaprin-c Genomic  220  TTGAGATGGTGGTTGGGTGTCAGCTGAACAGGAGACAGAAATGAGAGGATGCCCCAAGAAAGAGAGATGCAATTTTAGGGGAAGGCTGACCTATCTTGACTCAATGCAGC 329   
Veswaprin-d Genomic  220  TTGAGATGGTGGTTGGGTGTCAGCTGAACAGGAGACAGAAATGGGAGGGGGTCCCAAGAAAGAGAGATGCAGTTTTAGGGGAAGGCCGACCTATCTTGACTCAATGCAGC 329   
Veswaprin-a Genomic  219  TTGAAATGGTGGTTGGGTGTCAGCTGAACAGGAGACAGAAATGGGAGGGGGTCCCAAGGAAGAGAGATGCAATTTTAGGGGAAGGCCGACCTATCTTGACTCAACGCAGC 328   
 
 
Veswaprin-b Genomic  309  AGAAGAATCGGGATTTTGAGCAACAGGAACAATCCCGTCAGCCATCCGGTTGAAACCCCAGAGAAGGAAAACAATGTAAAACATCTTCCGTGGCTCTCAACTGCTTGCAA 418   
Veswaprin-c Genomic  330  AGAAGAATCGGGATTTTGAGCAACAGGAACAATCCCGTCAGCCATCCGGTTGAAACCCCGGAGAAGGAAAACAATGTAAAACATCTTCCGTGGCTCTCAACTGCTTGCAA 439   
Veswaprin-d Genomic  330  AGCAGAATCGGGATTTTGAGCAACAGGAACAATCCCGTCAGCCATCCGGTTGAAACCCCAGAGAAGGAAACCAATTTAAAACATCTTCCGTGGCTCTCAACTGCTTGCAA 439   
Veswaprin-a Genomic  329  AGAAGAATCGGGATTTTGAGCAACAGGAACCATCCCGTCAGTCATCCGGTTGAAACCCCAGAGAAGGGAACCAATTTAAAACATCTTCCGTGGCTCTCGACTGCTTGCAA 438   
 
                                                                                                   Exon 2 
 
Veswaprin-b Genomic  419  TCTGAGTATGTAAAGAGGGCACCAGGTTGGGGAAGAGTGTTAAAGATTTTGGGGTCTTCTATTTTGCAGAAAAACCTGGACTGCGTCCCCCACGCCCTCAAAAACCTCCT 528   
Veswaprin-c Genomic  440  TCTGAGTATGTAAAGAGGGCACCAGGTTGGGGAAGAGTGTTAAAGATTTTGGGGTCTTCTATTTTGCAGAAAAACCTGGACTGTGTCCCCCACGCCCTCAAAAACCTCCT 549   
Veswaprin-d Genomic  440  TCTGAGTATGTAAAGAGGGCACCAGGTTGGGGAAGAGCTATAAAGATTTTGGGGTCTTCTATTTTGCAGTAAAACCTGGACTTTGTCCCCCACGCCCTCAAAAACCTCCT 549   
Veswaprin-a Genomic  439  TCTGAGTATGTAAAGAGGGCACCAGGTTGGGGAAGAGTGTTAAAGATTTGGGGGTCTTCTCTTTTGCAGAAAAACCTGGACTGTGTCCCCCACGCCCTCAAAAACCT--- 545   
Veswaprin-a CDS      85   ---------------------------------------------------------------------AAAAACCTGGACTGTGTCCCCCACGCCCTCAAAAACCT--- 123   
Veswaprin-a Protein  29                                                                        K  K  P  G  L  C  P  P  R  P  Q  K  P  -  41 
 
                                                                                                                                     Intron 2 
 
Veswaprin-b Genomic  529  TGTGTCAGGGAGTGTAAAAATGACTGGAGATGTCCTGGGGAGCAGAAATGTTGCCGTTACGGCTGCATATATGAGTGCAGGGATCCTATCTTTGTGAAGTAAGGTATGTG 638   
Veswaprin-c Genomic  550  TGCGTCAGGGAGTGTAAAAATGACTGGAGATGTCCTGGGGAGCGGAAATGTTGCCGTTACGGCTGCATATATGAGTGCAGGGATCCTATCTTTGTGAAGTAAGGTATGTG 659   
Veswaprin-d Genomic  550  TGCGTCAAGGAGTGTAAAAATGACTGGAGTTGTCGTGGGGAGCAGAAGTGTTGCCGTTACGGCTGCATCTATGAGTGCAGGGATCCTATCTTTGTGAAGTAAGGTATGTG 659   
Veswaprin-a Genomic  546  TGCGTCAAGGAGTGTAAAAATGACTGGAGTTGTCCTGGGCAGCAGAAGTGTTGCAATTACGGCTGCATAGATGAGTGCAGGGACCCGATCTTTGTGAACTAAGGTATGTG 655   
Veswaprin-a CDS      124  TGCGTCAAGGAGTGTAAAAATGACTGGAGTTGTCCTGGGCAGCAGAAGTGTTGCAATTACGGCTGCATAGATGAGTGCAGGGACCCGATCTTTGTGAACTAA-------- 225   
Veswaprin-a Protein  42    C  V  K  E  C  K  N  D  W  S  C  P  G  Q  Q  K  C  C  N  Y  G  C  I  D  E  C  R  D  P  I  F  V  N  *          74 
 
 
Veswaprin-b Genomic  639  CCGTGCATTGTCCCCTGTGCAGCTTGCTTAGACC----AAAGGAACGGCTGTGGGGGGTCTCCAGGACTCCGACAAGGTCTGGGCACATGAAGGTTCCTCGGGGGTCTTT 744   
Veswaprin-c Genomic  660  CCGTGCATTGTCCCTTGTGCAGCTTGCTTAGACC----AAAGGAACGGCTGTGGGGGGTCTCCAGGACTCCGACAAGGTCTGGGCACATGAAGGTTCCTCGGGGGTCTTT 765   
Veswaprin-d Genomic  660  CCGTGCATTGTCCCTTGTGCAGCTTGCTTCGACCCCCCAAAGGAACGGCTGTGGGGGGTCTCCAGGACTCCGACAAGGTCTGGGCACATGAAGGTTTCTTGGGG-TCTTT 768   
Veswaprin-a Genomic  656  CCGTGCATTGTCCCTTGTGCAGCTTGCTTAGACC----AAAGGAAGGGCTGTGTGGG-TCTCCAGGACTCCGACCAGGTCTGGGCGCATGAAGGTCCCTCGGGCGTCTTT 760   
 
  
Veswaprin-b Genomic  745  CAAGCTGTCCGTGTGTCCAGCAAAGGTAGAGCAGGTGTGCCCTGATGCTCAAGCATTCTTTAGTGTGGTAGTGGCAACCCTCTTCCTGATAGATAACCCCCCTCACTCCG 854   
Veswaprin-c Genomic  766  CAAGCTGTCCGTGTGTCCAGCAAAGGTAGAGCAGGTGTGCCCTGATGCTCAAGCATTCTTTAGTGTGGTAGTGGCAACCCTCTTCCTGATAGATAACCCCCCTCACTCTG 875   
Veswaprin-d Genomic  769  CAAGCTGTCCGTGTGTCCAGCAAAGGTAGAGCAGGTGTGCCCTGATGCTCAAGCTTTCTTTAGTGTGGTAGTGGCAACCCTCTTCCCGATAGGTAACCCCCCTCACTCTG 878   
Veswaprin-a Genomic  761  CAAGCTGTCCGTGTGTCCAGCAAAGGTAGAGCGGGTGTGCCCTGATGCTCAAGCATTCTTTAGTGTGGTAGTGGCAACCCTCTCCCTGATAGGTAACCCCCCTCACTCGG 870   
 
  
Veswaprin-b Genomic  855  TGGAAGCCATGAGACGGACCCTCCACACCCCCCCCTCCTAGTGTCCCTTGACTTCTCTTCCTCCTGAACCTCCATTGGTAGAATGGTGGCCCACCAGTTCAGCTGCTGCT 964   
Veswaprin-c Genomic  876  TGGAAGCCATGAGACGGACCCTCCACATCCCCCCCTCCTAGTGTCCCTTGACTTCTCTTCCTCCTGAACCTCCATTGGTAGAATGGTGGCCCACCAGTTCAGCTGCTGCT 985   
Veswaprin-d Genomic  879  TGGAAGCCATGAGACGGACCCTGCACATCCCCCC-TCCTAGTGTCCCTTGACTTCTCCTCCTCCTGAACCTCCATTGGTAGAATGGTGGCCCACCAGTTCAGCTGCTGCT 987   
Veswaprin-a Genomic  871  TGGAAGCCATGAGACGGACCCTCCACATCCCCCCCTCCTAGTGTCCCTTGACTTCTCCTCCTCCTGAACCTCCATTGGTAGAATGGTGGCCCCCCAGTTCAGCTGCTGCT 980   
 
 
Veswaprin-b Genomic  965  GGGCAGTGTTGAAGAAGGTGGCTCTCCTCCAGCCTGGTCAGGAAGCCAGAAGGCCCCAGGTGATCAGGACTTCCAGGAGAAGGAGAGGCTGGGGCAGGACTCCTTTGCCA 1074  
Veswaprin-c Genomic  986  GGGCAGTGTTGAAGAAGGTGGCTCTCCTCCAGCCTGGTCAGGAAGCCAGAAGGCCCCAGGTGATCAGGACTTCCAGGAGAAGGAGAGGCCGGGGCAGGACTCCTTTGCCA 1095  
Veswaprin-d Genomic  988  GGTCAGTGTTGAAGAAGGTGGCTCTCCTCCAGCCTGGTCAGGAAGCCAGAAGGCCCCAGGGGATCAGGACTTTCAGGAGAAGGAGAGGCCGGGACAGGACTCCTTTGCCA 1097  
Veswaprin-a Genomic  981  GGGCAGGGTTGAAGAAGGTGGCTCTCCTCCAGCCTGGTCAGGAAGCCAGA--------GGTGATCAGGACTTCCAGGAGAAGGAGAGGCTGGGACAGAACTCCTTTGTCA 1082  
 
 
Veswaprin-b Genomic  1075 AGTTTGGTCCAGCTCATCCTTTGAGCAGCCCAAAACTGGTCCAAGCTCTGGTGACAGGGAGGTCCCATAGCTTCGCGAGGGGGTTCGGGTGACACTCCCACATTTCTGAC 1184  
Veswaprin-c Genomic  1096 AGTTTGGTCCAGCTCATCCTTTGAGCAGCCCAAAACTGGTCCAAGCTCTGGTGACAGGAAGGTCCCATAGCTTCGCCAGGGGGTTAGGGTGACACTCCCACATTTCTGAC 1205  
Veswaprin-d Genomic  1098 AGTTTGGTCCAGCTCATCCTTTGAGCAGCCCAAAACTGGTCCAAGCTCTGGTGACAGGAAGGTCCCATAGCTTCGCCAGGGGGTTAGGGTGACACTCCCACATTTCTGAC 1207  
Veswaprin-a Genomic  1083 AGTTTGGTCCGGCTCATCCTTTGAGCAGCCCAAAACTGGTCCAAGCTCTGGTGACAGGAAGATCCCATAGCTTTGCCAGGGGGTTAGGGTGACAGTCCCACATTTCTGAC 1192  
 
 
Veswaprin-b Genomic  1185 TCTAATAAATGCTCCGGGGCAGAATTAGAAAGCTCATG------------------------GCCTTGAGAACTCCTAGAAGGAAAGGATTGGAGAAAGACATTGGAAGT 1270  
Veswaprin-c Genomic  1206 TCTAATAAATGCTCCGGGGCAGAATT------------------------------------------------------------------------------------ 1231  
Veswaprin-d Genomic  1208 TCTAATGAATGCTCCAGGGCAGAATTAGAAATCTCATGTCCTTGTCTGTGCTCCAAGCAATGGCCTTGAGATCTCCTAGAAGGAAAGGATTGGAGAAAGACATTGGAAGT 1317  
Veswaprin-a Genomic  1193 TCTCATAAATGCTCCAGGGCAGAATTAGAAAGCTCACGGCCTTGTCTGTGCTCCAAGCAATGGCCTTGAGATCTTCTAGAAGGAAAGGATTGGAGAAAGACATTGGAAGT 1302  
 
 
Veswaprin-b Genomic  1271 CATCTAGTCCATTTTCCTTCCAGGGCAGAAATCCTTAGTACATCCCGGAGAGATTCTGTCCCACCTTTGCTTGAAACCTTCAGACTTGGAGCCCTATAACCAGTGGTGGG 1380  
Veswaprin-c Genomic  1231 -------------------------------------------------------------------TGCTTGAAACCTTCAGACTTGGAGCCCTATAACCAGTGGTGGG 1274  
Veswaprin-d Genomic  1318 CATCTAGTCCATTTTCCTTCCAGGGCAGAAATCCTTAGCGCATCCCGGAGAGATTCTGTCCCACTTTTGCTTGAAACCTTCAGTCTTGGAGCCCTATAACCAGTGGTGGG 1427  
Veswaprin-a Genomic  1303 CATCTAATCCATTTTCCTTCCAGGGCAGAAATCCTTAGCACATCCCGGAGAGATTCTTTTCTCACCTTTTTTGAAACCTTCAGACTTGGAGCCCGATCACCAGTGGTGGG 1412  
 
 
Veswaprin-b Genomic  1381 ATTCAGCCAGTTCGCACGACCTCAGGAGAACCGGTTCTTAACTTCCTGAGCAGTTTGGTGAACTAGTTGTTGGAAGAAATCATTAGGGCAGAGAACC-GGTTGTTCAATT 1489  
Veswaprin-c Genomic  1275 ATTCAGCCAGTTCGCACGACTTCAGGAGAACCGGTTCTTAACTTTCTGAGCAGTTTGGTGAACTGGTTGTTGGAAGAAATCATTAGGGTAGAGAACCCAGTTGTTCAATT 1384  
Veswaprin-d Genomic  1428 ATTCAGCCAGTTCGCACCACTTCAGGAGAACCGGTTCTTAACTTTCTGAGCAGTTTGGTGAACTGGTTGTTGGAAGAAATCATTAGGGCAGAGAACC-GGTTGTTAAATT 1536  
Veswaprin-a Genomic  1413 ATCCAGCCAGTTCGCACCACTTCGGGAGAACCGGTTCTTAA----CTGGGCAGTTGGGCGAACTGGTTGTCGGGAGAAATCATTAGGGCAGAGAACC-GGTGGTTCAATT 1517  
 
 
Veswaprin-b Genomic  1490 ACTTGAATCCCACCACTGCCTATAACTCCAGGGAGGAGGTTGCCCCATTGATTCCC--TTCTCTCCCAATCAGGACATTCCTGCTGATTTCAGCTTTGGGTCTCCACGGT 1597  
Veswaprin-c Genomic  1385 ACTTGAATCCCACCACTGCCTATAACTCCAGGGAGGAGGTTGCCCCATTGATTCCC--TTCTCTCCCAATCAGGACATTCCTGCTGATTTCAGCTTTGGGTCTCCATGGT 1492  
Veswaprin-d Genomic  1537 ATTTGAATCCCACCACTGCCTATAACTCCAGGGAGGAGGTTGCCCCATTGATTCCTGACTCTCTCCCAATCAGGACCTTCCTGCTGATTTCACCTTTGGGTCTCCCTGGC 1646  
Veswaprin-a Genomic  1518 ATTTGAATCCCACCGCTGCCTATAACTCCAGGGA------TTCCCCATTGATTCCTGACTCTCTCCCAATCAGGACATTCCTGCTGATTTCACCTTTGGGTCTCCCTGGT 1621  
 
                                                                                                         Exon 3 
 
Veswaprin-b Genomic  1598 TCTAAGATGAGGCAGGGAGAAGCACGGGGTTCAGTTCTGGGCAGAAACCTCACAGCTGAACCTTTGTTTTTACAGCATTACCAA 1681 EU401833 
Veswaprin-c Genomic  1493 TCTAAGATGAGGCAGGGAGAAGCACGGGGTTCAGTTCTGGGCAGAAACCTCACAACTGAACGTTTGTTTTTACAGCATTACCAA 1576 EU401834 
Veswaprin-d Genomic  1647 TGTAAGATGAAGCAGGGAGAAACACTGGAGGCAGTTCTGGGCAGAAACCTCACATCTGAACGTTTGTTTTTACAGCATTACCAA 1730 EU401835 
Veswaprin-a Genomic  1622 TCTAAGATGAGGCCGGGAGAAGCACTGGAGGCAGTTCTGGGCAGAAACCTCACATCTGAACCTTTGTTTTTACAGCATTACCAA 1705 EU401836 

 
I) D. vestigiata Veswaprin-a, -b, -c and -d Genomic Sequences 
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                           ....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....| 
Omwaprin-b Genomic    1    GAGCTTCATCATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGCGGAGGTGACCCCCATCTCCGGCCAGGACCGTCCAAGTGAGCTTTCAGAAA 110   
Scuwaprin-a Genomic   1    ----------ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGCGGAGCTGACCCCCGTCTCCGGCCAGGACCGTCCAAGTGAGCTTTCAGAAA 100   
Textwaprin-a Genomic  1    ----------ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGCGGAGCTGACCCCCGTCTCCGGCCAGGACCGTCCAAGTGAGCTTTCAGAAA 100   
 
 
Omwaprin-b Genomic    111  GATCTGGAGACCCTTGGAAGGGAGGGGCTGAAGTGATCAGAGTTCTCCCCCAGGAAAGGGAAACCAAAGACCCCAGTCTAGAACCTCTGGCTTGGTGGGGCTTCTCCTGG 220   
Scuwaprin-a Genomic   101  GATCTGGAGACCCTTGGAAGGGAGGGGCTGAAGTGATCCGAGTTCTCCCCCAGGAAAGGGAAACCAAAGAGCCCCGTCTAGAACCTCTGGCTTGGTAGGGCTTCTCCTGG 210   
Textwaprin-a Genomic  101  GATCTGGAGACCCTTGGAAGGGAGGGGCTGAAGTGATCCGAGTTCTCCCCCAGGGAAGGGAAACCAAAGAGCCCCGTCTAGAACCTCTGGCTTGGTGGGGCTTCTCCCGG 210   
 
 
Omwaprin-b Genomic    221  GGAGGTTCTTGAAATGGTGGTTGGGTGTCAGCTGAACAGGAGACAGAAATGGGAG-GGGGTCCCAAGGAAGAGAGATGCAATTTTAGGGGAAGGCCGACCTATCTTGACT 329   
Scuwaprin-a Genomic   211  GGAGGTTCTTGAGATGGTGGTTGGGTGTCAGCTGAACAGGAGACAGAAATGGGAGCGGGGTCCCAAGGAAGAGAGATGCAATTTTAGGGGAAGGCCGACCTATCTTGACT 320   
Textwaprin-a Genomic  211  GGAGGGTCTTGAGATGGTGGTTGGGTGTCAGCTGAACAGGAGTCAGAAATGGGAG-GGGGTCCCAAGGAAGAGAGATGCAATTTTAGGGGAAGGCCGACCTATCTTGACT 319   
 
                            
Omwaprin-b Genomic    330  CAACGCAGCAGAAGAATCGGGATTTTGAGCAACAGGAACCATCCCGTCAGTCATCCGGTTGAAACCCCAGAGAAGGGAACCAATTTAAAACATCTTCCGTGGCTCTCGAC 439   
Scuwaprin-a Genomic   321  CAACGCAGCAGAAGAATCGGGATTTTGAGCAACAGGAACCATCCCGTCAGCCATCTGGTTGAAACCCCAGAGAAGGGAACCAATTTAAAACATCTTCCGCGGCTCTCGAC 430   
Textwaprin-a Genomic  320  CAACGCAGCAGCAGAATCGGGATTTTGAGCAACAGGAACCATCCCGTCAAACATCCGGTTGAAACCCCAGAGAAGGAAACCAATTTAAAACATCTTCCGTGGCTCTCGAC 429   
 
                                                                                                             Exon 2 
 
Omwaprin-b Genomic    440  TGCTTGCAATCTGAGTATGTAAAGAGGGCACCAGGTTGGGGAAGAGTGTTAAAGATTTGGGGGTCTTCTCTTTTGCAGAAAAACCTGGACTGTGTCCCCCACGCCCTCAA 549   
Scuwaprin-a Genomic   431  TGCTTGCAATCTGAGTATGTAAAGAGGGCACCAGGTTGGGGAAGAGTGTTAAAGATTTGGGGGTCTTCTCTTTTGCAGAAAAACCTGGACTGTGTCCCCCACGCCCTCAA 540   
Textwaprin-a Genomic  430  TGCTTGCAATCTGAGTATGTAAAGAGGGCACCAGGTTGGGGAAGAGTGTTAAAGATTTGGGGGTCTTCTCTTTTGCAGAAAAACCTGGACTGTGTCCCCCACGCCCTCAA 539   
 
                            
Omwaprin-b Genomic    550  AAACCT---TGCGTCAAGGAGTGTAAAAATGACTGGAGTTGTCCTGGGCAGCAGAAGTGTTGCAATTACGGCTGCATAGATGAGTGCAGGGACCCGATCTTTGTGAACTA 656   
Scuwaprin-a Genomic   541  AAACCTCCTTGCGTCAAGGAGTGTAAAAATGACTGGAGTTGTCCTGGGCAGCAGAAGTGTTGCAGTTACGGCTGCATAGATGAGTGCAGGGACCCGATCTTTGTGAACTA 650   
Textwaprin-a Genomic  540  AAACCTCCTTGCGTCAAGGAGTGTAAAAATGACTGGAGTTGTCCTGGGCAGCAGAAGTGTTGCAGTTACGGCTGCATAGATGAGTGCAGGGACCCGATCTTTGTGAACTA 649   
 
                                 Intron 2 
 
Omwaprin-b Genomic    657  AGGTATGTGCCGTGCATTGTCCCTTGTGCAGCTTGCTTAGACCAAAGGAAGGGCTGTGTGGGTCTCCAGGACTCCGACCAGGTCTGGGCGCATGAAGGTCCCTCGGGCGT 766   
Scuwaprin-a Genomic   651  AGGTATGTGCCGTGCATTGTCCCTTGTGCAGCTTGCTTAGACCAAAGGGAGGGCTGTGTGGGTCTCCAGGACTCCGACCAGGTCTGGGCGCATGAAGGTCCCTCGGGCGT 760   
Textwaprin-a Genomic  650  AGGTATGTGCCGTGCATTGTCCCTTGTGCAGCTTGCTTAGACCAAAGGAAGGGCTGTGTGGGTCTCCAGGACTCCGACCAGGTCTGGGCGTATGAAGGTTCCTCGGG-GT 758   
 
 
Omwaprin-b Genomic    767  CTTTCAAGCTGTCCGTGTGTCCAGCAAAGGTAGAGCGGGTGTGCCCTGATGCTCAAGCATTCTTTAGTGTGGTAGTGGCAACCCTCTCCCTGATAGGTAACCCCCCTCAC 876   
Scuwaprin-a Genomic   761  CTTTCAAGCTGTCCGTGTGTCCAGCAAAGGTAGAGCGGGTGTGCCCTGATGCTCAAGCATTCTTTAGTGTGGTAGTGGCAACCCTCTCCCTGATAGGTAACCCCCCTCAC 870   
Textwaprin-a Genomic  759  CTTTCAAGCTGTCCGTGTGTCCAGCAAAGGTAGAGCGGGTGCGCCCTGATGCTCAAGCATTCTTTAGTGTGGTAGTGGCAACCCTCTTCCTGATAGGTAACCCCCCTCAC 868   
 
 
Omwaprin-b Genomic    877  TCGGTGGAAGCCATGAGACGGACCCTCCACATCCCCCCCTCCTAGTGTCCCTTGACTTCTCCTCCTCCTGAACCTCCATTGGTAGAATGGTGGCCCCCCAGTTCAGCTGC 986   
Scuwaprin-a Genomic   871  TCGGTGGAAGCCATGAGACGGACCCTCCACATCCCCCCCTCCTAGTGTCCCTTGACTTCTCCTCCTCCTGAACCTCCATTGGTAGAATGGTGGCCCCCCAGTTCAGCTGC 980   
Textwaprin-a Genomic  869  TCAGTGGAAGCCATGAGACGGACCCTCCACATCCCCCCCTCCTAGTGTCCCTTGACTTCTCCTCCTCCTGAATCTCCATTGGTAGAATGGTGGCCCCCCAGTTCAGCTGC 978   
 
 
Omwaprin-b Genomic    987  TGCTGGGCAGGGTTGAAGAAGGTGGCTCTCCTCCAGCCTGGTCAGGAAGCCAGAGGTGATCAGGACTTCCAGGAGAAGGAGAGGCTGGGACAGAACTCCTTTGTCAAGTT 1096  
Scuwaprin-a Genomic   981  TGCTGGGCAGGGTTGAAGAAGGTGGCTCTCCTCCAGCCTGCTCAGGAAGCCAGAGGTGATCAGGACTTCCAGGAGAAGGAGAGGCTGGGACAGAACTCCTTTGTCAAGTT 1090  
Textwaprin-a Genomic  979  TGCTGGGCAGGGTTGAAGAAGGTGGCTCTCCTCCAGCCTGGTCAGGAAGCCAGAGGTGATCAGGACTTCCAGGAGAAGGAGAGGCCGGGACAGAACTCCTTTGCCAAGTT 1088  
 
 
Omwaprin-b Genomic    1097 TGGTCCGGCTCATCCTTTGAGCAGCCCAAAACTGGTCCAAGCTCTGGTGACAGGAAGATCCCATAGCTTTGCCAGGGGGTTAGGGTGACAGTCCCACATTTCTGACTCTC 1206  
Scuwaprin-a Genomic   1091 TGGTCCGGCTCATCCTTTGAGCAGCCCAAAACTGGTCCAAGCTCTGGTGACAGGAAGGTCCCATAGCTTTGCCAGGGGGTTAGGGTGACAGTCCCACATTTCTGACTCTC 1200  
Textwaprin-a Genomic  1089 TGGTCCGGCTCATCCTTTGAGCAGCCCAAAACTGGTCCATGCTCTGGTGACAGGAAGGTCCCATAGCTTCGCCAGGGGGTTAGGGTGACAGTCCCACATTTCTGACTCTC 1198  
 
 
Omwaprin-b Genomic    1207 ATAAATGCTCCAGGGCAGAATTAGAAAGCTCACGGCCTTGTCTGTGCTCCAAGCAATGGCCTTGAGATCTTCTAGAAGGAAAGGATTGGAGAAAGACATTGGAAGTCATC 1316  
Scuwaprin-a Genomic   1201 ATAAATGCTCCAGGGCAGAATTAGAAAGCTCACGGCCTTGTCTGTGCTCCAAGCAATGGCCTTGAGATCTTCTAGAAGGAAAGGATTGGAGAAAGACATCGGAAGTCATC 1310  
Textwaprin-a Genomic  1199 ATAAATGCTCCAGGGCAGAATTAGAAAGCTCACGGCCTTGTCTGTGCTCCAAGCAATGGCCTTGAGATCTCCTAGAAGGAAAGGATTGGAGAAAGAGATTGGAAGTCATC 1308  
 
 
Omwaprin-b Genomic    1317 TAATCCATTTTCCTTCCAGGGCAGAAATCCTTAGCACATCCCGGAGAGATTCTTTTCTCACCTTTTTTTGAAACCTTCAGACTTGGAGCCCGATCACCAGTGGTGGGATC 1426  
Scuwaprin-a Genomic   1311 TAATCCATTTTCCTTCCAGGGCAGAAATCCTTAGCACATCCCGGAGAGATTCTTTTCTCACCTTTTTTTGAAACCTTCAGACTTGGAGCCCGATCACCAGTGGTGGGATC 1420  
Textwaprin-a Genomic  1309 TAATCCATTTTCCTTCCAGGGCAGAAATCCTTAGCACATCCCGGAGGGATTCTGT-CTCACCTTTTTTTGAAACCTTCAGAGTTGGAGCCCGATCACCAGTGGTGGGATC 1417  
 
 
Omwaprin-b Genomic    1427 CAGCCAGTTCGCACCACTTCGGGAGAACCGGTTCTTAACT----GGGCAGTTGGGTGAACTGGTTGTCGGGAGAAATCATTAGGGCAGAGAACCGGTGGTTCAATTATTT 1532  
Scuwaprin-a Genomic   1421 CAGCCAGTTCGCACCACTTTGGGAGAACCGGTTCTTAACTTCCTGAGCAGTTGGGTGAACTGGTTGTCGGGAGAAATCATTAGGGCAGAGAACCGGTGGTTCAATTATTT 1530  
Textwaprin-a Genomic  1418 CAGCCAGTTCGCACCACTTCGGGAGAACCGGTTCTTAACTTCCTGAGCAGTTGGGTGAACTGGTTGTCGGGAGAAATCATTAGGGCAGAGAACCGACTGTTCAATTATTT 1527  
 
 
Omwaprin-b Genomic    1533 GAATCCCACCGCTGCCTATAACTCCAGGGA--------TTCCCCATTGATTCCTGACTCTCTCCCAATCAGGACATTCCTGCTGATTTCACCTTTGGGTCTCCCTGGTTC 1634  
Scuwaprin-a Genomic   1531 GAATCCCACCACTGCCTATAACTCCAGGGA--------TTCCCCACTGATTCCTGACTCTCTCCCAATCAGGACATTCCTGCTGATTTCACCTTTGGGTCTTCCTGGCTC 1632  
Textwaprin-a Genomic  1528 GAATCCCACCGCTGCCTATAACTCCAGGGAGGAGTTGATTCCCCATTGATTCCCGACTCTCTCCCAATCGGGACATTCCTGCTGATTTCACCTTTGGGTCTCCCTGGTTC 1637  
 
                                                                                                        Exon 3 
 
Omwaprin-b Genomic    1635 TAAGATGAGGCCGGGAGAAGCACTGGAGGCAGTTCTGGGCAGAAACCTCACATCTGAACCTTTGTTTTTACAGCATTACCAACAAGGAAACCCACCAGAAT 1735 EU401817 
Scuwaprin-a Genomic   1633 TAAGATGAGGCCGGGAGAAGCACTGGAGGCAGTTCTGGGCAGAAACCTCACATCTGAACCTTTGTTTTTACAGCATTACCAA------------------- 1714 EU401818 
Textwaprin-a Genomic  1638 TAAGATGAGGCCGGGAGAAGCACTGGAGGCAGTTCTGGGCAGAAACCTCACATCTGAACCTTTGTTTTTACAGCATGACCAA------------------- 1719 EU401837 

 
J) P. textilis Textwaprin-a Genomic Sequence 
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Om Kunitz-like Genomic  1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGAGGTGCTGACCCCCGTCTCCAGCAAGGACCGTCCAAGTGAGTTGAGATCTTGAGACCCTTG 110   
Microlepidin-5 Genomic  1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGAGGTGCTGACCCCCGTCTCCAGCAAGGACCGTCCAAGTGAGTTGAGATCTTGAGACCCTTG 110   
Microlepidin-3 Genomic  1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGAGGTGCTGACCCCCGTCTCCAGCAAGGACCGTCCAAGTGAGTTGAGATCTTGAGACCCTTG 110   
Microlepidin-3 CDS      1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGAGGTGCTGACCCCCGTCTCCAGCAAGGACCGTCCAA------------------------- 85    
Microlepidin-3 Protein  1     M  S  S  G  G  L  L  L  L  L  G  L  L  T  L  W  E  V  L  T  P  V  S  S  K  D  R  P                            28 
 
 
Om Kunitz-like Genomic  111  GCAGGGAGGGGCTGGAATGATCAGGGTTCTCCCCCAGGAAAGAGAGACCAAAGGCCCTGGTCTAGAAGCCCCGGCTTGGTGGGACTTCTTCTGGGGAAGTTCTTTTATCT 220   
Microlepidin-5 Genomic  111  GCAGGGAGGGGCTGGAATGATCAGGGTTCTCCCCCAGGAAAGAGAGACCAAAGGCCCTGGTCTAGAAGCCCCGGCTTGGTGGGGCTTCTCCTGGGGAGGTTCTTTTATCT 220   
Microlepidin-3 Genomic  111  GCAGGGCGGGGCTGGAATGATCAGGGTTCTCCCCCAGGAAAGAGAGACCAAAGGCCCTGGTCTAGAAGCCCCGGCTTGGTGGGGCTTCTCCTGGGGAGGTTCTTTTATCT 220   
 
 
Om Kunitz-like Genomic  221  CACTCTCTCTTTCTTCTGTTTTCTTGTCACAGTCAACCTCAAACAGTCCCAAAATATTACATTCATTTATACTTTTCTGTAGTTCCCTCTTTTTAAAGACTTCTGGGGTT 330   
Microlepidin-5 Genomic  221  CACTCTCTCTTTCTTCTGTTTTCTTGTCACAGTCAACCTCAAACAGTCCCAAAATATTACATTCATTTATACTTTTCTGTAGTTCCCTCTTTTTAAAGACTTCCGGGGTT 330   
Microlepidin-3 Genomic  221  CACTCTCTCTTTCTTCTGTTTTCTTGTCACAGTCAACCTCAAACAGTCCCAAAATATTACATTCATTTATACTTTTCTGTAGTTCCCTCTTTTTAAAGACTTCCGGGGTT 330   
 
 
Om Kunitz-like Genomic  331  CTTGTTCGTGTTGGTAATCTTTTATTGCATTTCTTTTCTTTTCCACATATTTAGACGACCAGTAATTTTCCATAAGAACATAAAAGAGGAAATATCTTTAACCATTAGAT 440   
Microlepidin-5 Genomic  331  CTTGTTCGTGTTGGTAATCTTTTATTGCATTTCTTTTCTTTTCCACATATTTAGACGACCAGTAATTTTCCATAAGAACATAAAAGAGGAAATATCTTTAACCATTAGGT 440   
Microlepidin-3 Genomic  331  CTTGTTCGTGTTGGTAATCTTTTATTGCATTTCTTTTCTTTTCCACATATTTAGACGACCAGTAATTTTCCATAAGAACATAAAAGAGGAAATATCTTTAACCATTAGGT 440   
 
 
Om Kunitz-like Genomic  441  GGTGCTCTCTATCACTTTCTTTTCAAAGTTCTTTTGTTTTTCATTCTCTTTTCCATAGTACTAACATTAAATTTGGTCCATTCCAGAAAAGTCCAGC------TGGGGAG 544   
Microlepidin-5 Genomic  441  GGTGCTCTCTATTAATTTCTTTCCAAAGTTCTTTTGTTTTTCATTCTCTTTTCCATAGTACTAACATTAAATTTGGTCCATTCCAGAAAAGTCCAGCATTTTCTGGGGAG 550   
Microlepidin-3 Genomic  441  GGTGCTCTCTATTAATTTCTTTTCAAAGTTCTTTTGTTTTTCATTCTCTTTTCCATAGTACTAACATTAAGTTTGGTCCATTCCAGAGAAGTCCAGC------TGGGGAG 544   
 
 
Om Kunitz-like Genomic  545  GTTCTTGAGGTGGTGATTGGGTGTCATCTGAACAGGAGATGGAAATGGGAGCGGGTCCCTAGAAAGAGATGG-ATTTTAGGGGAAGGCTGATCTATCTCTATTCAATTTT 653   
Microlepidin-5 Genomic  551  GTTCTTGAGGTGGTGATTGGGTGTCAGCTAAACAGGAGATGGAAATGGGAGCGGGTCCCTAGAAAGAGATGGGAGTTTAGGGGAAAGCTGATCTATCTCTATTCAATTTT 660   
Microlepidin-3 Genomic  545  GTTCTTGAGGTGGTGATTGGGTGTCAGCTGAACAGGAGATGGAAATGGGAGCGGGTCCCTAGAAAGAGATGGGAGTTTAGGGGAAAGCTGATCTATCTCTATTCAATTTT 654   
 
                                       Exon 2 
 
Om Kunitz-like Genomic  654  TCACAGAGTTC--------------------------------------------------------------------------------------------------- 664   
Microlepidin-5 Genomic  661  TCACAGAGTTCTATGAACTGCCTGCTGACATCGGACCATGTGAAGACTTTACTGGAGCCTTCCACTACAGCCCACGTGAACATGAATGCATAGAGTTTATTTATGGTGGA 770   
Microlepidin-3 Genomic  655  TCACAGAGTTCTGTGAACTGCCTGCTGACATCGGACCATGTGAAGACTTTACCGGAGCCTTCCACTACAGCCCACGTGAACATGAATGCATAGAGTTTATTTATGGTGGA 764   
Microlepidin-3 CDS      85   ------AGTTCTGTGAACTGCCTGCTGACATCGGACCATGTGAAGACTTTACCGGAGCCTTCCACTACAGCCCACGTGAACATGAATGCATAGAGTTTATTTATGGTGGA 189   
Microlepidin-3 Protein  29         K  F  C  E  L  P  A  D  I  G  P  C  E  D  F  T  G  A  F  H  Y  S  P  R  E  H  E  C  I  E  F  I  Y  G  G  63 
 
                                                                                           Intron 2 
 
Om Kunitz-like Genomic  664  -----------------------------------------------------------------GTTGAAAAAGACTCGCTGTCTCTTAAAATTAGGCATAAGGTGGGT 709   
Microlepidin-5 Genomic  771  TGCGAAGGGAATGCTAACAACTTTAACACCCTAGAGGAATGTGAAAGTTCGAGACTGGCCTTTTCGTTGAAAAAGACTCGCTGTCTCTTAAAATTAGGCATAAGGTGGGT 880   
Microlepidin-3 Genomic  765  TGCGAAGGGAATGCTAACAACTTTAACACCCTAGAGGAATGCGAAAGCGCCTGTGCTGGTAAGTAGGGAAGGAGTTCCAGACTGGCCTTTTCATTGAAAAAG-------- 866   
Microlepidin-3 CDS      190  TGCGAAGGGAATGCTAACAACTTTAACACCCTAGAGGAATGCGAAAGCGCCTGTGCTG---------------------------------------------------- 247   
Microlepidin-3 Protein  64    C  E  G  N  A  N  N  F  N  T  L  E  E  C  E  S  A  C  A                                                       82 
 
 
Om Kunitz-like Genomic  710  CCATGAAACATTGTGGTTCTCACAACAGGCTGTGATTGATTTGATAGAAGGGAATCTTTGTCACTCAGGTTGAACTCTCCAATTTCTGGTGTTCTCTTACACCGGTGGAA 819   
Microlepidin-5 Genomic  881  TCATGAAACATCGTGGTTCTTACAACAGGCTGTGATTGATTTGATAGAAGGGAATCTTTGTCACTCAGGTTGAACTCTCCAATTTCTGGTGTTCTCTTACACCGGTGGAA 990   
Microlepidin-3 Genomic  866  --------------------------------------------------------------------------------------------------ACACCAGTGGAA 878   
 
 
Om Kunitz-like Genomic  820  TCCCACCCCTGATGGGCTGTATGGTGTGTCCTAGGCCTAGACTTGGTCTGGGCACCCGGAGGTCTGTCTGGGGTCTTTCAGTCTCTCCTTCTGTCCATCAAAGGGAGAAT 929   
Microlepidin-5 Genomic  991  TCCCACCCCTGATGGGCTGTATGGTGTGTCCTAGGCCCAGACTTGGTCTGGGCACCCGGAGGTCTGTCTGGGGTCTTTCAGTCTCTCCTTCTGTCCATCAAAGGGAGAAT 1100  
Microlepidin-3 Genomic  879  TCCCACCCCTGAAGGGCTGTGTGGTGTGTCCTAGGCCTAGACTTGGTCTGGGCACCCAGAGGTCTGTCTGGGGTCTTTCAGGCTCTCCTTCTGTCCATCAAAGGGAGAAT 988   
 
 
Om Kunitz-like Genomic  930  TGATGTAAAGAAAAGGTGTCGTGATGCCAAAGCAGAAATTGGAATGGTGGGGCCGTTCTTCCTGATAGGTACCCATCCCCACTCTGCGGAAGCCAGGAGACAGACCCTCC 1039  
Microlepidin-5 Genomic  1101 TGATGTAAAGAAAAGGTGTCGTGATGCCAAAGCAGAAATTGGAATGGTGGGGCCGTTCTTCCTGATAGGTACCCATCCCCACTCTGCGGAAGCCAGGAGACAGACCCTCC 1210  
Microlepidin-3 Genomic  989  TGATGTAAAGAAAAGGTGTCGTGATGCCAAAGCAGAAATTGGAATGGTGGGGCCGTTCTTCCTGATAGGTACCCATCCCCACTCTGCGGAAGCCAGGAGACAGACCCTCC 1098  
 
 
Om Kunitz-like Genomic  1040 ATGTCCCTCTCCCACTGGCTCTTGACCTCTCCTCCTTTTGAACCACCATTGGGAGAATGGTGACCCTGCCCCAGGTCAGCTGCTGTTGGGCACCCTGTTGGAGAAGAGGG 1149  
Microlepidin-5 Genomic  1211 ATGTCCCTCTCCCACTGGCTCTTGACCTCTCCTCCTTCTGAACCACCATTGGGAGAATGGTGACCCTGCCCCAGGTCAGCTGCTGTTGGGCACCCTGTTGGAGAAGAGGG 1320  
Microlepidin-3 Genomic  1099 ATGTCCCTCTCCCACTGGCTCTTGACCTCTCCTCCTTCTGAACCACCATTGGGAGAATGGTGACCCTGCCCCAGGTCAGCTGCTGTTGGGCACCCTGTTGGAGAAGAGGG 1208  
 
 
Om Kunitz-like Genomic  1150 TGCTCCTGCCAGCCTGGTCAGGTTGCCAGAAGGGCAATGAGGACTTCCAGAGGAGAGGCCGTGACTGAACCCCATGCTCACTTTTGGGCCAGCGCAGGCCAAGACTGGTC 1259  
Microlepidin-5 Genomic  1321 TGCTCCTGCCAGCCTGGTCGGGTTGCCAGAAGGGCAATGAGGACTTCCGGAGGAGAGGCCGTGACTGAACCCCATGCTCACTTTTGGGCCAGCGCAGGCCAAGACTGGTC 1430  
Microlepidin-3 Genomic  1209 TGCTCCTGCCAGCCTGGTCAGGTTGCCAGAAGGGCAATGAGGACTTCTGGAGGAGAGGCCGTGACTGAACCCCATGCTCACTTTTGGGCCAGCGCAGGCCAAGACTGGTC 1318  
 
 
Om Kunitz-like Genomic  1260 CAAGCTCAGGGGACAGGAAGGTCCACAGCTTCGTCTAGAGTGACAATCTCACACTTCTGGCTGTAACAAATGCTCCCTGTGCGGATTGGGCAGTACAAGTGAACTTGTTC 1369  
Microlepidin-5 Genomic  1431 CAAGCTCAGGGGACAGGAAGGTCCACAGCTTCGTCTAGAGTGACAATCTCACACTTCTGGCTGTAACAAATGCTCCCTGTGCGGATTGGGCAGTACAAGTGAACTTGTCC 1540  
Microlepidin-3 Genomic  1319 CAAGCTCAGGGGACAGGAAGGTCCACAGCTTCGTCTAGAGTGACAATCTCACACTTCTGGCTGTAACAAATGCTCCCTGTGCGGATTGGGCAGTACAAGTGAACTTGTCC 1428  
 
 
Om Kunitz-like Genomic  1370 TTCTCTGTGCTCCAAGCACTCCAAGCCTTGCGGTCTCCTAGAAAAAGAGGATGGGCAAAGATGCTGGAGATCATGTAGTCCAGCGGTCCCCAATCCACAGTCCATGGACC 1479  
Microlepidin-5 Genomic  1541 TTCTCTGTGCTCCAAGCACTCCAAGCCTTGCGGTCTCCTAGAAAAAGAGGATGGGCAAAGATGCTGGAGATCATATAGTCCAGCGGTCCCCAATCCACAGTCCATGGACC 1650  
Microlepidin-3 Genomic  1429 TTCTCTGTGCTCCAAGCACTCCAAGCCTTGCGGTCTCCTAGAAAAAGAGGATGGGCAAAGATGCTGGAGATCATGTAGTCCAGCGGTCCCCAATCCACAGTCCATGGACC 1538  
 
 
Om Kunitz-like Genomic  1480 AGCACTGGGCTCTGGAGTGCCAGAAAGCTGCCCTAGCAAACAAGGGAAGACCCACCTGTGGAATTCAGGCAGCATGCAAAACCACACCCCGTCCAGTCGGCAGGAAAACC 1589  
Microlepidin-5 Genomic  1651 AGCACTGGGCTCTGGAGTTCCAGAAAGCTGCCCTAGCAAACAAGGGAGGACCCACCTGTGGAATTCAGGCAGCATGCAAAACCACACCCCGTCCAGTCGGCAGGAAAACC 1760  
Microlepidin-3 Genomic  1539 AGCACTGGGCTCTGGAGTTCCAGAAAGCTGCCCTAGCAAACAAGGGAAGACCCACCTGTGGAATTCAGGCAGCATGCAAAACCACACCCCGTCCAGTCGGCAGGAAAACC 1648  
 
 
Om Kunitz-like Genomic  1590 TTTCCCCACGGAACCAGTCCCAGGTGACCAAACGCTTGGGGACGCCTGATCTAGTCCACCCTCCTTCCAGCGCAGAAATCCTCAGAGCTCCCTGGAGAGATTCTGTCCCG 1699  
Microlepidin-5 Genomic  1761 TTTCCCCACGGAACCGGTCCCAGGTGACCAAACACTTGGGGACGCCTGATCTAGTCCACCCTCCTTCCAGCGCAGAAATCCTCAGAGCTCCCTGGAGAGATTCTGTCCCG 1870  
Microlepidin-3 Genomic  1649 TTTCCCCACGGAACCAGTCCCAGGTGACCAAACGCTTGGGGACGCCTGATCTAGTCCACCCTCCTTCCAGCGCAGAAATCCTCAGAGCTCCCTGGAGAGATTCTGTCCCG 1758  
 
 
Om Kunitz-like Genomic  1700 CCTTTGCTTGGAGCCCCCAGTGATGGAGCCTCACAAGTCCGGGGGGGGGGAGGTTTCTGCCCCATGGCTCCCTGGCTGTCTCCCAATTAGGCCATTCCTCCTGAATTTCA 1809  
Microlepidin-5 Genomic  1871 CCTTTGCTTGGAGCCCCCAGTGATGGAGCCTCACAAGTCCGGGGGGGGGGAGGTTGCTGCCCCATGGCTCCCTGGCTGTCTCCCAATTAGGCCATTCCTCCTGAATTTCA 1980  
Microlepidin-3 Genomic  1759 CCTTTGCTTGGAGCCCCCAGTGATGGAGCCTCACAAGTCCGGGGGGGGG-AGGTTTCTGCCCCATGGCTCCCTGGCTGTCTCCCAATTAGGCCATTCCTCCTGAATTTCA 1867  
 
                                                                                                                             Exon 3 
 
Om Kunitz-like Genomic  1810 GCTTTGGGTTTCCATGGTTCTAAGATTAGTCGGGTGACACATTGGAGGCAGTTCTGGGCAGAAACCTCATATCCAGATGTTTGCTTTTACAGCATGACCAA--------- 1910  
Microlepidin-5 Genomic  1981 GCTTTGGGTTTCCATGGTTCTAAGATTAGTCGGGTGACACATTGGAGGCAGTTCTGGGCAGAAACCTCATATCCAGATGTTTGCTTTTACAGCATGACCAA--------- 2081  
Microlepidin-3 Genomic  1868 GCTTTGGGTTTCCATGGTTCTAAGATTAGTCAGGTGACACATTGGAGGCAGTTCTGGGCAGAAACCTCATATCCAGATGTTTGCTTTTACAGCATGACCAATGAGGAGAC 1977  
Microlepidin-3 CDS      247  --------------------------------------------------------------------------------------------CATGA------------- 252   
Microlepidin-3 Protein  83                                                                                               A  *               83 
 
 
Om Kunitz-like Genomic  1910 ---------------- 1910 EU401845 
Microlepidin-5 Genomic  2081 ---------------- 2081 EU401844 
Microlepidin-3 Genomic  1978 CCTCCTGGATTGGATC 1993 EU401843 

 
K) O. microlepidotus Microlepidin-3 and -5 Kunitz-type Genomic Sequences 
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                                 Exon 1 and Propeptide                                                    Mature       Intron 1 
                                      10        20        30        40        50        60        70        80        90       100       110                    
                             ....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....| 
Os Kunitz-like Genomic  1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGAGGTGCTGACCCCCGTCTCCAGCAAGGACCGTCCAAGTGAGTTGAGATCTTGAGACCCTTG 110   
Scutellin-5 Genomic     1    ATGTCTTCTGGAGGTCTTCTTCTTCTGCTGGGACTCCTCACCCTCTGGGAGGTGCTGACCCCCGTCTCCAGCAAGGACCGTCCAAGTGAGTTGAGATCTTGAGACCCTTG 110   
Scutellin-3 Genomic     1    ATGTCTTCTGGAGGTCTTCTTCTTCTGCTGGGACTCCTCACCCTCTGGGAGGTGCTGACCCCCGTCTCCAGCAAGGACCGCCCAAGTGAGTTGAGATCTTGAGACCCTTG 110   
Scutellin-3 CDS         1    ATGTCTTCTGGAGGTCTTCTTCTTCTGCTGGGACTCCTCACCCTCTGGGAGGTGCTGACCCCCGTCTCCAGCAAGGACCGCCCAA------------------------- 85    
Scutellin-3 Protein     1     M  S  S  G  G  L  L  L  L  L  G  L  L  T  L  W  E  V  L  T  P  V  S  S  K  D  R  P    
 
 
Os Kunitz-like Genomic  111  GCAGGGAGGGGCTGGAATGATCAGGGTTCTCCCCCAGGAAAGAGAGACCAAAGGCCCAGGTCTAGAAGCCCCGGCTTGGTGGGGCTTCTCCTGGGGAGGTTCTTTTATCT 220   
Scutellin-5 Genomic     111  GCAGGGAGGGGCTGGAATGATCAGGGTTCTCCCCCAGGAAAGAGAGACCAAAGGCCCTGGTCTAGAAGCGCCGGCTTGGTGGGGCTTCTCCTGGGGAGGTTCTTTTATCT 220   
Scutellin-3 Genomic     111  GCAGGGAGGGGCTGGAATGATCAGGATTCTCCCCCAGGAAAGAGAGACCAAAGGCCCTGGTCTAGAAGCCCCGGCTTGGTGGGGCTTCTCCTGGGGAGGTTCTTTTATCT 220   
 
 
Os Kunitz-like Genomic  221  CACTCTCTCTTTCTTCTGTTTTCTTGTCACAGTCAACCTCAAACAGTCCCAAAATATTACATTCATTTATACTTTTCTGTAGTTCCCTCTTTTTAAAGACTTCTGGGGTT 330   
Scutellin-5 Genomic     221  CACTCTCTCTTTCTTCTGTTTTCTTGTCACAGTCAACCTCAAACAGTCCCAAAATATTACATTCATTTATACTTTTCTGTAGTTCCCTCTTTTTAAAGACTTCCGGGGTT 330   
Scutellin-3 Genomic     221  CACTCTCTCTTTCTTCTGTTTTCTTGTCACAGTCAACCTCAAACAGTCCCAAAATATTACATTCATTTATACTTTTCTGTAGTTCCCTCTTTTTAAAGACTTCTGGGGTT 330   
 
 
Os Kunitz-like Genomic  331  CTTGTTCGTGTTGGTAATCTTTTATTCCATTTCTTTTCTTTTCCACATATTTAGACGACCAGTAATTTTCCATAAGAACATAAAAGAGGAAATATCTTTAACCATTAGAT 440   
Scutellin-5 Genomic     331  CTTGTTCGTGTTGGTAATCTTTTATTCCATTTCTTTTCTTTTCCACATATTTAGACGACCAGTAATTTTCCATAAGAACATAAAAGAGGAAATATCTTTAACCATTAGGT 440   
Scutellin-3 Genomic     331  CTTGTTCGTGTTGGTAATCTTTTATTCCACTTCTTTTCTTTTCCACATATTTAGACGACCAGTAATTTTCCATAAGAACATAAAAGAGGAAATATCTTTAACCATTAGAT 440   
 
 
Os Kunitz-like Genomic  441  GGTGCTCTCTATCACTTTCTTTTCAAAGTTCTTTTGTTTTTCATTCTCTTTTCCATAGTACTAACATTAAGTTTTGTCCATTCCAGAAAAGTCCAGCATTTTCTGGGGAG 550   
Scutellin-5 Genomic     441  GGTGCTCTCTATTAATTTCTTTTCAAAGTTCTTTTGTTTTTCATTCTCTTTTCCATAGTACTAACATTAAGTTTGGTCCATTCCAGAAAAGTCCAGC------TGGGGAG 544   
Scutellin-3 Genomic     441  GGTGCTCTCTATCACTTTCTTTTCAAAGTTCTTTTGTTTTTCATTCTCTTTTCCATAGTACTAACATTAAGTTTGGTCCATTCCAGAAAAGTCCAGCATTCTCTGGGGAG 550   
 
 
Os Kunitz-like Genomic  551  GTTCTTGAGGTGGTGATTGGGTGTCATCTGAACAGGAAATGGAAATGGGAGCGGGTCCCTAGAAAGAGATGG-ATTTTAGGGGAAGGCTGATCTATCTCTATTCAATTTT 659   
Scutellin-5 Genomic     545  GTTCTTGAGGTGGTGATTGGGTGTCAGCTGAACAGGAGATGGAAATGGGAGCGGGTCCCTAGAAAGAGATGGGAGTTTAGGGGAAAGCTGATCTATCTCTATTCAATTTT 654   
Scutellin-3 Genomic     551  GTTCTTGAGGTGGTGATTGGGTATCAGCTGAACAGGAGATGGAAATGGGAGCGGGTCCCTAGAAAGAGATGGGAGTTTAGGGGAAAGCTGATCTATCTCTATTCAATTTT 660   
 
                                       Exon 2 
 
Os Kunitz-like Genomic  660  TCACAGAGTTC--------------------------------------------------------------------------------------------------- 670   
Scutellin-5 Genomic     655  TCACAGAGTTCTATGAACTGCCTGCTGACATAGGACCATGTGAAGACTTTACCGGAGCCTTCCACTACAGCCCACGTGAACATGAATACATAGAGTTTATTTATGGTGGA 764   
Scutellin-3 Genomic     661  TCACAGAGTTCTGTGAACTGCCTGCTGACATCGGACCATGTGAAGACTTTACCGGAGCCTTCCACTACAGCCCACGTGAACATGAATGCATAGAGTTTATTTATGGTGGA 770   
Scutellin-3 CDS         85   ------AGTTCTGTGAACTGCCTGCTGACATCGGACCATGTGAAGACTTTACCGGAGCCTTCCACTACAGCCCACGTGAACATGAATGCATAGAGTTTATTTATGGTGGA 189   
Scutellin-3 Protein     29         K  F  C  E  L  P  A  D  I  G  P  C  E  D  F  T  G  A  F  H  Y  S  P  R  E  H  E  C  I  E  F  I  Y  G  G  63 
 
                                                                                           Intron 2 
 
Os Kunitz-like Genomic  670  -----------------------------------------------------------------GTTGAAAAAGACTCGCTGTCTCTTAAAATTAGGCATAAGGTGGGT 715   
Scutellin-5 Genomic     765  TGCGAAGGGAATGCTAACAACTTTAACACCCTAGAGGAATGCGAAAGTTCGAGACTGGCCTTTTCGTTGAAAAAGACTCGCTGTCTCTTAAAATTAGGCATAAGGTGGGT 874   
Scutellin-3 Genomic     771  TGCAAAGGGAATGCTAACAACTTTAACACCCTAGAGGAATGCGAAAGCGCCTGTGCTGGTAAGTAGGGAAGGAGTTCCAGACTGGCCTTTTCATTGAAAAAG-------- 872   
Scutellin-3 CDS         190  TGCAAAGGGAATGCTAACAACTTTAACACCCTAGAGGAATGCGAAAGCGCCTGTGCTG---------------------------------------------------- 247   
Scutellin-3 Protein     64    C  K  G  N  A  N  N  F  N  T  L  E  E  C  E  S  A  C  A                                                       82 
 
Os Kunitz-like Genomic  716  TCATGAAACATCGTGGTTCTTACAACAGGCTGTGATTGATTTGATAGAAGGGAATCTTTGTCACTCAGGTTGAACTCTCCAATTTCTGGTGTTCTCTTACACCAGTGGAA 825   
Scutellin-5 Genomic     875  TCATGAAACATCGTGTTTCTTACAACAGGCTGTGATTGATTTGATAAAAGGGAATCTTTGTCACTCAGGTTGAACTCTCCAATTTCTGGTGTTCTCTTACACCAGTGGAA 984   
Scutellin-3 Genomic     872  --------------------------------------------------------------------------------------------------ACACCAGTGGAA 884   
 
 
Os Kunitz-like Genomic  826  TCCCACCCCTGAAGGGCTGTGTGGTGTGTCCTAGGCCTAGACTTGGTCTGGGCACCCGGAGGTCTGTCTGGGGTCTTTCAGTCTCTCCTTCTGTCCATGAAAGGGAGAAT 935   
Scutellin-5 Genomic     985  TCCCACCCCTGAAGGGCTGTGTGGTGTGTCCTAGGCCTAGCCTTGGTCTAGGCACCCGGAGGTCTGTCTGGGGTCTTTCAGGCTCTCCTTCTGTCCATCAAAGGGAGAAT 1094  
Scutellin-3 Genomic     885  TCCCACCCCTGAAGGGCTGTGTGGTGTGTCCTAGGCCTAGACTTGGTCTGGGCACCCGGAGGTCTGTCTGGGGTCTTTCAGGCTCTCCTTCTGTCCATCAAAGGGAGAAT 994   
 
 
Os Kunitz-like Genomic  936  TGATGTAAAGAAAAGGTGTCATGATGCCAAAGCAGAAATTGGAATGGTGGGGCCGTTCTTCCTGATAGGTACCCATCCCCACTCTGCGGAAGCCAGGAGACAGACCCTCC 1045  
Scutellin-5 Genomic     1095 TGATGTAAAGAAAA----------------AGCAGAAATTGGAATGGTGGGGCCGTTCTTCCTGATAGGTACCCATCCCCACTCTGCGGAAGCCAGGAGACAGACCCTCC 1188  
Scutellin-3 Genomic     995  TGATGTAAAGAAAAGGTGTCATGATGCCAAAGCAGAAATTGGAATGGTGGGGCCGTTCTTCCTGATAGGTACCCATCCCCACTCTGCGGAAGCCAGGAGACAGACCCTCC 1104  
 
 
Os Kunitz-like Genomic  1046 ATGTCCCTCTCCCACTGGCTCTTGACCTCTCCTCCTTTTGAACCACCATTGGGAGAATGGTGACCCTGC--------AGCTGCTGTTGGGCACCCTGTTGGAGAAGAGGG 1147  
Scutellin-5 Genomic     1189 ATGTCCCTCTCCCACTGGCTCTTGACCTCTCCTCCTTTTGAACCACCATTGGGAGAATGGTGGCCCTGCCCCAGGTCAGCTGCTGTTGGGCACCCTGTTGGAGAAGAGGG 1298  
Scutellin-3 Genomic     1105 ATGTCCCTCTCCCACTGGCTCTTGACCTCTCCTCCTTCTGAACCACCATTGGGAGAATGGTGGCCCTGCCCCAGGTCAGCTGCTGTTGGGCACCCTGTTGGAGAAGAGGG 1214  
 
 
Os Kunitz-like Genomic  1148 TGCTCCTGCCAGCCTGGTCAGGTTGCCAGAAGGGCAATGAGGACTTCCGGAGGAGAGGCCGTGACTGAACCCCATGCTCACTTTTGGGCCAGCGCAGGCCAAGACTGGTC 1257  
Scutellin-5 Genomic     1299 TGCTCCTGCCAGCCTGGTCAGGTTGCCAGAAGAGCAATGAGGACTTCCAGAGGAGAGGCCATGACTGAACCCCATGCTCACTTTTGGGCCAGTGCAGGCCAAGACTGGTC 1408  
Scutellin-3 Genomic     1215 TGCTCCTGCCAGCCTGGTCAGTTTGCCAGAAGGGCAATGAGGACTTCCAGAGGAGAGGCCGTGACTGAACCCCATGCTCACTTTTGGGCCAGCGCAGGCCAAGACTGGTC 1324  
 
 
Os Kunitz-like Genomic  1258 CAAGCTCAGGGGACAGGAAGGTCCACAGCTTCATCTAGAGTGACAATCTCACACTTCTGGCTGTAACAAATGCTCCCTGTGCAGATTGGGCAGTACAAGTGAACTTGTCC 1367  
Scutellin-5 Genomic     1409 CAAGCTCAGGGGACAGGAAGGTCCACAGCTTCGTCTAGAGTGACAATCTCACACTTCTGGCTGTAACAAATGCTCCCTGTGTGGATTGGGCAGTACAAGTGAACTTGTCC 1518  
Scutellin-3 Genomic     1325 CAAGCTCAGGGGACAGGAAGGTCCACAGCTCTGTCTAGAGTGACAATCTCACACTTCTGGCTGTAACAAATGCTCCCTGTGCGGATTGGGCAGTACAAGTGAACTTGTCC 1434  
 
 
Os Kunitz-like Genomic  1368 TTCTCTGTGCTCCAAGCACTCCAAGCCTTGCGGTCTCCTAGAAAAAGAGGGTGGGCAAAGATGCTGGAGATCATGTAGTCCAGCGGTCCCCAATCCACAGTCCATGGACC 1477  
Scutellin-5 Genomic     1519 TTCTCTGTGCTCCAAGCACTCCAAGCCTTGCGGTCTCCTAGAAAAAGAGGATGGGCAAAGATGCTGGAGATCATGTAGTCCAGCGGTCCCCAATCCACAGTCCATGGACC 1628  
Scutellin-3 Genomic     1435 TTCTCTGTGCTCCAAGCACTCCAAGTCTTGCGGTCTCCTAGAAAAAGAGGATGGGCAAAGATGCTGGAGATCATGTAGTCCAGCGGTCCCCAATCCACAGTCCATGGACC 1544  
 
 
Os Kunitz-like Genomic  1478 AGCACTGGGCTCTGGAGTTCCAGAAAGCTGCCCTAGCAAACAAGGGAAGACCCACCTGTGGAATTCAGGCAGCATGCAAAACCACACCCCGTCCAGTCGGCAGGAAAACC 1587  
Scutellin-5 Genomic     1629 AGCACTGGGCTCTGGAGTGCCAGAAAGCTGCCCTAGCAAACAAGGGAAAACCCATCTGTGGAATTCAGGCAGCATGCAAAACCACACCCCATCCAGTCGGCAGGAAAACC 1738  
Scutellin-3 Genomic     1545 AGCACTGGGCTCTGGAGTGCCAGAAAGCTGCCCTAGCAAACAAGGGAAGACCCACCTGTGGAATTCAGGCGGCATGCAAAACCACACCCCGTCCAGTCGGCAGGAAAACC 1654  
 
 
Os Kunitz-like Genomic  1588 TTTCCCCACGGAACC-GGTCCCAGGTGACCAAATGCTTGGGGACGCCTGATCTAGTCCACCCTCCTTCCAGCGCAGAAATCCTCAGAGCTCCCTGGAGAGATTCTGTCCC 1696  
Scutellin-5 Genomic     1739 TTTCCCCACGGAACC-GGTCCCAGGTGACCAAACACTTGGGGACGCCTGATCTAGTCCACCGTCCTTCCAGCGCAGAAATCCTCAGAGCTCCCTGGAGAGATTCTGTCCC 1847  
Scutellin-3 Genomic     1655 TTTCCCCACGGAACCTGGTCCCAGGTGACCAAACGCTTGGGGACGCCTGATCTAGTCCACCCTCCTTCCAGCGCAGAAATCCTCAGAGCTCCCTGGAGAGATTCTGTCCC 1764  
 
 
Os Kunitz-like Genomic  1697 GCCTTTGCTTGGAGCCCCCAGTGATGGAGCCTCACAAGTCCGGCGGGGGGAGGTTGCTGCCCCATGGCTCCCTGGCTGTCTCCCAATTAGGCCATTCCTCCTGAATTTCA 1806  
Scutellin-5 Genomic     1848 GCCTTTGCTTGGAGCCCCCAGTGATGGAGCCTCACAAGTCCGGGGGGG--AGGTTTCTGCCCCATGGCTCCCTGGCTGTCTCCCAATTAGGCCATTCCTCCTGAATTTCA 1955  
Scutellin-3 Genomic     1765 GCCTTTGCTTGGAGCCCCCAGTGATGGAGCCTCACAAGTCCGGGGGGG--AGGTTTCTGCCCCATGGCTCCCTGGCTGTCTCCCAATTAGGCCATTCCTCCTGAATTTCA 1872  
 
                                                                                                                             Exon 3 
 
Os Kunitz-like Genomic  1807 GCTTTGGGTTTCCATGGTTCTAAGATTAGTCGGGTGACACATTGGAGGCAGTTCTGGGCAGAAACCTCATATCCAGATGTTTGCTTTTACAGCATGACCAA--------- 1907  
Scutellin-5 Genomic     1956 GCTTTGGGTTTCCATGGTTCTAAGATTAGTCGGGTGACACATTGGAGGCAGTTCTGGGCAGAAACCTCATATCCAGATGTTTGCTTTTACAGCATGACCAA--------- 2056  
Scutellin-3 Genomic     1873 GCTTTGGGTTTCCATGGTTCTAAGATTAGTCGGGTGACACATTGGAGGCAGTTCTGGGCAGAAACCCCATATCCAGATGTTTGCTTTTACAGCATGACCAATGAGGAGAC 1982  
Scutellin-3 CDS         247  --------------------------------------------------------------------------------------------CATGA------------- 252   
Scutellin-3 Protein     83                                                                                               A  *               83 
 
 
Os Kunitz-like Genomic  1907 ---------------- 1907 EU401842 
Scutellin-5 Genomic     2056 ---------------- 2056 EU401841 
Scutellin-3 Genomic     1983 CCTCCTGGATTGGATC 1998 EU401840 

 
L) O. scutellatus Scutellin-3 and -5 Kunitz-type Genomic Sequences 
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                                Exon 1    Propeptide                                                              Mature       Intron 1 
                                    10        20        30        40        50        60        70        80        90       100       110                    
                            ...|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....| 
Textilinin-7 Genomic  1     GAGCTTCATCATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGAGGTGCTGACCCCCGTCTCCAGCAAGGACCGTCCAAGTGAGTTGAGATCT 109   
Textilinin-2 Genomic  1     GAGCTTCATCATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGAGGTGCTGACCCCCGTCTCCAGCAAGGACCGTCCAGGTGAGTTGAGATCT 109   
Textilinin-2 CDS      1     ----------ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGAGGTGCTGACCCCCGTCTCCAGCAAGGACCGTCCAG-------------- 85    
Textilinin-2 Protein  1                M  S  S  G  G  L  L  L  L  L  G  L  L  T  L  W  E  V  L  T  P  V  S  S  K  D  R  P                 28 
 
  
Textilinin-7 Genomic  110  TGAGACCCTTGGCAGGGTGGGGCTGGAATGATCAGGGTTCTCCCCCAGGAAAGAGAGACCAAAGGCCCTGGTCTAGAAGCCCTGGCTTGGTGGGGCTTCTTCTGGGAAGG 219   
Textilinin-2 Genomic  110  TGAGACCCTTGGCAGGGAGGGGCTGGAATGATCAGGGTTCTCCCCCAGGAAAGAGAGACCAAAGGCCCTGGTCTAGAAGCCCTGGCTTGGTGGGGCTTCTTCTGGGGAGG 219   
 
 
Textilinin-7 Genomic  220  TTCTTTTATCTCACTCTCTCTTTCTTCTGTTTTCTTGTCACAGTCAACCTCAAATAGTTCCAAAATATTACATTCATTTATACTTTTCTGTAGTTCCCTCTTTTTAAAGA 329   
Textilinin-2 Genomic  220  TTCTTTTATCTCACTCTCTCTTTCTTCTGTTTTCTTGTCACAGTCAACCTCAAACAGTCCCAAAATATTACATTCATTTATACCTTTCTGTAGTTCCCTCTTTTTAAAGA 329   
 
 
Textilinin-7 Genomic  330  CTTCTGGGGTTCTTGTTCGTGTTGGTAATCTTTTATTCCATTTCTTTTCTTTTCCACATATTTAGACGACCAGTAATTTTCCATAAGAACATAAAAGAGGAAATATCTTT 439   
Textilinin-2 Genomic  330  CTTCTGGGGTTCTTGTTCGTGTTGGTAATCTTTTATTCCATTTCTTTTCTTTTCCACATATTTAGACGACCAGTAATTTTCCATAAGAACATAAAAGAGGAAATATCTTT 439   
 
 
Textilinin-7 Genomic  440  AACCATTAGGTGGTGCTCTCTATTAATTTCTTTTCAAAGTTCTTTTGTTTTTCATTCTCTTTTCCATAGTGCTAACATTAAGTTTTGTCCATTCCAGAAAAGTCCAGCAT 549   
Textilinin-2 Genomic  440  AACCATTAGGTGGTGCTCTCTATCACTTTCTTTTCAAAGTTCTTTTGTTTTTCATTCTCTTTTCCATAGTACTAACATTAAGTTTTGTCCATTCCAGAAAAGTCCAGCAT 549   
 
 
Textilinin-7 Genomic  550  TCTCTGGGGAGGTTCTGGAGATGGTGATTGGGTGTCAGCTGAACAGGAATTGGAAATGGAAGGGGGTCCCTAGAAAGAGATGGATTTTAGGGGAAGGCTGACCTATCTCT 659   
Textilinin-2 Genomic  550  TCTCTGGGGAGGTTCTTGCGGTGGTGATTGGGTGTCAGCTGAACAGGAGATGGAAATGGGAGCGGGTCCCTAGAAAGAGATGGATTTTAGGGGAAGGCTGATCTATCTCT 659   
 
                                             Exon 2 
  
Textilinin-7 Genomic  660  ATTCAATTTTTCAGAATTCTGTGAACTGCTTCCTGACACCGGATCATGTGAAGACTTTACCGGAGCCTTCCACTACAGCACACGTGATCGTGAATGCATAGAGTTTATTT 769   
Textilinin-2 Genomic  660  ATTCAATTTTTCAGAGTTGTGTGAACTGCCTCCTGACACCGGACCATGTAGAGTCAGATTCCCATCCTTCTACTACAACCCAGATGAACAAAAATGCCTAGAGTTTATTT 769   
Textilinin-2 CDS      85   --------------AGTTGTGTGAACTGCCTCCTGACACCGGACCATGTAGAGTCAGATTCCCATCCTTCTACTACAACCCAGATGAACAAAAATGCCTAGAGTTTATTT 181   
Textilinin-2 Protein  29                 E  L  C  E  L  P  P  D  T  G  P  C  R  V  R  F  P  S  F  Y  Y  N  P  D  E  Q  K  C  L  E  F  I   60 
 
                                                                                                 Intron 2 
 
Textilinin-7 Genomic  770  ATGGTGGATGCGGAGGGAATGCTAACAATTTTAAGACCCTAGAGGAATGCGAAAGCACCTGTGCTGGTAAGTAGGGAAGGAGTTCCAGACTGGCCTTTTCATTGAAAAAG 879   
Textilinin-2 Genomic  770  ATGGTGGATGCGAAGGGAATGCTAACAATTTTATCACCAAAGAGGAATGCGAAAGCACCTGTGCTGGTAAGTAGGGAAGGAGTTCCAGACTGGCCTTTTCATTGAAAAAG 879   
Textilinin-2 CDS      182  ATGGTGGATGCGAAGGGAATGCTAACAATTTTATCACCAAAGAGGAATGCGAAAGCACCTGTGCTG-------------------------------------------- 247   
Textilinin-2 Protein  61   Y  G  G  C  E  G  N  A  N  N  F  I  T  K  E  E  C  E  S  T  C  A                                               82 
 
 
Textilinin-7 Genomic  880  ACTCACTGTCTCTTACAATTAGGCATAAGGTGGGTTCATGAAACATCGTGGTTCTCACAACAGGCTGTGATTGATTTGATAGAAGGGAATCTTTGTCACTCAGGTTGAAC 989   
Textilinin-2 Genomic  880  ACTCGCTGTCTCTTAAAATTAGGCATAAGGTGGGTTCATGAAACATCGGGGTTCTCACAACAGGCTGTGATTGAGTTGATAGAAGGGAATCTTTGTCACTCAGGTTGAAC 989   
 
 
Textilinin-7 Genomic  990  TCTCCAATTTCTGGTGTTCTCTTACACCGGTGGAATCCCACCCCTGAACGGCTGTGTGGTGTCTCCTAGGCCGAGACTTGGTCTGGGCACCCGGAGATCTTTCTGGGGTC 1099  
Textilinin-2 Genomic  990  TCTCCAATTTCTGGTGTTCTCTTACACCGGTGGAATCCCACCCCTGAAGGGCTGTGTGGTGTCTCCTAGGCCTAGACTTGGTCTGGGCACCCGGAGGTCCCTCTGAGGTC 1099  
 
 
Textilinin-7 Genomic  1100 TTTCAGGCTCTCCTTCTGTCCATCAAAGGGAGAATTGATGTAAAGAAAAGGTGTCGTGATGCCAAAGCAGAAATTGGAATGGTGGGCCCGTTCTTCCTGATAGGTGCCCA 1209  
Textilinin-2 Genomic  1100 TTTCAGGCTCTCCTTCTGTCCATCAAAGGGAGAATTGATGTAAAGAAAAGGTGTTGTGATGCCAAAGCAGAAATTGGTGTGGTGGGGCCGTTCTTCCTGATAGGTGCCCA 1209  
 
 
Textilinin-7 Genomic  1210 TCCCCACTCTGCGGAAGCCAGGAGACAGACCCTCCATGTCCCTCTCCCACTGGCTCTTCACTTCTCCTCCTTCTGAACCACCATTGGGAGAATGGTGACCCTGCCCCAGG 1319  
Textilinin-2 Genomic  1210 TCCCCACTCTGCGGAAGCCAGGAGACAGACCCTCCATGTCCCTCTCCCACTGGCTCTTCACTTCTCCTCCTTCTGAACCACCATTGGGAGAATGGTGACCCTGCCCCAGG 1319  
 
 
Textilinin-7 Genomic  1320 TCGGCTGCTGTTGGGCACCCTGCTGGAGAAGAGGGTGCTCCTCCCAGCCTGGTCAGGTTGCCAGAAGGGCAATGAGGACTTCCAGAGGAGAGGCTGTGACTGAACCCCAT 1429  
Textilinin-2 Genomic  1320 TCGGCTGCTGTTGGGCACCCTGTTGGAGAAGAGGGTGCTCCTGCCAGCCTGGTCAGGTTGCCAGAACGGCAATGAGGACTTCCAGAGGAGAGGCCGTGACTGAACCACAT 1429  
 
 
Textilinin-7 Genomic  1430 GCTCAATTTGGGGCCAGCGCAGGCCAAGACTGGTCCAAGCTCAGGGGACAGGAAGGTCCACAGCTTC--------GTCTAGAGTGACAACCTCACACTTCTGGCTGTAAG 1531  
Textilinin-2 Genomic  1430 GCTCACTTTGGGGCCAGCGCAGGCCAAGACTGGTCCAAGCTCAGGGGACAGGAAGGTCCACAGCTTCCCCAGGGGGTCTAGAGTGACAACCTCACACTTCTGGCTGTAAG 1539  
 
 
Textilinin-7 Genomic  1532 AAATGCTCCCTGTGCGGATTGGGCAGTACAAGTGAACTTGTCCTTCTCTGTGCTCCAAGCACTCCAAGCCTTGCGGTCTCCTAGAAAAAGAGGATGGGGAGAAGATGCTG 1641  
Textilinin-2 Genomic  1540 AAATGCTCCCTGTGCGGATTGGGCAGTACAAGTGAACTTGTCCTTCTCTGTGCTCCAAGCACTCCAAGCCTTGCGGTCTCCTAGAAAAAGAGGAAGGGGGAAAGCTACTG 1649  
 
 
Textilinin-7 Genomic  1642 GAGGTCATGTAGTCCAGCGGTCCCCAATCCACAGTCCATGAACCAGCACTGGGCTCTGGAGTGCCAGAAAGCTGCCCTAGCAAACAAGGGAAAACCCACCTGTGGAATTC 1751  
Textilinin-2 Genomic  1650 GAGGTCATGTAGTCCAGCGGTCCCCAATCCACAGTCCATGGACCAGCACTGGGCTCTGGAGTGCCAGAAAGCTGCCCCAACAAACAAGGGAAAACCCACCTGTGGAATTC 1759  
 
 
Textilinin-7 Genomic  1752 AGGCAGCATGCAAAACCACACCCCGTCCGGTCGGCAGGGAAACCTTTCCCCACGGAACCGGTCCCAGGTGACCAAGCGCTTGGGGACACCTGATCTAGTCCACCCTCCTT 1861  
Textilinin-2 Genomic  1760 AGGCAGCATGCAAAACCACACCCCGTCCGGTCGGCAGGGAAACCTTTCCCCACGGAACCGGTCCCAGGTGACCAAACGCTTGGGGACACCTGATCTAGTCCACCCTCCTT 1869  
 
 
Textilinin-7 Genomic  1862 CCAGCGCAGAAATCCTCAGAGCTCCCTGGAGAGATTCTGTCCTACCTTTGCTTGGAGCCCCCAGTGATGGAGCCTCACAAGTCCGGGGGTGGGGGGAGGTTGCTGCCCCA 1971  
Textilinin-2 Genomic  1870 CCAGCGCAGAAATCCTCAGAGCTCCCTGGAGAGATTCTGTCCTACCTTTGCTTGGAGCCCCCAGTGATGGAGCCTCACAAGTCCGGGGGTGGGGGGAGGTTGCTGCCCCA 1979  
 
 
Textilinin-7 Genomic  1972 TGGCTCCCTGGCTGTCTCCCAATTAGGCCATTCCTCCTGAATTTCAGCTTTGGGTTTCCATGGTTCTAAGATTAGTCGGGTGACACATTGGAGGCAGTTCTGGGCAGAAA 2081  
Textilinin-2 Genomic  1980 TGGCTCCCTGGCTGTCTCCCAATTAGGCCATTCCTCCTGAATTTCAGCTTTGGGTTTCCATGGTTCTAAGATTAGTCGGGTGACACATTGGAGGCAGTTCTGGGCAGAAA 2089  
 
                                                           Exon 3 
 
Textilinin-7 Genomic  2082 CCTCATATCCGGATGTTTGCTTTTACAGCATGACCAATGAGGAGACCCTCCTGGATTGGATC 2143 EU401839 
Textilinin-2 Genomic  2090 CCTCATATCCGGATGTTTGCTTTTACAGCATGACCAATGAGGAGACCCTCCTGGATTGGATC 2151 EU401838 
Textilinin-2 CDS      247  ----------------------------CCTGA----------------------------- 252   
Textilinin-2 Protein  83                               A  *                               83 

 
M) P. textilis Textilinin-2 and -7 Kunitz-type Genomic Sequences 
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                           Exon 1 and Propeptide                                                    Mature       Intron 1 
                                10        20        30        40        50        60        70        80        90       100       110                    
                       ....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....| 
Mulgin-5 Genomic  1    ATGTCTTCTGGAGGTCTTCTTCTTCTGCTGGGACTCCTCACCCTCTGGGAGGGGCTGACCCCTGTCTCCAGC-AGGACCGTCCAAGTGAGTTGAGATCTTGAGACCCTTG 109   
Mulgin-1 CDS      1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGAGGTGCTGACCCCCGTCTCCAGCAAGGACCGTCCAA------------------------- 85    
Mulgin-2 CDS      1    ATGTCTTCTGGAGGTCTTTTTCTTCTGCTGGGACTCCTCACGCTCTGGGAGGTGCTGACCCCCGTCTCCAGCAAGGACCGTCCAA------------------------- 85    
Mulgin-3 CDS      1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGAGGAGCTGACCCCCGTCTCCAGCAAGGACCGTCCAG------------------------- 85    
Mulgin-4 CDS      1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGAGGGGCTGACCCCCGTCTCCAGCAAGGACCATCCAA------------------------- 85    
Mulgin-1 Protein  1     M  S  S  G  G  L  L  L  L  L  G  L  L  T  L  W  E  V  L  T  P  V  S  S  K  D  R  P                            28  
 
 
Mulgin-5 Genomic  110  GTAGGGAGGGGCTGGAATGATCAGGGTTCTCCCCCAGGAAAGAGAGACCAAAGGGCCTGGTCTAGAAGTTCTGGCTTGGTGGGGCTTCTTCTGGGAAGGTTCTTTTATCT 219   
 
 
Mulgin-5 Genomic  220  CACTCTCTCATTCTTCTGTTTTCTTGTCACAGTCAACCTCAAACAGACCAAAAATATTACATTCATTTATACTCTTCTGTAGTCCCCTCTTTTTAAACACTTCCGGGGTT 329   
 
 
Mulgin-5 Genomic  330  CTTGTTGTGTTGGTAATCTTTTATTCCATTTCTTTTCTTTTTCACATATTTAGACGACCAGTATAAATTCCGTAAGAAGGAAATTTCTGTAAGAGGAAATATCTTTAACC 439   
 
 
Mulgin-5 Genomic  440  ATTAGGTGGTGCTCTCTATCACCTTCTTTTCAAAGTTCTTTTGTTTTTCATTCTCTTTTCCATAGTACTAACATTAAGTTTTATCCATTCCAGAAAAGTCCAGCATTTTC 549   
 
 
Mulgin-5 Genomic  550  TGGGGAGGTTCTTGAGATGGTGATTGGGTGTCAGCTGAACAGGAGATGGAAATGGGAGAGGGTCCCTAGAAAGAGATGGATTTTAGGGGAAGGCTGATCTATCTCTATTC 659   
 
                                       Exon 2 
 
Mulgin-5 Genomic  660  AATTTTTCACAGACTTCTGTCATCTGCCTCATGACCCCGGACCATGTAAAGGCAACTTCCAAGCCTTCTACTACCACCCAGTTCGTCGTACATGCCTAGAGTTTATTTAT 769   
Mulgin-1 CDS      85   ------------GGTTCTGTGAACTGCCTGCTGACCCCGGACCATGTAATGGCTTGTTCCAAGCCTTCTACTACAACCCAGTTCAACGTACATGCCTAAAGTTTAGGTAT 183   
Mulgin-2 CDS      85   ------------AGTTCTGTGAACTGCCTCCTGACTCCGGATCATGTAAAGGCAGCTTCCAAGCCTTCTACTACCACCCAGTTCATCGTACATGCCTAGAGTTTATTTAT 183   
Mulgin-3 CDS      85   ------------ATTTCTGTGAACTGCCTGCTGACACCGGACCATGTAGAGTCGGATTCCCATCCTTCTACTACAACCCAGATGAAAAAAAGTGCCTAGAGTTTATTTAT 183   
Mulgin-4 CDS      85   ------------GGTTCTGTGAACTGCCTGCTGACCCCGGACCATGTAATGGCTTGTTCCAAGCCTTCTACTACAACCCAGTTCAACGTACATGCCTAAAGTTTAGGTAT 183   
Mulgin-1 Protein  29               R  F  C  E  L  P  A  D  P  G  P  C  N  G  L  F  Q  A  F  Y  Y  N  P  V  Q  R  T  C  L  K  F  R  Y  61  
 
                                                                                           Intron 2 
 
Mulgin-5 Genomic  770  GGTGGATGCCAAGGGAATCCTAACAATTTTAAGACCATAGATGAATGCAAACGCACCTGTGCTGGTAAGTAGGGAAGGAGTTCCAGACTGGCCTTTTCACTGAAAAAGAC 879   
Mulgin-1 CDS      184  GGTGGATGCAAAGGGAATCCTAACACTTTTAAGACCATAGAGGAATGCAAACGCACCTGTGCTG---------------------------------------------- 247   
Mulgin-2 CDS      184  GGTGGATGCGAAGGGAATGATAACAATTTTAAGACCATAGATGAATGCAAACGCACCTGTGCTG---------------------------------------------- 247   
Mulgin-3 CDS      184  GGTGGATGCCAAGGGAATGCTAACAATTTTATCACCAAAGAGGAATGCGAAAGCACCTGTGCTG---------------------------------------------- 247   
Mulgin-4 CDS      184  GGTGGATGCAAAGGGAATCCTAACACTTTTAAGACCATAGAGGAATGCAAACGCACCTGTGCTG---------------------------------------------- 247   
Mulgin-1 Protein  62    G  G  C  K  G  N  P  N  T  F  K  T  I  E  E  C  K  R  T  C  A                                                 82 
 
Mulgin-5 Genomic  880  TCGCTGTCTCTTAAAATTAGGCATAAGGTGGGTTCATGAAACATTGTGGTTCTCACAACAGTCTGTGATTGATTCAATAGAAGGGAATCTTTGCCACTCTGGTTGAACTC 989   
 
                                                                                          Exon 3 
 
Mulgin-5 Genomic  990  TCCAATGACACATTGGAGGCAGTTCTGGGCAGAAAACTCATATCCGGATGTTTGTTTTTACAGCATGACCAA 1061 EU401846 
Mulgin-1 CDS      247  ---------------------------------------------------------------CATGA---- 252   
Mulgin-2 CDS      247  ---------------------------------------------------------------CATGA---- 252   
Mulgin-3 CDS      247  ---------------------------------------------------------------CATGA---- 252   
Mulgin-4 CDS      247  ---------------------------------------------------------------CATGA---- 252   
Mulgin-1 Protein  83                                                                  A  *      83 

 
N) P. australis Mulgin-1 Kunitz-type Genomic Sequence 
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                              Exon 1 and Propeptide                                                    Mature       Intron 1 
                                   10        20        30        40        50        60        70        80        90       100       110                    
                          ....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....| 
Blackelin-4 Genomic  1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCCGGGAGGGGCTGACCCCCGTCTCCAGCAAGGACCGTCCAGGTGAGTTGAAATCTTGAGACCCTTG 110   
Blackelin-5 Genomic  1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGAGGGGCTGACCCCCGTCTCCAGCAAGGACCGTCCAGGTGAGTTGAAATCTTGAGACCCTTG 110   
Blackelin-2 Genomic  1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGAGGGGCTGACCCCCGTCTCCAGCAAGGACCGTCCAGGTGAGTTGAAATCTTGAGCCCCTTG 110   
Blackelin-2 CDS      1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGAGGGGCTGACCCCCGTCTCCAGCAAGGACCGTCCAG------------------------- 85    
Blackelin-2 Protein  1     M  S  S  G  G  L  L  L  L  L  G  L  L  T  L  W  E  G  L  T  P  V  S  S  K  D  R  P                            28  
 
 
Blackelin-4 Genomic  111  GCGGGAAGGGGCTGGTATGATCAGGGTTCTCCCCCAGGAAAGAGAGACCAAAGGGCCTGGTCTAGAAGCTCTGGCTTGGTGGGGCTTCTTCTGGGAGGTTCTTTTATCTC 220   
Blackelin-5 Genomic  111  GCAGGGAGGGGCTGGTATGATCAGGGTTCTCCCCCAGGAAAGAGAGACCAAAGGGCCTGGTCTAGAAGCTCTGGCTTGGTGGGGCTTCTTCTGGGAGGTTCTTTTATCTC 220   
Blackelin-2 Genomic  111  GCGGGAAGGGGCTGGTATGATCAGGGTTCTCCCCCAGGAAAGAGAGACCAAAGGACCTGGTCTAGAAGCTCTGGCTTGGTGGGGCTTCTTCTGGGAGGTTCTTTTATCTC 220   
 
 
Blackelin-4 Genomic  221  ACTCTCTCTTTCTTCTGTTTTCTTGTCACAGTCAACCTCAAACAGTCCCAAAATATTACATTCATTTATACTTTTCTGTAGTCCCCTCTTTTTAAAGACTTCCGGGTTCT 330   
Blackelin-5 Genomic  221  ACTCTCTCTTTCTTCTGTTTTCTTGTCACAGTCAACCTCAAACAGTCCCAAAATATTACATTCATTTATACTTTTCTGTAGTCCCCTCTTTTTAAACACTTCCGGGGTTC 330   
Blackelin-2 Genomic  221  ACTCTCTCTTTCTTCTGTTTTCTTGTCACAGTCAACCTCAAACAGTCCCAAAATATTACATTCATTTATACTTTTCTGTAGTCCCCTCTTTTTAAAGACTTCCGGGTTCT 330   
 
 
Blackelin-4 Genomic  331  TGTTCGTGTTGGTAATCTTTTATTCAATTTCTTTTCTTTTCCACATATTTATATGACCAGTAATTTTCCATAAGAACATAAAAGAGGAAATATCTTTAACCATTAGGTGG 440   
Blackelin-5 Genomic  331  TTGTTGTGTTGGTAATCTTTTATTCCATTTCTTTTCTTTTTCATATATTTATACGACCAGTAATTTTCCATAAGAACATAAAAGAGGAAATATCTTTAACCATTAGGTGG 440   
Blackelin-2 Genomic  331  TGTTCGTGTTGGTAATCTTTTATTCAATTTCTTTTCTTTTCCACATATTTATATGACCAGTAATTTTCCATAAGAACATAAAAGAGGAAATATCTTTAACCATTAGGTGG 440   
 
 
Blackelin-4 Genomic  441  TGCTCTCTATCACTTTCTTTTCAAAGTTCTTTTGTTTTTCATTCTCTTTTCCATAGTACTAACATTAAGTTTTGTCCACTCCAGAAAAGTCCAGCATTTTCTGGGGAGGT 550   
Blackelin-5 Genomic  441  TGCTCTCTATCACTTTCTTTTCAAAGTTCTTTTGTTTTTCATTCTCTTTTCCATAGTACTAACATTAAGTTTTGTCCATTCCAGAAAAGTCCAGCATTTTCTGGGGAGGT 550   
Blackelin-2 Genomic  441  TGCACTCTATCACTTTCTTTTCAAAGTTCTTTTGTTTTTCATTCTCTTTTCCATAGTACTAACATTAAGTTTTGTCCATTCCAGAAAAGTCCTGCATTTTCTGGGGAGGT 550   
 
 
Blackelin-4 Genomic  551  TCTTGAGATGATGATTGGGTGTCAGCTGAACAAGAGATGGAAATGGGAGAGGGTCCCTAGAAAGAGATGGATTTTAGGGAAAGGCTGATCTATCTCTATTCAATTTTTCA 660   
Blackelin-5 Genomic  551  TCTTGAGATGATGATTGGGTGTCAGCTGAACAAGAGATGGAAATGGGAGAGGGTCCCTAGAAAGAGATGGATTTTAGGGAAAGGCTGATCTATCTTTATTCAATTTTTCA 660   
Blackelin-2 Genomic  551  TCTTAAGATGGTGATTGGGTGTCAGCTGAACAGGAGATGGAAATGGGAGAGGGTCCCTAGAAAGAGATGGATTTTAGGGAAAGGCTGATCTATCTCTATTCAATTTTTCA 660   
 
                              Exon 2 
 
Blackelin-4 Genomic  661  CAGACTTCTGTGAACTGCCTGATGACCGCGGACCATGTAGAGGCATCTTCCATGCCTTCTACTACAACCCAGATCAACGTCAATGCCTAGAGTTTATTTATGGTGGATGC 770   
Blackelin-5 Genomic  661  CAGAGTTCTGTGAACTGCCTGCTGACTCCGGATCATGTAAAGGCAACTTCCAAGCCTTCTACTACCACCCAGTTCATCGTACATGCCTAGAGTTTATTTATGGTGGATGC 770   
Blackelin-2 Genomic  661  CAGACTTCTGTGAACTGCCTGATGACCGCGGACCATGTAGAGGCATCTTCCATGCCTTCTACTACAACCCAGATCAACGTCAATGCCTAGAGTTTATTTATGGTGGATGC 770   
Blackelin-2 CDS      85   ---ACTTCTGTGAACTGCCTGATGACCGCGGACCATGTAGAGGCATCTTCCATGCCTTCTACTACAACCCAGATCAACGTCAATGCCTAGAGTTTATTTATGGTGGATGC 192   
Blackelin-2 Protein  29      D  F  C  E  L  P  D  D  R  G  P  C  R  G  I  F  H  A  F  Y  Y  N  P  D  Q  R  Q  C  L  E  F  I  Y  G  G  C  64 
 
                                                                                     Intron 2 
 
Blackelin-4 Genomic  771  TATGGGAATGCTAACAATTTTAAGACCATAGATGAATGCAAACGCACCTGTGCTGGTAAGTAGGGAAGGAGTTCCAGACTGGCCTTTTCATTGAAAAAGACTCGCTGTCT 880   
Blackelin-5 Genomic  771  GAAGGGAATGCTAACAATTTTAAGACCATAGATGAATGCAAACGCACCTGTGCTGGTAAGTAGGGAAGGAGTTCCAGACTGGCCTTTTCATTGAAAAAGACTCGCTGTCT 880   
Blackelin-2 Genomic  771  TATGGGAATGCTAACAATTTTAAGACCATAGATGAATGCAAACGCACCTGTGCTGGTAAGTAGGGAAGGAGTTCCAGACTGGCCTTTTCATTGAAAAAGACTCGCTGTCT 880   
Blackelin-2 CDS      193  TATGGGAATGCTAACAATTTTAAGACCATAGATGAATGCAAACGCACCTGTGCTG------------------------------------------------------- 247   
Blackelin-2 Protein  65    Y  G  N  A  N  N  F  K  T  I  D  E  C  K  R  T  C  A                                                          82 
 
 
Blackelin-4 Genomic  881  CTTAAAATTAGGCATAAGGTGGGTTCATGAAACATTGTGGTTCTCATAACAGGCTGTGATTGATTTATTAGAAGGGAATCTTTGCCACTCAGGTTGAACTCTCCAATTTC 990   
Blackelin-5 Genomic  881  CTTAAAATTAGGCATAAGGTGGGTTCATGAAACATTGTGGTTCTCACAACAGGCTGTGATTGATTCAATAGAAGGGAATCTTTGCCACTCAGGTTGAACTCTCCAATTTC 990   
Blackelin-2 Genomic  881  CTTAAAATTAGGCATAAGGTGGGTTCATGAAACATTGTGGTTCTCATAACAGGCTGTGATTGATTTATTAGAAGGGAATCTTTGCCACTCAGGTTGAACTCTCCAATTTC 990   
 
 
Blackelin-4 Genomic  991  TGGTGTTCTCTTACATCGGTGGAATCCCACCCCTGAACAGCTGTGTGGTGTCTCCTAGGCCTAGACATGGTCTGGGCACCCGGAGGTCTGTCTGGGGTCTTTCAGGCTCT 1100  
Blackelin-5 Genomic  991  TGGTGTTCTCTTACACTGGTGGAATCCCATCCCTGAACGGCTGTGTGGTGTCTCCTAGGCCTAGACATGGTCTGGGCACCCAGAGGTCTGTCTGGGGTCTTTCAGGCTCT 1100  
Blackelin-2 Genomic  991  TGGTGTTCTCTTACATCGGTGGAATCCCACCCCTGAACAGCTGTGTGGTGTCTCCTAGGCCTAGACATGGTCTGGGCACCCGGAGGTCTGTCTGGGGTCTTTCAGGCTCT 1100  
 
 
Blackelin-4 Genomic  1101 CCTTGTGTCCATCAAAGGGAGAATTGATGTAAAGAACAGGTGTTGTGATGCCAAAGCAGAAATTGGTATGGCGGGGCCGTTCTTCCTGATAGGTACCCATCCCCACTCTG 1210  
Blackelin-5 Genomic  1101 CCTTGTGTCCATCAAAGGGAGAATTGATGTAAAGAAAATGTGTTGTGATGCCAAAGCAGAAATTGGTATGGCGGGGCCGTTCTTCCTGATAGGTACCCATCCCCACTCTG 1210  
Blackelin-2 Genomic  1101 CCTTGTGTCCATCAAAGGGAGAATTGATGTAAGGAACAGGTGTTGTGATGCCAAAGCAGAAATTGGTATGGCGGGGCCGTTCTTCCTGATAGGTACCCATCCCCACTCTG 1210  
 
 
Blackelin-4 Genomic  1211 TGGAGGCCAGGAGACAGACCCTCCATGTCCCTCTCCCACTGGCTCTTGACCTCTCCTCCTTCTGAACCACCATTGGTAGAATGGTGACCCCGCCCCAGGTCAGCTGCTGT 1320  
Blackelin-5 Genomic  1211 TGGAAGCCAGGAGACAGACCCTCCATGTTCCTCTCCCACTGGCTCTTGACCTCTCCTCCTTCTGAACCACCATTGGTAGAATGGTGACCCCACCCCAGGTCAGCTGGTGT 1320  
Blackelin-2 Genomic  1211 TGGAAGCCAGGAGACAGACCCTCCATGTCCCTCTCCCACTGGCTCTTGACCTCTCCTCCTTCTGAACCACCATTGGTAGAATGGTGACCCCGCCCCAGGTCAGCTGGTGT 1320  
 
 
Blackelin-4 Genomic  1321 TGGGCACTCTGTTGGAGAAGAGGGTGCTCCTGCCAGCCTGGTCAGGTTGCCAGAAGGGCAATGAGGACTTCCAGAGGAGAGGCCATGACTGAACCCCATGCTCAATGTTG 1430  
Blackelin-5 Genomic  1321 TGGGCACTCTGTTGGAGAAGAGGGTGCTCCTGCCAGCCTGGTCAGGTTGCCAGAAGGGCAATGAGGACTTCCAGAGGAGAGGCTATGACTGAACCCCATGCTCAATGTTG 1430  
Blackelin-2 Genomic  1321 TGGGCCCTCTGTTGGAGAAGAGGGTGCTCCTGCCAGCCTGGTCAGGTTGCCAGAAGGGCAATGAGGACTTCCAGAGGAGAGGCCATGACTGAACCCCATGCTCAATGTTG 1430  
 
 
Blackelin-4 Genomic  1431 GGCCAACACAGGCCAAAACTGGTCCAAGCTCAGGAGACAGGAAGGTCCACAGCTTCACCAGGGGTCTAGAGTGACAATCTCACACTTCTGGCTGTAACAAATGCTCCCTG 1540  
Blackelin-5 Genomic  1431 GGCCAACACAGGCCAAAACTGGTCCAAGCTCAGGAGACAGGAAGGTCCACAGCTTCACCAGGGGTCTAGAGTGACAATCTCACACTTCTGGCTGTAACAAATGCTCCCTG 1540  
Blackelin-2 Genomic  1431 GGCCAACACAGGCCAAAACTGGTCCAAGCTCAGGAGACAGGAAGGTCCACAGCTTCACCAGGGGTCTAGAGTGACAATCTCACACTTCTGGCTGTAACAAATGCTCCCTG 1540  
 
 
Blackelin-4 Genomic  1541 TGCGAATTGGGCAGTACAAGTGAACCTGTCCTTCTCTGTGCTCCAAGCACTCCAAGCCTTGCGGTCTCCTAGAAAAAGAGGATGGGGAAAAGATGCTGGAGGTCATGTAG 1650  
Blackelin-5 Genomic  1541 TGCGAATTGGGCAGTACAAGTGAACCTGTCCTTCTCTGTGCTCCAAGCACTCCAAGCCTTGCGGTCTCCTAGAAAAAGAGGACGGGGAAAAGATGCTGGAGGTCATGTAG 1650  
Blackelin-2 Genomic  1541 TGCGAATTGGGAAGTACAAGTGAACCTGTCCTTCTCTGTGCTCCAAGCACTCCAAGCCTTGCGGTCTCCTAGAAAAAGAGGATGGGGAAAAGATGCTGGAGGTCATGTAG 1650  
 
 
Blackelin-4 Genomic  1651 TCCAGGGGTCCCCAACCCACAGTCCATGAACCTGGACTGGGCTGTGGAGTGCCCGAAAGCTGCCCTAGCAAACAAGAGAAGCCCCATCTGTGGGATGCAGGCAGCATGCA 1760  
Blackelin-5 Genomic  1651 TCCAGGGGTCCCCAACCCACAGTCCATGAACCTGGACTGGGCTGTGGAGTGCCCGAAAGCTGCCCTAGCAAACAAGAGAAGCCCCATCTGTGGGATGCAGGCAGCATGCA 1760  
Blackelin-2 Genomic  1651 TCCAGGGGTCCCCAACCCACAGTCCATGAACCTGGACTGGGCTGTGGAGTGCCCGAAAGCTGCCCTAGCAAACAAGAGAAGCCCCATCTGTGGGATGCAGGCAGCATGCA 1760  
 
 
Blackelin-4 Genomic  1761 AAGCCACACCCCTTCCGGTCGGCAGGAAAACCTTTCCACACAGAACCGGTCCCAGGTGACCAAACGGTTGGGGTGCCCTGATCTAGTCCACCCCCCTTCCAGCGCAGAAA 1870  
Blackelin-5 Genomic  1761 AAGCCACACCCCTTCCGGTCGGCAGGAAAACCTTTCCACACAGAACCGGTCCCAGGTGACCAAACGGTTGGGGTGCCCTGATCTAGTCCACCCTCCTTCCAGCGCAGAAA 1870  
Blackelin-2 Genomic  1761 AAGCCACACCCCTTCCGGTCGGCAGGAAAACCTTTCCCCACGGAACCGGTCCCAGGTGACCAAACGGTTGGGGTGCCCTGATCTAGTCCACCCTCCTTCCAGCGCAGAAA 1870  
 
 
Blackelin-4 Genomic  1871 TCCTCAGAGCTTCCTGGAGAGATTCTGTCCCACCTTTGCTTGGAACCCCCAGTGATGGAGCCTCACAGGTCCAGGGGGGAGGCTGCTGCCCCATTGCTCCCTGGCTGTCT 1980  
Blackelin-5 Genomic  1871 TCCTCAGAGCTTCCTGGAGAGATTCTGTCCCACCTTTGCTTGGAACCCCCAGTGATGGAGCCTCACAAGTCCAGGGGGGAGGCTGCTGCCCCATTGCTCCCTGGCTGTCT 1980  
Blackelin-2 Genomic  1871 TCCTCAGAGCTTCCTGGAGAGATTCTGTCCCACCTTTGCTTGGAATCCCCAGTGATGGAGCCTCACAAGTCCAGGGGGGAGGCTGCTGCCCCATTGCTCCCTGGCTGTCT 1980  
 
 
Blackelin-4 Genomic  1981 CCCAATTAGGCCATTCCTCCTGAATTTCAGCTTTGGGTTTCCATGGTTCTAAGATTAGTCAGGTGACACATTGGAGGCAGTTCTGGGCAGAAACCTCATATCCGGATGTT 2090  
Blackelin-5 Genomic  1981 CCCAATTAGGCCATTCCTCCTGAATTTCAGCTTTGGGTTTCCATGGTTCTAAGATTAGTCGGGTGACACATTGGAGGCAGTTCTGGGCAGAAACCTCATATCTGGATGTT 2090  
Blackelin-2 Genomic  1981 CCCAATTAGGCCATTCCTCCTGAATTTCAGCTTTGGGTTTCCATGGTTCTAAGATTAGTCAGGTGACACATTGGAGGCAGTTCTGGGCAGAAACCTCATATCCGGATGTT 2090  
 
                                         Exon 3 
 
Blackelin-4 Genomic  2091 TGTTTTTACAGCATGACCAA 2110 EU401848 
Blackelin-5 Genomic  2091 TGTTTTTACAGCATGACCAA 2110 EU401849 
Blackelin-2 Genomic  2091 TGTTTTTACAGCATGACCAA 2110 EU401847 
Blackelin-2 CDS      247  -----------CATGA---- 252   
Blackelin-2 Protein  83              A  *      83 

 
O) P. porphyriacus Blackelin-2, -4 and -5 Kunitz-type Genomic Sequences 
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                                Exon 1 and Propeptide                                                    Mature       Intron 1 
                                     10        20        30        40        50        60        70        80        90       100       110                    
                            ....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....| 
Nigrescinin-1 Genomic  1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGAGGCGCTGACCCCTGTCTCCAGCACGGACCGTCCAGGTGAGTTGAGATCTTGAGACCCTTG 110   
Nigrescinin-1 CDS      1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGAGGCGCTGACCCCTGTCTCCAGCACGGACCGTCCAG------------------------- 85    
Nigrescinin-1 Protein  1     M  S  S  G  G  L  L  L  L  L  G  L  L  T  L  W  E  A  L  T  P  V  S  S  T  D  R  P                            28  
 
  
Nigrescinin-1 Genomic  111  GCAGGGAGGGGCTGGAATGATCAGGGTTCTCCCCCAGGAAAGAGAGACCAAAGGCCCTGGTCTAGAAGCCCTGGCTTGGTGGGGCTTCTTCTGGGGAGGTTCTTTTATCT 220   
 
 
Nigrescinin-1 Genomic  221  CACTCTCTCTTTCTTCTGTTTTCTTGTCACAGTCAACCTCAAACAGTCCCAAAATATTACATTCATTTATTCTTTTCTGTAGTCCCCTATTTTTAAAGACTTCCAGGGTT 330   
 
  
Nigrescinin-1 Genomic  331  CTTGTTGTGTTGGTAATCTTTTATTCCATTTCTTTTCTTTGTCACATATTTATACGACCAGTAATTTTCCATAAGAACATCAAAGAGGAAATATCTTCAACCATTAGGTG 440   
 
 
Nigrescinin-1 Genomic  441  GTACTCTCTATCACTTTCTCTTCAAAGTTCTTTTGTTTTTCATTCTCTTTTCCATAATACTAACATTAAGTTTTGTCCATTCCAGAAAAGTCCAGCATTTTCTGGGGAGG 550   
 
 
                                                                                                                     Exon 2 
 
Nigrescinin-1 Genomic  551  TTCTCGAGATGGAAATGGGAGAGGGTCCCTAGAAAAAGATGGATTTTAGGGGAAGGCTGATCTATCTTTATTCAATTTTTCACAGAGTTCTGTGAACTGCCTGAGGACTC 660   
Nigrescinin-1 CDS      85   -------------------------------------------------------------------------------------AGTTCTGTGAACTGCCTGAGGACTC 110   
Nigrescinin-1 Protein  29                                                                                        E  F  C  E  L  P  E  D  S 37 
 
 
Nigrescinin-1 Genomic  661  CGGACCATGTAAAGGCCTCTTCCATGTCTTCTACTACAACTCAGATCAAAATCAATGCCTAGAGTTTATTTATGGTGGATGCTATGGGAATGCTAACAATTTTAAGACCA 770   
Nigrescinin-1 CDS      111  CGGACCATGTAAAGGCCTCTTCCATGTCTTCTACTACAACTCAGATCAAAATCAATGCCTAGAGTTTATTTATGGTGGATGCTATGGGAACGCTAACAATTTTAAGACCA 220   
Nigrescinin-1 Protein  38     G  P  C  K  G  L  F  H  V  F  Y  Y  N  S  D  Q  N  Q  C  L  E  F  I  Y  G  G  C  Y  G  N  A  N  N  F  K  T   73 
 
                                                           Intron 2 
 
Nigrescinin-1 Genomic  771  TAGAGGAATGCAAACGCACCTGTGCTGGTAAGTAGGGAAGGAGTTCCAGACTGGCCTTTTCATTGAAAAAGACTCGCTGTCTCTTAAAATTAGGCATAAGATAGGTTCAT 880   
Nigrescinin-1 CDS      221  TAGAGGAATGCAAACGCACCTGTGCTG----------------------------------------------------------------------------------- 247   
Nigrescinin-1 Protein  74   I  E  E  C  K  R  T  C  A                                                                                      82 
 
 
Nigrescinin-1 Genomic  881  GAAACATTGTGTTTCTCACAACAGGCTGTGATTGATTCAATAGAAGGGAATCTTTGCCACTCAGGTTGAACTCTCCAATTTCTGGTGCTCTCTTACCCCGGTGGAATCCC 990   
 
 
Nigrescinin-1 Genomic  991  ACCCCTGAACGGCTGTGTGGTGTCTCTTAGGCCTAGACATGGTCTGGGCAGCCGGAGGTCTGTCTGGGGTCTTTCAGGCTCTCCTTGTGTCCATGAAAGGGAGAATTGAT 1100  
 
 
Nigrescinin-1 Genomic  1101 GTAAAGAAAAGGTGTCGTGATGCCAAAGCAGAAATTGGTATGGTGGGGCCGTTCTTCCTGATAGGTACCCACTCTGTGGAAGCCAGGAGACAGACCCTCCATGTCCCTCT 1210  
 
 
Nigrescinin-1 Genomic  1211 CCCACTGGCTCTTGACCTCTCCTCATCCTGAACCACCATTGGTAGAATGGTGACCCTGCCCCAGGTCAGCTGCTGTTGGGCACTCTGTTGGAGAAGAGGGTGCTCCTGCC 1320  
 
 
Nigrescinin-1 Genomic  1321 AACTTGGTCAAGTTGCCAGAGGGGCAATGAGGACTTCCAGAGGAGAGGCCATGACTGAACCCCATGCTCACTTTTGGGCCAGCGCAGGCCAAAACTGGTCCAAGCTCAGG 1430  
 
 
Nigrescinin-1 Genomic  1431 GAACAGGAAGGTCCACAGCTTCACCAGGGGGTCTAGAGTGACAATCTCACACTTCTGGCTGTAACAAATGCTCCCTGTGTGAATTGGGCAGTACAAGTGAACCTGTCCTT 1540  
 
  
Nigrescinin-1 Genomic  1541 CTCTGTGCTCCAAGCACTCCAAGCCTAGTGGTCTCCTAGAAAAAGAGGGTGGGGAAAAGATCCTGGAGGTCATGTAGTCCAGGGGTCCCCAACCCACAGTCCATGGACCA 1650  
 
 
Nigrescinin-1 Genomic  1651 GCACTGGGCTGTGGAGTGCCCGAAAGCTGCCCTAGCAAACAAGGGAAGCGCCATCTGGGGGATGCAGGCAGCATGCAAAACCACACCCCTTCCGGTCAGCAGGAAAACCT 1760  
 
 
Nigrescinin-1 Genomic  1761 TTCCCCACGGAACTGGTCCCAGGTGACCAAACGGTTGTGGGCCCCTGATCTAGTCCACCCTCCTTCCAGCACAGAAATCCTCAGAGCTTCCTGGAGAGATTCTGTCCCAC 1870  
 
 
Nigrescinin-1 Genomic  1871 CTTTGCTTGGAACCCCCAGTGGTGGAGCCTCACAAGTCCAGGGGGGAGGCTGCTGCCCCATTGCTCCCTGGCTGTCTCCCAATTAGGCCATTCCTCCTGAATTTCAGCTT 1980  
 
                                                                                                                        Exon 3 
 
Nigrescinin-1 Genomic  1981 TGGGTTTCCATGGTTCTAAGATTAGCCGGGTGACGCATTGGAGGCAGTTCTGGGCAGAAACCTCATATCCGGATGTTTGTTTTTACAGCATGACCAA 2077 EU401850 
Nigrescinin-1 CDS      247  ----------------------------------------------------------------------------------------CATGA---- 252   
Nigrescinin-1 Protein  83                                                                                           A  *      83 

 
P) R. nigrescens Nigrescinin-1 Kunitz-type Genomic Sequence 
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Tigerin-4 Genomic  1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACGCTCTGGGCGGAGCTGACCCCCGTCTCCAGCAAGGACCGTCCAAGTGAGTTGAGATCTTGAGACCCTTG 110   
Tigerin-1 Genomic  1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGCGGAGCTGACCCCCGTCTCCAGCAAGGACCATCCAGGTGAGTTGAGATCTTGAGACCCTTG 110   
Tigerin-1 CDS      1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGCGGAGCTGACCCCCGTCTCCAGCAAGGACCATCCAG------------------------- 85    
Tigerin-1 Protein  1     M  S  S  G  G  L  L  L  L  L  G  L  L  T  L  W  A  E  L  T  P  V  S  S  K  D  H  P                            28  
 
 
Tigerin-4 Genomic  111  GCAGGGAGGGGCTGGAATGATCAGGGTTCTCCCCCAGGAAAGAGAGACCAAAGGGCCTGGTCTAGAAGCCCTGGCTTGGTGGGGCTCCTTCTGGGGAGGTTCTTTTATCT 220   
Tigerin-1 Genomic  111  GCAGGGAGGGGCTGGAATGATCAGGGTTCTCCCCCAGGAAAGAGAGACCAAAGGGCCTGGTCTAGAAGCTCTGGCTTGGTGGGGCTTCTTCTGGGGAGGTTCTTTTATCT 220   
 
 
Tigerin-4 Genomic  221  CACTCTCTCTTTCTTCTGTTTTCTTGTCACAGTCAACCTCAAGCAGTCCCAAAATATTACATTCATTTATACTTTTCTGTAGTCCCCTCTTTTTAAAGACTTCTGGG--T 328   
Tigerin-1 Genomic  221  CACTCTCTCTTTCTTCTGTTTTCTTGTCACAGTCAACCTCAAGCAGTCCCAAAATATTACATTCATTTATACTTTTCTGTAGTCCCCTCTTTTTAAAGACTTCCGGGGTT 330   
 
   
Tigerin-4 Genomic  329  TTTGTTGTGTTTGTAATCTTTTATTCCATTTCTTTTCATTTTCACATATTTATACGACCAGTAATTTTCTATAAGAACATAAAAGAGGAAATATCTTTAACCATTAGGTG 438   
Tigerin-1 Genomic  331  CTTGTTGTGTTGGTAATCTTTTATTCCATTTCTTTTCTTTTTCACATATTTATACGACCAGTAATTTTCCATAAGAACATAAAAGAGGAAATATTTTTAACCATTAGGTG 440   
 
 
Tigerin-4 Genomic  439  GTGTTCTCTATCACTTTCTTTTCAAAGTTCTTTTGTTTTTCACTCTCTTTTCCATAGTACTAACATTAATTTTTGTCCATTCCAGAAAAGTCCAGCATTTTCTGGGGAGG 548   
Tigerin-1 Genomic  441  GTTCTCTCTATCACTTTCTTTTCAAAGTTCTTTTGTTTTTCATTCTCTTTTCCATAGTACTAACATTAAGTTTTGTCCATTCCAGAAAAGTCCAGCACTTTCTGGGGAGG 550   
 
  
Tigerin-4 Genomic  549  TTCTTGAGGTGGTGATTGGGTGTCAGCTGAACAGGAGATGGAAATGGGAGAGGGTCCCTAGAAAGAGATGGATTTTAGGGGAAGGCTGATCTATCTTTATTCAATTTTTC 658   
Tigerin-1 Genomic  551  TTTTTGAGGTGGTGATTGGGTGTCAGCTGAACAGGAGATGGAAATGGGAGAGGGTCCCTAGAAAGAGATGGATTTTAGGGGAAGGCTGATCTATCTTTATTCAATTTTTC 660   
 
                                Exon 2 
 
Tigerin-4 Genomic  659  ACAGAGTTCTGTGAACTGCCTGCTGACTCCGGACCATGTAGAGGCATCTTGCGTGCCTTCTACTACCACCCAGTTCATCGTACATGCCAAATGTTTATTTATGGTGGATG 768   
Tigerin-1 Genomic  661  ACAGAGTTCTGTGAACTGCCTGCTGACTCCGGACCATGTAGAGGCATCTTGCATGCCTTCTACTACCACCCAGTTCATCGTACATGCCTAGAGTTTATTTATGGTGGATG 770   
Tigerin-1 CDS      85   ----AGTTCTGTGAACTGCCTGCTGACTCCGGACCATGTAGAGGCATCTTGCATGCCTTCTACTACCACCCAGTTCATCGTACATGCCTAGAGTTTATTTATGGTGGATG 191   
Tigerin-1 Protein  29       E  F  C  E  L  P  A  D  S  G  P  C  R  G  I  L  H  A  F  Y  Y  H  P  V  H  R  T  C  L  E  F  I  Y  G  G  C 64 
 
                                                                                    Intron 2 
 
Tigerin-4 Genomic  769  CTATGGGAATGCTAACAATTTTAAGACCATAGATGAATGCAAACGCACCTGTGCTGGTAAGTAGGGAAGGAGTTCCAGACTGGCCTTTTCATTGAAAAAGACTCGCTGTC 878   
Tigerin-1 Genomic  771  CTATGGGAATGCTAACAATTTTAAGACCATAGATGAATGCAAACGCACCTGTGCTGGTAAGTAGGGAAGGAGTTCCAGACTGGCCTTTTCATTGAAAAAGACTCGCTGTC 880   
Tigerin-1 CDS      192  CTATGGGAATGCTAACAATTTTAAGACCATAGATGAATGCAAACGCACCTGTGCTG------------------------------------------------------ 247   
Tigerin-1 Protein  65     Y  G  N  A  N  N  F  K  T  I  D  E  C  K  R  T  C  A                                                         82 
 
  
Tigerin-4 Genomic  879  TCTTAAAAATAGGCATAAGGTGGGTTCATGAAACATTGTGGTTCTCACAACAGGCGGTGATTGATTCAATAGAAGGGAATCTTTGCCACTCAGGTTGAACTCTCCAATTT 988   
Tigerin-1 Genomic  881  TCTTAAAATTAGGCATAAGGTGGGTTCATGAAACATTGTGGTTCTCACAACAGACGGTGATTGATTCAATAGAAGGGAATCTTTGCCACTCAGGTTGAACTCTCCAATTT 990   
 
  
Tigerin-4 Genomic  989  CTGGCGTTCTCTTACACCGGTGGAATCCCACCCCTGAACGGCTGTGTGGTGTCTCCTAGGCCTAGACATGGTCTGGGCACCCAGAGGTCTGTCTGGGGTCTTTCAGGCTC 1098  
Tigerin-1 Genomic  991  CTGGTGTTCTCTTACACCTGTGGAATCCCACCCATGAATGGCTGTGTGGTGTCTCCTAGGCCTAGACATGGTCTGGGCACCCAGAGGTCTGTCTGGGGTCTTTCAGGCTC 1100  
 
 
Tigerin-4 Genomic  1099 TCCTTGTGTCCATCAAAGGGAGAATTGATGTAAAGAAAAGGTGTTGTGATGCCAAAGCAGAAATTGGTATGGTGGGGCCGTTCTTCCTGATAGGTACCCATCCCCACTCT 1208  
Tigerin-1 Genomic  1101 TCCTTGTGTCCATCAAAGGGAGAATTGATGTAAAGAAAAGGTGTTGTGATGCCAAAGCAGAAATTGGTATGGTGGGGCCGCTCTTCCTGATAGGTACCCATCCCCACTCT 1210  
 
 
Tigerin-4 Genomic  1209 GTGCAAGCCAGGAGACAGACCCTCCATGTCCCTCTCCCACTGGTTCTTGACCTCTCCTCCTTCTGAAACACCATTGGTAGAATGGTGACCCCGCCCCAGGTCAGCTGCTG 1318  
Tigerin-1 Genomic  1211 GTGCAAGCCAGGAGACAGACCCTCCATGTCCCTCTTCCACTGGCTCTTGACCTCTCCTCCTTCTGAAACACCATTGGTAGAATGGTGACCCCGCCCC-GGTCAGCTGCTG 1319  
 
 
Tigerin-4 Genomic  1319 TTGGGCACTCTGTTGGAGAAGAGGGTGCTCCTGCCAGCCTGGTCAGGTTGCCAGAGGGGCAATGAGGACTTCCAGAGGAGAGGCCATGACTGAACCCCATGCTCACTTTT 1428  
Tigerin-1 Genomic  1320 TTGGGCACTCTGTTGGAGAAGAGGGTGCTCCTGTCAGCCTGGTCAGGTTGCCAGAGGGGCAATGAGGACTTCCAGAGGAGAGGCCATGACTGAACCCCATGCTCACTTTT 1429  
 
 
Tigerin-4 Genomic  1429 GGGCCAGCGCAGGCCAAAACTGGTCCAAGCTCAGGGGACAGGAAGGTCCACAGCTTCACCAGGGGTCTAGAGTGACCATCTCACACTTCTGGCTGTAACAAATGCTCCCT 1538  
Tigerin-1 Genomic  1430 GGGCCAGCACAGGCCAAAACTGGTCCAAGCTCAGGGGGCAGGAAGGTCCACAGCTTCACCAGGGGTCTAGAGTGACAATCTCACACTTCTGGCTGTAACAAATGCTCCCT 1539  
 
 
Tigerin-4 Genomic  1539 GTGCGTATTGGGGAGTACAAGTGAACCTGTCCTTCTCTGTGCTCCAAGCACTCCAAGCCTTGTGGTCTCCTAGAAAAAGAGGATGGGGAAAAGATGCTGGAGGTCATGTA 1648  
Tigerin-1 Genomic  1540 GTGCGTATTGGGGAGTACAAGTGAACCTGTCCTTCTCTGTGCTCCAAGCACTTCAAGCCTTGTGGTCTCCTAGAAAAAGAGGATGGGGAAAAGATGCTGGAGGTCATGTA 1649  
 
  
Tigerin-4 Genomic  1649 GTCCAGGGGTCCCCAACCCACAGTCCATGGACCAGCACTGGGCCGTGGAGTGCCAGAAAGCTGCCCTAGCAAACAAGGGAAGCCCCATCTGTGGGATGCAGGCAGCATGC 1758  
Tigerin-1 Genomic  1650 GTCCAGGGGTCCCCAACCCACAGTCCATGGACCAGCACTGGGCCGTGGAGTGCCAGAAAGCTGCCCTAGCAAACAAGGGAAGCCCCATCTGTGGGATGCAGGCAGCATGC 1759  
 
  
Tigerin-4 Genomic  1759 AAAACCACACCCCTTCCGGTCGGCAGGAAAACCTTTCCCCACGGAACCGGTCCCAGGTGACCAAACGGTTGGGAGCCCCTGATCTAGTCCACCCTCCTTCCAGCGCAGAA 1868  
Tigerin-1 Genomic  1760 AAAACCACACCCCTTCCGGTCGGCAGGAAAACCTTTCCCCACGGAACCGGTCCCAGGTGACCAAAGGGTTGGGCCCCCCTGATCTAGTCCACCCTCCTTCCAGCGCAGAA 1869  
 
  
Tigerin-4 Genomic  1869 ATCATCAGAGCTTCCTGGAGAGATTCTGTCCCACCTTTGTTTGGAACCCCCAGTGATGGAGCCTCACAAGTCCAGGGGGGAGGCTGCTGCCCCATTGCTCCCTGGCTGTC 1978  
Tigerin-1 Genomic  1870 ATCCTCAGAGCTTTCTGGAGAGATTCTGTCCCACCTTTGCTTCTAACCCCCAGTGATAGAGCCTCACAAGTCCAGGGGGGAGGCTGCTGCCCCATTGCTCCCTGGCTGTC 1979  
 
  
Tigerin-4 Genomic  1979 TCCCAATTAGGCCATTCCTCCTGAATTTCAGCTTTGGGTTTCCATGGTTCTAAGATTAGTTGGGTGATGCATTGGAGGCAGTTCTGGGCAGAAACCTCATATTCGGATGT 2088  
Tigerin-1 Genomic  1980 TCCCAGTTAGGCCATTCCTCCTGAATTTCAGCTTTGGGTTTCCATGGTTCTAAGATTAGTTGGGTGACGCATTGGAGGCAGTTCTGGGCAGAAACCTCATATCCAGATGT 2089  
 
                                        Exon 3 
 
Tigerin-4 Genomic  2089 TTGTTTTTACAGCATGACCAA 2109 EU401852 
Tigerin-1 Genomic  2090 TTGTTTTTACAGCATGACCAA 2110 EU401851 
Tigerin-1 CDS      247  ------------CCTGA---- 252   
Tigerin-1 Protein  83               A  *      83 

 
Q) N. scutatus Tigerin-1, and -4 Kunitz-type Genomic Sequences 
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Carinatin-2 Genomic  1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGAGATTCTGACCCCCGTCTCCAGCAAGGACCATCCAGGTGAGTTGAGATCTTGAGACCCTTG 110   
Carinatin-2 mRNA     1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGAGATTCTGACCCCCGTCTCCAGCAAGGACCATCCAG------------------------- 85    
Carinatin-2 CDS      1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGAGATTCTGACCCCCGTCTCCAGCAAGGACCATCCAG------------------------- 85    
Carinatin-2 Protein  1     M  S  S  G  G  L  L  L  L  L  G  L  L  T  L  W  E  I  L  T  P  V  S  S  K  D  H  P                            28  
 
 
Carinatin-2 Genomic  111  GCAGGGAGGGGCTGGAATGATCAGGGTTCTCCCCCAGGAAAGAGAGACCAAAGGGCCTGGTCTAGAAGCTCTGGCTTGGTGGGGCTTCTTCTGGGGAGGTTCTTTTATCT 220   
 
 
Carinatin-2 Genomic  221  CACTCTCTCTTTCTTCTGTTTTCTTGTCACAGTCAACCTCAAGCAGTCCCAAAATATTACATTCATTTATACTTTTCTGTAGTCCCCTCTTTTTAAAGACTTCCGGGGTT 330   
 
 
Carinatin-2 Genomic  331  CTTGTTGTGTTGGTAATCTTTTATTCCATTTCTTTTCTTTTTCACATATTTATACGACCAGTAATTTTCCATAAGAACATAAAAGAGGAAATATTTTTAACCATTAGGTG 440   
 
 
Carinatin-2 Genomic  441  GTTCTCTCTATCACTTTCTTTTCAAAGTTCTTTTGTTTTTCATTCTCTTTTCCATAGTACTAACATTAAGTTTTGTCCATTCCAGAAAAGTCCAGCACTTTCTGGGGAGG 550   
 
 
Carinatin-2 Genomic  551  TTTTTGAGGTGGTGATTGGGTGTCAGCTGAACAGGAGATGGAAATGGGAGAGGGTCCCTAGAAAGAGATGGGTTTTAGGGGAAGGCTGATCTATCTTTATTCAATTTTTC 660   
 
                                  Exon 2 
 
Carinatin-2 Genomic  661  ACAGAGTTCTGTGAACTGCCTGCTGACTCCGGACCATGTAGAGGCATCTTGCATGCCTTCTACTACCACCCAGTTCATCGTACATGCCTAGAGTTTATTTATGGTGGATG 770   
Carinatin-2 mRNA     85   ----AGTTCTGTGAACTGCCTGCTGACTCCGGACCATGTAGAGGCATCTTGCATGCCTTCTACTACCACCCAGTTCATCGTACATGCCTAGAGTTTATTTATGGTGGATG 191   
Carinatin-2 CDS      85   ----AGTTCTGTGAACTGCCTGCTGACTCCGGACCATGTAGAGGCATCTTGCATGCCTTCTACTACCACCCAGTTCATCGTACATGCCTAGAGTTTATTTATGGTGGATG 191   
Carinatin-2 Protein  29       E  F  C  E  L  P  A  D  S  G  P  C  R  G  I  L  H  A  F  Y  Y  H  P  V  H  R  T  C  L  E  F  I  Y  G  G  C 64 
 
                                                                                      Intron 2 
 
Carinatin-2 Genomic  771  CTATGGGAATGCTAACAATTTTAAGACCATAGATGAATGCAAACGCACCTGTGCTGGTAAGTAGGGAAGGAGTTCCAGACTGGCCTTTTCATTGAAAAAGACTCGCTGTC 880   
Carinatin-2 mRNA     192  CTATGGGAATGCTAACAATTTTAAGACCATAGATGAATGCAAACGCACCTGTGCTG------------------------------------------------------ 247   
Carinatin-2 CDS      192  CTATGGGAATGCTAACAATTTTAAGACCATAGATGAATGCAAACGCACCTGTGCTG------------------------------------------------------ 247   
Carinatin-2 Protein  65     Y  G  N  A  N  N  F  K  T  I  D  E  C  K  R  T  C  A                                                         82 
 
 
Carinatin-2 Genomic  881  TCTTAAAATTAGGCATAAGGTGGGTTCATGAAACATTGTGGTTCTCACAACAGGCGGTGATTGATTCAATAGAAGGGAATCTTTGCCACTCAGGTTGAACTCTCCAATTT 990   
 
 
Carinatin-2 Genomic  991  CTGGTGTTCTCTTACACCTGTGGAATCCCACCCATGAACGGCTGTGTGGTGTCTCCTAGGCCTAGACATGGTCTGGGCACCCAGAGGTCTGTCTGGGGTCTTTCAGGCTC 1100  
 
 
Carinatin-2 Genomic  1101 TCCTTGTGTCCATCAAAGGGAGAATTGATGTAAAGAAAAGGTGTTGTGATGCCAAAGCAGAAATTGGTATGGTGGGGCCGTTCTTCCTGATAGGTACCCATCCCCACTCT 1210  
 
 
Carinatin-2 Genomic  1211 GTGCAAGCCAGGAGACAGACCCTCCATGTCCCTCTTCCACTGGCTCTTGACCTCTCCTCCTTCTGAAACACCATTGGTAGAATGGTGACCCCGCCCCGGTCAGCTGCTGT 1320  
 
 
Carinatin-2 Genomic  1321 TGGGCACTCTGTTGGAGAAGAGGGTGCTCCTGTCAGCCTGGTCAGGTTGCCAGAGGGGCAATGAGGACTTCCAGAGGAGAGGCCATGACTGAACCCCATGCTCACTTTTG 1430  
 
 
Carinatin-2 Genomic  1431 GGCCAGCACAGGCCAAAACTGGTCCAAGCTCAGCGGGCAGGAAGGTCCACAGCTTCACCAGGGGTCTAGAGTGACAATCTCACACTTCTGGCTGTAACAAATGCTCCCTG 1540  
 
 
Carinatin-2 Genomic  1541 TGCGTATTGGGGAGTACAAGTGAACCTGTCCTTCTCTGTGCTCCAAGCACTCCAAGCCTTGTGGTCTCCTAGAAAAAGAGGATGGGGAAAAGATGCTGGAGGTCATGTAG 1650  
 
 
Carinatin-2 Genomic  1651 TCCAGCGGACCCCAATCCACAGTCCATGGACCAGCACTGGGCCGTGGAGTGCCAGAAAGCTGCCCTAGCAAACAAGGGAAGCCCCATCTGTGGGATGCAGGCAGCATGCA 1760  
 
 
Carinatin-2 Genomic  1761 AAACCACACCCCTTCCGGTCGGCAGGAAAACCTTTCCCCACGGAACCGGTCCCAGGTGACCAAACGGTTGGGCCCCCCTGATCTAGTCCACCCTCCTTCCAGCGCAGAAA 1870  
 
 
Carinatin-2 Genomic  1871 TCCTCAGAGCTTTCTGGAGAGATTCTGTCCCACCTTTGCTTCTAACCCCCAGTGATGGAGCCTCACAAGTCCAGGGGGGAGGCTGCTGCCCCATTGCTCCCTGGCTGTCT 1980  
 
 
Carinatin-2 Genomic  1981 CCCAGTTAGGCCATTCCTCCTGAATTTCAGCTTTGGGTTTCCATGGTTCTAAGATTAGTTGGGTGACGCATTGGAGGCAGTTCTGGGCAGAAACCTCATATCCAGATGTT 2090  
 
                                         Exon 3 
 
Carinatin-2 Genomic  2091 TGTTTTTACAGCATGACCAATGAGGAGACCCTCCTGGATTGGATC----------------------------------------------------------------- 2135  
Carinatin-2 mRNA     247  -----------CATGACCAATGAGGAGACCCTCCTGGATTGGATCTACAGTTCCAACTTGACCCAAAGACCCTGCTTCTGCCCTGGACCACCCTGGAGACCCTCCTCCAA 346   
Carinatin-2 CDS      247  -----------CATGA---------------------------------------------------------------------------------------------- 252   
Carinatin-2 Protein  83              A  *                                                                                                83 
 
 
Carinatin-2 Genomic  2135 ----------------------------------------------------------------------------------------------------- 2135 EU401853 
Carinatin-2 mRNA     347  ACCCCACCCTGGGCTCGTTCCTTTTTCTCTGCAATAAAGCTTTGGTTCCAGTGCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 447   
Carinatin-2 CDS      252  ----------------------------------------------------------------------------------------------------- 252   

 
R) T. carinatus Carinatin-2 Kunitz-type Genomic Sequence 
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Stephenin-3 Genomic  1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTTGGAGATTCTGACCCCCGTCTCCAGCAAGGACCGTCCAAGTGAGCTGAGATCTTGAGACCCTTG 110   
Stephenin-2 Genomic  1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGAGGTGCTGACCCCCGTCTCCAGCAAGGACCGTCCAGGTGAGTTGAGACCTTGAGACCCTTG 110   
Stephenin-1 CDS      1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGAGGTGCTGACCCCCGTCTCCAGCAAGGACCGTCCAG------------------------- 85    
Stephenin-1 Protein  1     M  S  S  G  G  L  L  L  L  L  G  L  L  T  L  W  E  V  L  T  P  V  S  S  K  D  R  P                            28  
 
  
Stephenin-3 Genomic  111  GCAGGGAGGGGCTGGAATGATCAGGGTTCTCCCCCAGGAAAGAGAGACCAAAGGGCCTGGTCTAGAAGCCCTGGCTTGGTGGGGCTTCTTCTGGGGAGGTTCTTTTATCT 220   
Stephenin-2 Genomic  111  GCAGGGAGGGGCTGGAATGATCAGGGTTCTCCCCCAGGAAAGAGAGACCAAAGGTCCTGGTCTAGAAGCTCTGGCTTGGTGGGGCTTCTTCTGGGGAGGTTCTTTTATCT 220   
 
  
Stephenin-3 Genomic  221  CACTCTCTCTTTCTTCTGTTTTCTTGTCACAGTCAACCTCAAGCAGTCCCAAAATATTACATTCATTTATACTTTTCTGTAGTCCCCTCTTTTTAAAGACTTCCGGGGTT 330   
Stephenin-2 Genomic  221  CACTCTCTCTTTCTTCTGTTTTCTTGTCACAGTCAACCTCAAGCAGTCCCAAAATATTACATTCATTTATACTTTTCTGTAGTCCACTCTTTTTAAAGACTTCCGGGGTT 330   
 
  
Stephenin-3 Genomic  331  CTTGTTGTGTTGGTAATCTTTTATTCCATTTCTTTTCTTTTTCACATATTTATACGACCAGTAATTTTCCATAAGAACTTAAAAGGGGAAATATCTTTAACCATTAGGTG 440   
Stephenin-2 Genomic  331  CTTGTTGTGTTGGTAATCTTTTATTCCATTTCTTTTCTTTTTCACATATTTATACGACCAGTAATTTTCCATAAGAACTTAAAAGAGGAAATATCTTTAACCATTAGGTG 440   
 
  
Stephenin-3 Genomic  441  GTGCTCTCTATCACTTTCTTTTCAAAGTTCTTTTGTTTTTCATTGTCTTTTCCATAGTACTAACATTAATTTTTGTCCATTCCAGAAAAGTCCAGCATTTTCTGGGGAGG 550   
Stephenin-2 Genomic  441  GTGCTCTCTATCACTTTCTTTTCAAAGTTCTTTTGTTTTTCATTCTCTTTTCCATAGTACTAACATTAATTTTTGTCCATTCCAGAAAAGTCCAGCATTTTCTGGGGAGG 550   
 
  
Stephenin-3 Genomic  551  TTCTTGAGATGGTGATTGGGTGTCAGCTGAACAGGAGATGGAAATGGGAGATGGTCCCTAGAAAGAGATGGATTTTAGGGGAAGGCTGATCTATCTTTATTCAATTTTTC 660   
Stephenin-2 Genomic  551  TTCTTGAGATGGTGATTGGGTGTCAGCTGAACAGGAGATGGAAATGGGAGAGGGTCCCTAGAAAGAGATGGATTTTAGGGGAAGGCTGATCTACCTTTATTCAATTTTTC 660   
 
                                   Exon 2 
 
Stephenin-3 Genomic  661  ACAGAGTTCTGTGAACTGCCTGCTGACTCCGGATCATGTAAAGGCAACTTCCAAGCCTTCTACTACAACCCAGATCAACATCAATGCCTAGAGTTTATTTATGGTGGATG 770   
Stephenin-2 Genomic  661  ACAGAGTTCTGTGAACTGCCTGCTGACCCCGGACCATGTAATGCCTTGTCCCAAGCCTACTACTAAAACGCAGTTCAACATAAATGCCTAAAGTTTAGGTATGGTGGATG 770   
Stephenin-1 CDS      85   ----AGTTCTGTGAACTGCCTGCTGACCCCGGACCATGTAATGCCTTGTCCCAAGCCTACTACTACAACCCAGTTCAACATAAATGCCTAAAGTTTAGGTATGGTGGATG 191   
Stephenin-1 Protein  29       E  F  C  E  L  P  A  D  P  G  P  C  N  A  L  S  Q  A  Y  Y  Y  N  P  V  Q  H  K  C  L  K  F  R  Y  G  G  C 64 
 
                                                                                      Intron 2 
 
Stephenin-3 Genomic  771  CGACGGGAATGCTAACAATTTTAAGACCATAGATGAATGCAAACGCACCTGTGCTGGTAAGTAGGAAAGGAGTTTCAGACTGGCCTTTTCATTGTAAAAGACTTGCTGTC 880   
Stephenin-2 Genomic  771  CAAAGCGAATCCTAACACTTTTAAGACCATAGAGGAATGCAAACGCACCTGTGCTGGTAAGTAGGGAAGGAGTTTCAGAGTGGCCTTTTCATTGAAAAAGACTCGCTGTC 880   
Stephenin-1 CDS      192  CAAAGCGAATCCTAACACTTTTAAGACCATAGAGGAATGCAAACGCACCTGTGCTG------------------------------------------------------ 247   
Stephenin-1 Protein  65     K  A  N  P  N  T  F  K  T  I  E  E  C  K  R  T  C  A                                                         82 
 
 
Stephenin-3 Genomic  881  TCTTAAAATTAGGCATAATGTGGGTTCATGAAACATTGTGGTTCTCACAACAGGCTGTGATTGATTCAATAGAAGGGAATCTTTGTCACTCAGGTTGAACTCTCCAATTT 990   
Stephenin-2 Genomic  881  TCTTAAAATTAGGCATAAGGTGGGTTCATGAAACATTGTGGTTCTCACAACAGGCTGTGATTGATTCAATAGAAGGGAATCTTTGTCACTCAGGTTGAACTCTCCAATTT 990   
 
 
Stephenin-3 Genomic  991  CTGGTGTTCTCTTACACCGGTGGAATCCCACCCCTGAACGGCTGTGTGGTGTCTCCTAGGCCTAGACATTGTCTGGGCACACAGAGGTCTGTCTGGGGTCTTTCAGGCTC 1100  
Stephenin-2 Genomic  991  CTGGTGTTCTCTTACACCGGTGGAATCCCATCCCTGAACGGCTGTGTGGTGTCTCCTAGGCCTAGACATGGTCTGGGCACCCGGAGATCTGTCTGGGGTCTTTCAGGCTC 1100  
 
 
Stephenin-3 Genomic  1101 TCCTTGTGTCCATCAAAGGGAGAATTGATGTAAGGAAAAGGTGTTGTGATGCCAAAACAGGAATTGGTATGGTGGGACCGTTCCTCCTGATAGGTACCCATCCCCACTCT 1210  
Stephenin-2 Genomic  1101 TCCTTGTGTCCCTCAAAGGGAGAATTGATGTAAAGAAAAGGTGTTGTGATGCCAAAGCAGAAATTGGTATGGTGGGACCATTCCTCCTGATAGGTACCCATCCCCACTCT 1210  
 
 
Stephenin-3 Genomic  1211 GTGGAAGCCATGAGACGGACCCTCCATGTCCCTCTCCCACTGGCCCTTGACCTCTCCTCCTTCTGAACCACCATTGGTAGAATGGTGACCCCGCCCCAGGTCAGCTGCTG 1320  
Stephenin-2 Genomic  1211 GTGGAAGCCATGAGACAGACCCTCCATGTCCCTCTCCCACTGGCTCTTGACCTCTCCTCCTTCTGAAACACCATTGGTAGAATGGTGACCCCGCCCCAGGTCAGCTGCTG 1320  
 
 
Stephenin-3 Genomic  1321 TTGGGCACTCTGTTGGAGAAGAGGGTGCTCCTGCCAGCCTGGTCAGGTTGCCAGAGGGGCAATGAGGACTTCCAGAGGAGAGGCCATGACTGAACCCCATGCTCACTTTT 1430  
Stephenin-2 Genomic  1321 TTGGGCACTCTGTTGGAGAAGAGGGTGCTCCTGCCAGCCTGGTCAGGTTGCCAGAGGGGCAATGAGGACTTCCAGAGGAGAGGCCATGACTGAACCCCATGCTCACTTTT 1430  
 
 
Stephenin-3 Genomic  1431 GGGCCAGCGCAGGCCAA-----------GCTCAGGGGACAGGAAGGTCCACCGCTTCACCAGGGGTCTAGAGTGACAATCTCACACTTCTGGCTGTAACAAATGCTCCCT 1529  
Stephenin-2 Genomic  1431 GGGCCAGCGCAGGCCAAAACTGGTCCAAGCTCAGGGGACAGGAAAGTCCACAGCTTCACCAGGGGTCTAGAGTGACAATCTCACACTTCTGGCTGTAACAACTGCTCCCT 1540  
 
 
Stephenin-3 Genomic  1530 GTGTGAATTGGGCAGTACAA---------------GTGAACCTGTCCTTCTCTGTGCTCCAAGCACTCCAAGCCTTGTGGTCTCCTAGAAAAAGAGGATGGGGAAAAGAT 1624  
Stephenin-2 Genomic  1541 GTGTGAATTGGGCAGTACAATTGGGCAGGCTCCCTTTGAACCTGTCCTTCTCTGTGCTCCAAGCACTCCAAGCCTTGTGGTCTCCTAGAAAAAGAGGATGGGGAAAAGAT 1650  
 
 
Stephenin-3 Genomic  1625 GCTGGAGGTCATGTAGTCCAGCGGTCCCCAATCCACAGTCCATGGACCAGCACTGGGCCGTGGAGTGCCAGAAAGCTGCCCTAGCAAACAAGGGAAGCCCCATCTGTGGA 1734  
Stephenin-2 Genomic  1651 GCTGGAGGTCATGTAGTCCAGCGGTCCCCAATCCACAGTCCATGGACCAGCACTGGGCCGTGGAGTGCCAGAAAGCTGCCCTAGCAAACAAGGGAAGCCCCATCTGTGGA 1760  
 
 
Stephenin-3 Genomic  1735 ATTCAGGCAGCATGCAAAACCACATCCCTTCTGGTCGGCAGGAAAACCTTTCCCCACGGAACCGGTCCCAGGTGACCAAAAGGTTGGGAGCCCCTGATCTAGTCCCCCCT 1844  
Stephenin-2 Genomic  1761 ATTCAGGCAGCATGCAAAACCACATCCCTTCCGGTCGGCAGGAAAACCTTTCCCCACGGAACCGGTCCCAGGTGACCAAGCGGTTGGGGCCCCCTGATCTAGTCCCCCCT 1870  
 
 
Stephenin-3 Genomic  1845 CCTTCCAGCGCAGAAATCCTCAGAGCTTCCTGGAGAGATTCTGTCCCACCTTTGCTTGGAACCCCCAGTGATGGAGCCTCACAAGTCCAGGAGGGAGGCTGCTGCCCCAT 1954  
Stephenin-2 Genomic  1871 CCTTCCAGCGCAGAAATCCTCAGAGCTTCCTGGAGAGATTCTGTCCCACCTTTGCTTGGAACCCCCAGTGATGGAGCCTCACAAGTCCAGGAGGGAGGCTGCTGCCCCAT 1980  
 
 
Stephenin-3 Genomic  1955 TGCTCCCTGGCTGTCTCCCCATTAGGCCATTCCCCCTGAATTTCAGCTTCGGGTTTCCATGGTTCTAAGATTAGTTGGGTGACACATTGGAGGCAGTTCTGGGCAGAAAC 2064  
Stephenin-2 Genomic  1981 TGCTCCCTGGCTGTCTCCCCATTAGGCCATTCCCCCTGAATTTCAGCTTCGGGTTTCCATGGTTCTAAGATTAGTTGGGTGACACATTGGAGGCAGTTCTGGGCAGAAAC 2090  
 
                                                         Exon 3 
 
Stephenin-3 Genomic  2065 CTCATATCCGGATGTTTGTTTTTACAGCATGACCAA 2100 EU401854 
Stephenin-2 Genomic  2091 CTCATATCCGGATGTTTGTTTTTACAGCATGACCAA 2126 EU401855 
Stephenin-1 CDS      247  ---------------------------CCTGA---- 252   
Stephenin-1 Protein  83                              A  *      83 

 
S) H. stephensii Stephenin-2 and -3 Kunitz-type Genomic Sequences 
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                           ....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....| 
Superbinin-1 Genomic  1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGAGGTGCTGACCCCCGTCTCCAGCAAGGACCGTCCAGGTGAGTTGAGATCTTGAGACCCTTG 110   
Superbinin-1 CDS      1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGAGGTGCTGACCCCCGTCTCCAGCAAGGACCGTCCAG------------------------- 85    
Superbinin-4 Genomic  1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGAGGTGTTGACCCCCGTCTCCAGCAAGGACCGTCCAAGTGAGTTGAGATATTGAGACCCTTG 110   
Superbinin-4 CDS      1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGAGGTGTTGACCCCCGTCTCCAGCAAGGACCGTCCAA------------------------- 85    
Superbinin-4 Protein  1     M  S  S  G  G  L  L  L  L  L  G  L  L  T  L  W  E  V  L  T  P  V  S  S  K  D  R  P                            28  
 
 
Superbinin-1 Genomic  111  GCAGGGAGGGGCTGGAATGATCAGGGTTCTCCCCCAGGAAAGAGAGACCAAAGGGCCTGGTCTAGAAGCTCTGGCTTGGTGGGGCTTCTTCTGGGGAGGTTCTTTTATCT 220   
Superbinin-4 Genomic  111  GGAGGGCGGGGCTGGAATGATCAGGGTTCTCCCCCAGGAAAGAGAGACCAAAGGGCCTGGTCTAGAAGCCCTGGCTTGGTGGGGCTCCTTCTGGGGAGGTTCTTTTATCT 220   
 
 
Superbinin-1 Genomic  221  CACTCTCTCTTTCTTCTGTTTTCTTGTCACAGTCAACCTCAAACAGTCCCAAAATATTACATTCATTTATACTTTTCTGTAGTCCCCCTTTTTTAAAGACTTCCGGGGTT 330   
Superbinin-4 Genomic  221  CACTCTCGCTTTCTTCTGTTTTCTTGTCACAGTCAACCTCAAACAGTCCCAAAATATTACATTCATTTATACTTTTCTGTACTCCCCTCCTTTTAAAGACTTCT-GGGTT 329   
 
  
Superbinin-1 Genomic  331  CTTGTTGTGTTGGTAATCTTTTATTCCATTTCTTTTCTTTTTCACATATTTATACGACCAGTAATTTTCCATAAGAACATAAAAGAGGAAATATCTTTAACCATTAGGTG 440   
Superbinin-4 Genomic  330  TTTGTTGTGTTCGTAATCTTTTATTCCATTTCTTTTTGTTTTCACATATTTATACCACCAGTAATTTTCCATAAGAACATAAAAGAGGAAATATCTTTAACCATTAGGTG 439   
 
 
Superbinin-1 Genomic  441  GTGCTCTCTATCACTTTCTTTTCAAAGTTCTTTTGTTTTTCATTCTCTTTTCAATAGTACTGACATTAAGTTTTGTCCATTCCAGAAAAGTCCAGCATTTTCTGGGGAGG 550   
Superbinin-4 Genomic  440  GTGCTCTCTATCACTTTCTTTTCAAAGTTCTTTTGTTTTTCATTCTCTTTTCCATAGTACTAACATTAATTTTTGTCCATTCCAGAAAAGTGCAGCATTTTCTGGGGAGG 549   
 
 
Superbinin-1 Genomic  551  TTCTTGAGATGGTGATGGGGTGTCAGCTGAACAAAAGATGGAAATGGGAGAGGGTCCCTAGAAAGAGATGGATTTTAGGGGAAGGCTGATCTATCTTTATTCAATTTTTC 660   
Superbinin-4 Genomic  550  TTCTTGAGACGGTGATTGGGTGCCAGCTGAACAGGAGATGGAAATGGGAGAGGGTCCCTAGAAAGAGATGGATTTTAGGGGAAGGCTGATCTATCTTTATTCAATTTTTC 659   
 
                                   Exon 2 
 
Superbinin-1 Genomic  661  ACAGAGTTCTGTAAACTGCCTGCTGACACCGGACGATGTAAAGGCAAATTCCCAGCCTTCTACTACCACCCAGTTCATCGTACATGCCTAGAGTTTATTTATGGTGGATG 770   
Superbinin-1 CDS      85   ----AGTTCTGTAAACTGCCTGCTGACACCGGACGATGTAAAGGCAAATTCCCAGCCTTCTACTACCACCCAGTTCATCGTACATGCCTAGAGTTTATTTATGGTGGATG 191   
Superbinin-4 Genomic  660  ACAGACTTCTGTCATCTGCCTCATGACACCGGACCATGTAAACGCAACACCCAAGCCTTCTACTACAACCCAGTTTATCATACATGCCTAAAGTTTATTTATAGTGGATG 769   
Superbinin-4 CDS      85   ----ACTTCTGTCATCTGCCTCATGACACCGGACCATGTAAACGCAACACCCAAGCCTTCTACTACAACCCAGTTTATCATACATGCCTAAAGTTTATTTATAGTGGATG 191   
Superbinin-4 Protein  29       N  F  C  H  L  P  H  D  T  G  P  C  K  R  N  T  Q  A  F  Y  Y  N  P  V  Y  H  T  C  L  K  F  I  Y  S  G  C 64 
 
                                                                                       Intron 2 
 
Superbinin-1 Genomic  771  CAAAGGGAATCCTAACAATTTTAAGACCATAGATGAATGCGAACGCACCTGTGCTGGTAAGTAGGGAAGGAGTTCCAGACTTGCCTTTTCATTGAAAAAGACTCCCTGTC 880   
Superbinin-1 CDS      192  CAAAGGGAATCCTAACAATTTTAAGACCATAGATGAATGCGAACGCACCTGTGCTG------------------------------------------------------ 247   
Superbinin-4 Genomic  770  CGAAGGGAATGCTAACAATTTTAAGACCATAGATGAATGCAAACGCACCTGTGCTAGTAAGTAGGGAAGGAGTTCCAGACTGGCCTTTTTGTTGAAAAAGACTCGCTGTC 879   
Superbinin-4 CDS      192  CGAAGGGAATGCTAACAATTTTAAGACCATAGATGAATGCAAACGCACCTGTGCTA------------------------------------------------------ 247   
Superbinin-4 Protein  65     E  G  N  A  N  N  F  K  T  I  D  E  C  K  R  T  C  A                                                         82 
 
 
Superbinin-1 Genomic  881  TCTTAAAAATAGGCATAAGGTGGGTTCATGAAACATTGTGGTTCTCACAACAGGCTGTGATTGATTCAATAGAAGGGAATCTTTGCCACACTGGTTGAACTCTCCAATTT 990   
Superbinin-4 Genomic  880  TCTCAAAATTAGGCATAAGGTGGGTTCATGAAACATTGTGGTTCTCACAACAGGCGGTGATTGATTCAATAGAAGGGAATCTTTGCCACTCAGGTTGAACTCTCCAATTT 989   
 
 
Superbinin-1 Genomic  991  CTGGTGTTCTCTTTCCCCGGTGGAATCCCACCCCTGAATGGCTGTGTGGTGTCTCCTAGGCCTAGACATGGTCTGGGCACCCAGAAGTCTTTCAAGGGTCTTTCAGGCTC 1100  
Superbinin-4 Genomic  990  CTGGTGTTCTCTTACACCAGTGGAATCCCACCCCTGAACGGCTGTGTGGTGTCTCCTAGGCCTAGACATGGTCTGGGCACCCGGAGGTCTGTCTGGCGTCTTTCAGGCTC 1099  
 
 
Superbinin-1 Genomic  1101 TCCTTGTGTCCATCAAAGGGAGAATTGATGTAAGGAAAAGGTGTTGTGATGCCAAAGCAGAAATTGGTATGGTGGGACTGTTCCTCCTGATAGGTACCCATCCCCACTCT 1210  
Superbinin-4 Genomic  1100 TCCTTGTGTCCATCAAAGGGAGAATTGATGTAAAGAAAAGGCGTCGTGATGCCAAAGCAGAAATTGGTATGGTGGGGCCGTTCTTCCTGGTAGGTACCCATCCCCACTCT 1209  
 
 
Superbinin-1 Genomic  1211 GTGAAAGCCAGGAGACAGACCCTCCATGTCCCTCTCCCACTGGCTCTTGACCTCTCCTCCTTCTGAACCACCATGGGTAGAATGGTGACCCCGCCCCAGGTCAGCTGCTG 1320  
Superbinin-4 Genomic  1210 GTGGAAGCCAGGAGACGGACCCTCCATGTCCCTCTCCCACTGGCTCTTGACCTCTCCTCCTTCTGAACCACCATTGGTAGAATGGTGACCCCGCCCCAGGTCAGCTGCTG 1319  
 
 
Superbinin-1 Genomic  1321 TTGGGCACTCTGTTGGAGAAGAGGGTGCTCCTGCCAGCCTGGTCAAGTTGCCAGAAGGGCAATGAGGACTTCCAGAGGAGAGGCCATGACTGAACCCCATGCTCACTTTT 1430  
Superbinin-4 Genomic  1320 TTGGGCACTCTGTTGGAGAAGAGGGTACTCTTGCCAGCCTGGTCAAGTTGCCAGAAGGGCAATGAGGACTTCCAGAGGAGAGGCCATGACTGAACCCCATGCTCACTTTT 1429  
 
 
Superbinin-1 Genomic  1431 GGGCCAGCGCAGGCCAAAACTGGTCCAAGCTCAGGGGACAGGAAGGTCCACAGCTTCACCAGGGG-TCTAGAGTGACAATCTCACACTTCTGGCTGTAACAAATGCTCCC 1539  
Superbinin-4 Genomic  1430 GGGCCAGCACAGGCCAAAACTGGTCCAAGCTCAGCGGACAGGAAGGTCCACAGCTTCACCAGGGGATCTAGAGTGACAATCTCACACTTCTGGCTGTAACAAATGCTCCC 1539  
 
 
Superbinin-1 Genomic  1540 TGTGCGAATTGGGCAGTACAAGTGAAGCT--------------------------------------------------------------------------------- 1568  
Superbinin-4 Genomic  1540 TGTGCGAATTGGGCAGTACAAGTGAACCTGTCCTTCTCTGTGCTCCAAGCACTCCAAGCCTTGCGGTCTCCTAGAAAAAGAGGATGGGGGAAAGATGCTGGAGGTCATGT 1649  
 
Superbinin-1 Genomic  1568 -------------------------------------------------------------------------------------------------------------- 1568  
Superbinin-4 Genomic  1650 AGTCCAGGGGTCCCCAACCCACAGTCCATGGACCAGCACTTGGCTGTGGAGTGCCAGAAAGCTGCCCTAGCAAACAAGGGAAGCCCCATCTGTGGGATGCAGGCAGCATG 1759  
 
 
Superbinin-1 Genomic  1568 ------------------------------------------------------------------------------------------------CCTTCCAGCGCAGA 1582  
Superbinin-4 Genomic  1760 CAAAACCACACCCCTTCCGGTCGGCAGGAAAACCTTTCCCCACAGAACCGGTCCCAGGTGACCAAGTGGTTGGGAGCCCCTGATCTAGTCCACCCTCCTTCCAGCGCAGA 1869  
 
 
Superbinin-1 Genomic  1583 AATCCTCAGAGCTTCCTGGAGAGGTTCTGTCCCACCTTTGCTGGGAACCCCCAGTGATGGAGCCTCACAAGTCCAGGGGGGAGGCTGCTGCCCCATTGCTCCCTGGCTGT 1692  
Superbinin-4 Genomic  1870 AATCCTCAGAGCTTCCTGGAGAGATTCTGTCCCACCTTTGCTTGGAACCCCCAGTGATGGAGCCTCACAAGTCCAGGGGGGAGGCTGCTGCCCCATTGCTCCCTGGCTGT 1979  
 
 
Superbinin-1 Genomic  1693 CTCCCAATTAGGCCATTCCTCCTGAATTT---CCAT-GGTTTCCATGGTTCTAAGATTAGTCGGGTGACGCATTGGAGGCAGTTCTGGGCAGAAACCTCATATACGGATG 1798  
Superbinin-4 Genomic  1980 CTCCCAATTAGGCCATCCCTCCTGAATTTCAGCTTTGGGTTTCCATGGTTCTAAGATTAGGCAGGTGACACATTGGAGGCAGTTCTGGGCAGAAACCTCATATCCGGATG 2089  
 
                                            Exon 3 
 
Superbinin-1 Genomic  1799 TTTGTTTTTACAGCATGACCAA 1820 EU401856 
Superbinin-1 CDS      247  -------------CCTGA---- 252   
Superbinin-4 Genomic  2090 TTTGTTTTTACAGCATGACCAA 2111 EU401857 
Superbinin-4 CDS      247  -------------CATGA---- 252   
Superbinin-4 Protein  83                T  *      83 

 
T) A. superbus Superbinin-1 and -4 Kunitz-type Genomic Sequences 
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Vestiginin-1 Genomic  1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGCAGAGCTGACCCCCGTCTCCAGCAAGGACCGTCCAGGTGAGTTGAGATCTTGAGATCCTTG 110   
Vestiginin-1 CDS      1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGCAGAGCTGACCCCCGTCTCCAGCAAGGACCGTCCAG------------------------- 85    
Vestiginin-2 Genomic  1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGCAGAGCTGACCCCCGTCTCCAGCAAGGACCGTCCAGGTGAGTTGAGATCTTGAGATCCTTG 110   
Vestiginin-2 CDS      1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGCAGAGCTGACCCCCGTCTCCAGCAAGGACCGTCCAG------------------------- 85    
Vestiginin-3 Genomic  1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGCAGAGCTGACCCCCGTCTCCAGCAAGGACCTTCCAGGTGAGTTGAGATCTTGAGATCCTTG 110   
Vestiginin-3 CDS      1    ATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGCAGAGCTGACCCCCGTCTCCAGCAAGGACCTTCCAG------------------------- 85    
 
 
Vestiginin-1 Genomic  111  GCCGGGAGGGGCTGGAATCAACAGGGTTCTCCCCCAGGAAAGAGAGACCAAAGGGCCTGGTCTAAAAGTTCTGGCTTGGTGGGGCGTCTTCTGGGGAGGTTCTTTTATCT 220   
Vestiginin-2 Genomic  111  GCCGGGAGGGGCTGGAATCAACAGGGTTCTCCCCCAGGAAAGAGAGACCAAAGGGCCTGGTCTAAAAGTTCTGGCTTGGTGGGGCGTCTTCTGGGGAGGTTCTCTTATCT 220   
Vestiginin-3 Genomic  111  GCCGGGAGGGGCTGGAATCAACAGGGTTCTCCCCCAGGAAAGAGAGACCAAAGGGCCTGGTCTAGAAGCTCTGGCTTGGTGGGGCGTCTTCTGGGGAGGTTCTCTTATCT 220   
 
 
Vestiginin-1 Genomic  221  CACTCTCTCTTTCTTCTCTTTTCTTGTCACAGTCAACCTCAAACAGTCC-AAAATACTACATTCTTTTACACTTTTCTATAGTCCCCTCTTTTTAAAGACTTCCAGGGTT 329   
Vestiginin-2 Genomic  221  CACTCTCTCTTTCTTCTCTTTTCTTGTCACAGTCAACCTCAAACAGTCC-AAAATACTACATCCTTTTATACTTTTCTATAGTCCCCTCTTTTTAAAGACTTCCAGGGTT 329   
Vestiginin-3 Genomic  221  CACTCTCTCTTTCTTCTCTTTTCTTGTCACAGTCAACCTCAAACAGTCCCAAAATATTACATTCTTTTATACTTTTCTGCAGTCCCCTCTTTTTAAAGACTTCCAGGGTT 330   
 
 
Vestiginin-1 Genomic  330  CTTGTTATGTTGGTAATCTTTTATTCCATTTCTTTTCTTTTTCACATATTTAGACGACCAGTAATTTTCCATAAGAACATAAAAGAGGAAATATCTTTAACCATTAGGTG 439   
Vestiginin-2 Genomic  330  CTTGTTATGTTGGTAATCTTTTATTCCATTTCTTTTCTTTTTCACATATTTAGACGACCAGTAATTTCCCATAAGAACATAAAAGAGGAAATATCTTTAACCATTAGGTG 439   
Vestiginin-3 Genomic  331  CTTGTTGTGTTGGTAATCTTTTATTCCATTTCTTTTCTTTTTCACATATTTAAGCGACCAGTAATTTTCCATAAGAACATAAAAGAGGAAATATCTTTAACCATTAGGTG 440   
 
 
Vestiginin-1 Genomic  440  GTCCTCTCTATCACTTTCTTTTCAAACTTCTTTTGTTTTTCATTCTCTTTTCCGTAGTACTAACATTAAGTTTTGTCCATTCCAGGAAAGCCCAGCATTTTCTGGGGAAG 549   
Vestiginin-2 Genomic  440  GTCCTCTCTATCACTTTCTTTTCAAACTTCTTTTGTTTTTCATTCTCTTTTCCGTAGTACTAACATTAAGTTTTGTCCATTCCAGGAAAGCCCAGCATTTTCTGGGGAAG 549   
Vestiginin-3 Genomic  441  GTTCTCTCTATCACTTTCTTTTCAAACTTCTTTTGTTTTTCAT-CTCTTTTCCGTAGTACTAGCATTAAGTTTTATCCATTCCAGAAAAGTCCAGCATTTCCTGGGGAAG 549   
 
 
Vestiginin-1 Genomic  550  TTCTTGAGATGGTGATTGGGTGTCAGCTGAACAGGAGATGGAAATGGGAGGGGGTCCCTAGAAAGAGATGGGTTTTAGGGGAAGGCTGATCTATCTTTCTTCAATTTTTC 659   
Vestiginin-2 Genomic  550  TTCTTGAGATGGTGATTGGGTGTCAGCTGAACAGGAGATGGAAATGGGAGGGGGTCCCTAGAAAGAGATGGGTTTTAGGGGAAGGCTGATCTATCTTTCTTCAATTTTTC 659   
Vestiginin-3 Genomic  550  TTCTTGAGATGGTGATTGGGTGTCAGCTAAACAGGAGATGGAAATGGGAGGGGGTCCCTAGAAAGAGATGGGTTTTAGGGGAAGGCTGATCTATCTTTCTTCAATTTTTC 659   
 
                                Exon 2 
 
Vestiginin-1 Genomic  660  ACAGAGTTCTGTGAACTGCCTCCTGACCGTGGAACATGTATGGGCTTTTTACAAGCCTTCTACTACAACCCAAGTCAAAATAAATGCCTACCGTTTATGTTTGGTGGATG 769   
Vestiginin-1 CDS      85   ----AGTTCTGTGAACTGCCTCCTGACCGTGGAACATGTATGGGCTTTTTACAAGCCTTCTACTACAACCCAAGTCAAAATAAATGCCTACCGTTTATGTTTGGTGGATG 191   
Vestiginin-2 Genomic  660  ACAGAGTTCTGTGAACTGCCTCCTGACCGTGGAACATGTATGGGCTATTCCCAAGCATTCTACTACAACCCAAGTCAAAATAAATGCCTACCGTTTATGTTTGGTGGATG 769   
Vestiginin-2 CDS      85   ----AGTTCTGTGAACTGCCTCCTGACCGTGGAACATGTATGGGCTATTCCCAAGCATTCTACTACAACCCAAGTCAAAATAAATGCCTACCGTTTATGTTTGGTGGATG 191   
Vestiginin-3 Genomic  660  ACAGAGATCTGCAAACTGCCTAAGGAACCCGGACCATGTAGAAGCTACTTGCTATATTTCTACTACAACTCAGTTGAACATAAATGCCAAACGTTTCATTATGGTGGATG 769   
Vestiginin-3 CDS      85   ----AGATCTGCAAACTGCCTAAGGAACCCGGACCATGTAGAAGCTACTTGCTATATTTCTACTACAACTCAGTTGAACATAAATGCCAAACGTTTCATTATGGTGGATG 191   
 
                                                                               Intron 2 
 
Vestiginin-1 Genomic  770  CAAAGCGAATCCTAACAATTTTAAGACCCTAGAGGAATGCAAACGCACCTGTGCTGGTAAGTAGGGAAGGAATTCCAGACTGGCCTTTTCATTGAAAAAGACTCGCTGTC 879   
Vestiginin-1 CDS      192  CAAAGCGAATCCTAACAATTTTAAGACCCTAGAGGAATGCAAACGCACCTGTGCTG------------------------------------------------------ 247   
Vestiginin-2 Genomic  770  CAAAGCGAATCCTAACAATTTTAAGACCCTAGAGGAATGCAAACGCACCTGTGCTGGTAAGTAGGGAAGGAATTCCAGACTGGCCTTTTCATTGAAAAAGACTCGCTTTC 879   
Vestiginin-2 CDS      192  CAAAGCGAATCCTAACAATTTTAAGACCCTAGAGGAATGCAAACGCACCTGTGCTG------------------------------------------------------ 247   
Vestiginin-3 Genomic  770  CGAAGGGAATGAAAACAGGTTTCACACCATAGAGGAATGCAAAAGCACCTGTGCTGGTAAGTAGGGAAGGAATTCCAGACTGACCTTTTCATTGAAAAAGACTCGCTGTC 879   
Vestiginin-3 CDS      192  CGAAGGGAATGAAAACAGGTTTCACACCATAGAGGAATGCAAAAGCACCTGTGCTG------------------------------------------------------ 247   
 
 
Vestiginin-1 Genomic  880  TCTTAAAATTAGGCATAAGGTGGGTTCATGAAACAATGTGGTTCTTACAAAAGGCTGTGATTGATTCAATAGAAGAGAATCTTTGCCACTCAGGTTGAACTCCCCAATTT 989   
Vestiginin-2 Genomic  880  TCTTAAAATTAGGCATAAGGTGGGTTCATGAAACATTGTGGTTCTTACAAAAGGCTGTGATTGATTCAATAGAAGAGAATCTTTGCCACTCAGGTTGAACTCCCCAATTT 989   
Vestiginin-3 Genomic  880  TCTTAAAATTAGGCATAAGGTGAGTTCATGGAACATTGTGGTTCTTACAAAAGGCTGTGATTGATTCAATAGAAGAGAATCTTTGCCACTCAGGTTGAACTCCCCAATTT 989   
 
 
Vestiginin-1 Genomic  990  CTGGTGTTCTCTTAGACCGGTGGAATCCCACCCCTGAACAGCTGTGTGGGGTCTCCTAGGCCTAGACATGGTCTGGGCACTGGGAGGTCTGTCTGGGGTCTTCCAGGCTC 1099  
Vestiginin-2 Genomic  990  CTGGTGTTCTCTTAGACCGGTGGAATCCCACCCCTGAATGGCTGTGTGGGGTCTCCTAGGCCTAGACATGGTCTGGGCACTCGGAGGTCTATCTGTGGTCTTCCAGGCTC 1099  
Vestiginin-3 Genomic  990  CTGGTGTTCTCTTAGACCGGTGGAATCCCACCCCTGAATGGCTGTGTGGGGTCTCCTAGGCCTAGACATGGTCTGGGCACTCGGAGGTCTATCTGTGGTCTTCCAGGCTC 1099  
 
 
Vestiginin-1 Genomic  1100 TCCTTGTGTCCATCAAAGGGAGAATTGATGTAAAGAAAAGGTGTTTTGATGCCAAAGCAGAAATTGGTGTGATGGGGCCGTTCTTCCTGATAGGTACCCATCCCCACCCA 1209  
Vestiginin-2 Genomic  1100 TCCTTGTGTCCATCAAAGGGAGAATTGATGTAAAGAAAAGGTGTTGTGATGCCAAAGCAGAAATTGGTGTGGTGGGGCCGTTCTTCCTGATAGGTACCCATCCCCACCCA 1209  
Vestiginin-3 Genomic  1100 TCCTTGTGTCCATCAAAGGGAGAATTGATGTAAAGAAAAGGTGTTGTGATGCCAAAGCAGAAATTGGTGTGGTGGGGCCGTTCTTCCTGATAGGTACCCATCCCCACCCA 1209  
 
 
Vestiginin-1 Genomic  1210 GTGGAAGCCATGAGACGGACCCTCCATGTCTCTCTCCCACAGGCTCTTGACCTCTCCTCCTTCTGTACCACCATTGGGAGAATGGTGACCCCGCCTGAGGTCAGCTGCTG 1319  
Vestiginin-2 Genomic  1210 GTGGAAGCCATGAGACGGACCCTCCATGTCTCTCTCCCACAGGCTCTTGACCTCTCCTCCTTCTGAGCCACCATTGGGAGAATGGTGACCCCGCCTGAGGTCAGCTGCTG 1319  
Vestiginin-3 Genomic  1210 GTGGAAGCCATGAGACGGACCCTCCATGTCTCTCTCCCACAGGCTCTTGACCTCTCCTCCTTCTGAGCCACCATTGGGAGAATGGTGACCCCGCCTGAGGTCAGCTGCTG 1319  
 
 
Vestiginin-1 Genomic  1320 TTGGGCACTCTGTTGGAGGAGAGGGTGCCCCTGCCAGCCTGGTCAGGTTGCCAGAAGGGAAAGGAGGACTTCCAGAGGAGAGGCCATGACTGAACCCCATGCTCACTTTT 1429  
Vestiginin-2 Genomic  1320 TTGGGCACTCTGTTGAAGGAGAGGGTGCCCCTGCCAGCCTGGTCAGGTTGCCAGAAGGGCAAGGAGGACTTCCAGAGGAGAGGCCATGACTGAACCCCATGCTCACTTTT 1429  
Vestiginin-3 Genomic  1320 TTGGGCACTCTGTTGAAGGAGAGGGTGCCCCTGCCAGCCTGGTCAGGTTGCCAGAAGGGCAAGGAGGACTTCCAGAGGAGAGGCCATGACTGAACCCCATGCTCACTTTT 1429  
 
 
Vestiginin-1 Genomic  1430 GGGCCAGCGCAGCCCAGAACCAGTCCAAGCTCAGGGGACAGGAAGGTCTACAGCTTCACCCAGTGGGTCTAGAGTGACAATCTCACACTTCTGGCTGTAACAAATGCTCC 1539  
Vestiginin-2 Genomic  1430 GGGCCAGCGCAGGCCAGAACCAGTCCAAGCTCAGGGGACAGGAAGGTCTACAGCTTCACCCAGTGGGTCTAGAGTGACAATCTCACACTTCTGGCTGTAACAAATGCTCC 1539  
Vestiginin-3 Genomic  1430 GGGCCAGCGCAGGCCAGAACCAGTCCAAGCTCAGGGGACAGGAAGGTCTACAGCTTCACCCAGTGGGTCTAGAGTGACAATCTCACACTTCTGGCTGTAACAAATGCTCC 1539  
 
 
Vestiginin-1 Genomic  1540 CTGTGCGAATTGGGCAGCTCAAGTGTGCCTGTCCTTCTCTGTGCTCCAAGCACTCCAAGCCTTGTGGTCTCCTAGAAGAAGAGGATGGGGAAAAGATGCTGGAGGTCCTG 1649  
Vestiginin-2 Genomic  1540 CTGTGCGAATTGGGCAGCTCAAGTGTGCCTGTCCTTCTCTGTGCTCCAAGCACTCCGAGCCTTGTGGTCTCCTAGAAGATGAGGATGGGGAAAAGATGCTGGAGGTCCTG 1649  
Vestiginin-3 Genomic  1540 CTGTGCGAATTGGGCAGCTCAAGTGTGCCTGTCCTTCTCTGTGCTCCAAGCACTCCGAGCCTTGTGGTCTCCTAGAAGATGAGGATGGGGAAAAGATGCCGGAGGTCCTG 1649  
 
 
Vestiginin-1 Genomic  1650 TAGTCCAGGGGTCCTCAATCCACAGTCCATGGACCAGCACTGGGCCGTGGGGTGCCAGAAAGCTGTCCTAGCAAACAAGGGAAACCCCATCTGTGGAATTCAGGCAGCAT 1759  
Vestiginin-2 Genomic  1650 TAGTTCAGGGGTCCCCAATCCACAGTCCATGGACCAGCACTGGGCTGTGGGGTGCCAGAAAGCTGTCCTAGCAAACAAGGGAAGCCCCATCTGTGGAATTCAGGCAGCAT 1759  
Vestiginin-3 Genomic  1650 TAGTCCAGGGGTCCTCAATCCACAATCCATGGACCAGCACTGGGCCGTGGGGTGCCAGAAAGCTGTCCTAGCAAACAAGGGAAGCCCCATCTGTGGAATTCAGGCAGCAT 1759  
 
 
Vestiginin-1 Genomic  1760 GCAAAACCACACCCCTTCCGGTCAGCAGGAAAACCTTTCCCCACGGAACTGGTCCCAGGTGACCAAACGATTGGAGGCCCCTGATCTAGTCCACCCTCCTTCCAGCACAG 1869  
Vestiginin-2 Genomic  1760 GCAAAACCACACCCCTTCCGGTCAGCAGGAAAACCTTTCCCCACGGAACTGGTCCCAGGTGACCAAACGATTGGAGGCCCCTGATCTAGTCCACCCTCCTTCCAGCGCAG 1869  
Vestiginin-3 Genomic  1760 GCAAAACCACACCCCTTCCGGTCAGCAGGAAAACCTTTCCCCACGGAACTGGTCCCAGGTGACCAAACGATTGGAGGCCCCTGATCTAGTCCACCCTCCTTCCAGCACAG 1869  
 
 
Vestiginin-1 Genomic  1870 AAATCCTCAGAGCTTCCTGGAGAGATTCTGTCCCACCGTTGCTTGGAACCCC-GAGAGATTGACCCTCGCCAGTCCAGGGGGGAGGCTGCTGCCCCATTACTCCCTGGCT 1978  
Vestiginin-2 Genomic  1870 AAATCCTCAGAGCTTCCTGGAGAGATTCTGTCCCACCGTTGCTTGGAACCCCCCAGAGATTGACCCTCGCCAGTCCAGGGGGGAGGCTGCTGCCCCATTACTCCCTGGCT 1979  
Vestiginin-3 Genomic  1870 AAATCCTCAGAGCTTCCTGGAGAGATTCTGTCCCACCGTTGCTTGGAACCCC-GAGAGATTGACCCTCGCCAGTCCAGGGGGGAGGCTGCTGCCCCATTACTCCCTGGCT 1978  
 
 
Vestiginin-1 Genomic  1979 GTCTCCCAATTGGGCCATTCCCCCTGAATTTCACCTTTGGGCTTCCATGGTTCTACGATGAGGCAGGTGACGCATTGGAGGCAGTTCTGTGCAGAAACCTCATATCTTGA 2088  
Vestiginin-2 Genomic  1980 GTCTTCCAATTAGGCCACTCCCCCTGAATTTCACCTTTGGGCTTCCATGGTTCTACGATGAGGCAGGTGACGCATTGGAGGCAGTTCTGTGCAGAAACCTCATATCTTGA 2089  
Vestiginin-3 Genomic  1979 GTCTCCCAATTAGGCCATTCCCCCTGAATTTCACCTTTGGGCTTCCATGGTTCTACGATGAGGCAGGTGACGCATTGGAGGCAGTTCTGTGCAGAAACCTCATATCTTGA 2088  
 
                                           Exon 3 
 
Vestiginin-1 Genomic  2089 TGTTTGTTTTTTGCAGCATAACCAATGAGGAGACCCTCCTGGATTGGATC 2138 EU401858 
Vestiginin-1 CDS      247  ----------------CATAA----------------------------- 252   
Vestiginin-2 Genomic  2090 TGTTTGTTTTTTGCAGCATAACCAATGAGGAGACTCTCCTGGATTGGATC 2139 EU401859 
Vestiginin-2 CDS      247  ----------------CATAA----------------------------- 252   
Vestiginin-3 Genomic  2089 TGTTCGTTTTTTGCGGCATAACCAATGAGGAGACCCTCCTGGATTGGATC 2138 EU401860 
Vestiginin-3 CDS      247  ----------------AATGA----------------------------- 252   

 
U) D. vestigiata Vestiginin-1, -2 and -3 Kunitz-type Genomic Sequences 
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                               Exon 1 and Propeptide                                                   Mature       Intron 1 
                                    10        20        30        40        50        60        70        80        90       100       110                    
                           ....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....| 
As BPTI-like Genomic  1    GAGCTTCATCATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGCAGAGCTGACCCCCGTCTCTGGCCAGGATCGTCCAAGTGAGCTTTCTGAAT 110   
TSPI Genomic          1    GAGCTTCATCATGTCTTCTGGAGGTCTTCTTCTCCTGCTGGGACTCCTCACCCTCTGGGCGGAGCTGACCCCCGTCTCCGGCCAGGACCGTCCAAGTGAGCTTTCAGAAA 110   
TSPI mRNA             1    GAGCTTCATCATGTCTTCTGGAGGTCTTCTTCTTCTGCTGGGACTCCTCACCCTCTGGGAGGTGCTGACCCCCGTCTCCAGCAAGGACCGTCCAA--------------- 95    
TSPI CDS              1    ----------ATGTCTTCTGGAGGTCTTCTTCTTCTGCTGGGACTCCTCACCCTCTGGGAGGTGCTGACCCCCGTCTCCAGCAAGGACCGTCCAA--------------- 85    
TSPI Protein          1               M  S  S  G  G  L  L  L  L  L  G  L  L  T  L  W  E  V  L  T  P  V  S  S  K  D  R  P                  28  
 
  
As BPTI-like Genomic  111  GATCTTGAAACCCTTTGCAGGGAGCGGCTGAAGTGATCAGAGTTTTCCCCCAGGGAAGAGAAACCAAAGACCCCAGTCTAGAACCTCTGGCTTGGTGGGGCTTCTTCTGG 220   
TSPI Genomic          111  GATCTGGAGACCCTTGGAAGGGAGGGGCTGAAGTGATCCAAGTCCTCCCCCAGGAAAGGGAAACCAAAGACCCCAGTCTAGAACCTCTGGCTCGGTGGGGCTTCTCCTGG 220   
 
  
As BPTI-like Genomic  221  GGAGGTTCTTGAGATGGTGGTTGGGTGTCAGCTGAACAGGAGACAGAAATGGGAGGGGGTCCCAAGAAAGAGAGATGCAGTTTTAGGGGAAGACTGACCTATCTTGACTC 330   
TSPI Genomic          221  GGAGGTTCTTGAGATGGTGGTTGGGTGTCAGCTGAACAGGAG-TAGAAACGGGAGGGGGTCCCAAGAAAGAGAGATTCAATTTTAGGGGAAGGCCGACCTATCTTGACTC 329   
 
  
As BPTI-like Genomic  331  AATGCAGCAGCAGAATCAGGATTTTGAGCAACAGAAACAATCCCGTCAGCCATCTGATACAAACCCCAGAGCAGAAAACCAAGTGAAAACATCCCAGATGGCTCTCGACT 440   
TSPI Genomic          330  AACGCAGCAGCAGAATCGGGATTTGGAGCAACAGGAACCATCCCGTCAGCCATCCGGTTGAAACCCCAGAGAAAGGAACCAAGTGAAAACATCTTCCGTGGCTCTTGACT 439   
 
                                                                                                                                        Exon 2 
 
As BPTI-like Genomic  441  GCTTGCAATTTGAGCATGCTAGGAGGGCACCAGATTGGGGAAGTGGACTGAAGACGTTTATGCTCTCTAATAAAATAACATCCACCCTCTTTCCATTTGTTACAGAGTTT 550   
TSPI Genomic          440  GCTTGCAATCTGAGCATGCTAGGAGGGCACCAGGTTGGGGAAGTGAACTGAAGACGTTTGTGCTAGCTAATCAAATGACATCCACCCTCTTTCCATTTGTCACAGAGTTT 549   
TSPI mRNA             95   ---------------------------------------------------------------------------------------------------------AGTTT 100   
TSPI CDS              85   ---------------------------------------------------------------------------------------------------------AGTTT 90    
TSPI Protein          29                                                                                                            K  F  30 
 
 
As BPTI-like Genomic  551  TGTCATCTTCCTGCTAACCCCGGACCATGTAGAGCAACAATCACTCGCTTTTACTACAACTCAGATTCAAAACAATGTGAAAAGTTTACTTATGGTGGATGCCACGGCAA 660   
TSPI Genomic          550  TGTCATCTTCCTCCTAACCCCGGACCATGTAGAGCAGCAATCCCTCGCTTTTACTACAACCCGCATTCAAAACAATGTGAAAAGTTTATTTATGGTGGATGCCATGGCAA 659   
TSPI mRNA             101  TGTCATCTTCCTCCTAACCCCGGACCATGTAGAGCAGCAATCCCTCGCTTTTACTACAACCCGCATTCAAAACAATGTGAAAAGTTTATTTATGGTGGATGCCATGGCAA 210   
TSPI CDS              91   TGTCATCTTCCTCCTAACCCCGGACCATGTAGAGCAGCAATCCCTCGCTTTTACTACAACCCGCATTCAAAACAATGTGAAAAGTTTATTTATGGTGGATGCCATGGCAA 200   
TSPI Protein          31    C  H  L  P  P  N  P  G  P  C  R  A  A  I  P  R  F  Y  Y  N  P  H  S  K  Q  C  E  K  F  I  Y  G  G  C  H  G  N 67 
 
                                                                              Intron 2 
 
As BPTI-like Genomic  661  TGAAAACAATTTTGAGACCAAAGATAAATGTCATTACACCTGTGTTGGTAAGTAGAG-----GAGGATGTGCCAACTGACTCTTCCAATACAAGGGAATTCATGTAGCTC 765   
TSPI Genomic          660  TGCCAACAGTTTTAAGACCCCCGATGAATGCAACTACACCTGTCTTGGTAAGTAGGGAAGGGAAGGAGCTGCAGACTGACCTCTTCGTTGAAAAAAACCTGCTGTCTCTT 769   
TSPI mRNA             211  TGCCAACAGTTTTAAGACCCCCGATGAATGCAACTACACCTGTCTTG--------------------------------------------------------------- 257   
TSPI CDS              201  TGCCAACAGTTTTAAGACCCCCGATGAATGCAACTACACCTGTCTTG--------------------------------------------------------------- 247   
TSPI Protein          68     A  N  S  F  K  T  P  D  E  C  N  Y  T  C  L                                                                  82 
 
  
As BPTI-like Genomic  766  AAAGTTGAAC-TATGGGGTCCTTAT---------TGCTTCCTAAGGTAGG---TTGTTTTCTTGCAGAC-ATTTTGTTAGGGAT---ATACACCCT-AGCAGAATCTGCA 857   
TSPI Genomic          770  AACACTAAGCATAAGATGGGCTAATGAAACATCGTGCTTCTCACAACAGGGACTCGTTGTCAATCGGGTTGAACTGTTAAAACTCGGGTGCTCTTTGAGCTGGGTGGTTT 879   
 
  
As BPTI-like Genomic  858  TGGCA--------------------------------------------------------------------------------------------------------- 862   
TSPI Genomic          880  TTAAACTAAGGAACATCATCAGTCCTAGAAGCCAGGGGAGTTTGCAGAGGGGAGGAGTGGGGAGGGGGAGGAGGTCTTTGCTGCTCTCTGAGCCTGGTGGTTTTCTTGAA 989   
 
 
As BPTI-like Genomic  862  -------------------------------------------------------------------------------------------------------------- 862   
TSPI Genomic          990  GACCTTTCATTACCGAAGTAGGGAACATTATCAGTGCCAGAAGGGAGTGGGGTTGGCAGGGAGGAGTTGGAGTTGGAGTTGGAGGTGGAGGTGGAGGTGGAGGTGGAAGA 1099  
 
                                                                             Exon 3 
 
As BPTI-like Genomic  862  -------------------------------------------------------------------------------------------------------------- 862   
TSPI Genomic          1100 GGAGGAGGAGGATTAATACTCTCTGAGCCTGGTGGTTTTCTTGCAGGTGTTTCATTACCGAAGTAGGGAACATCATTGTTAGGGATACACCCTAGCAGAATCTGCATGGC 1209  
TSPI mRNA             257  ----------------------------------------------GTGTTTCATTACCGAAGTAGGGAACATCATTGTTAGGGATACACCCTAGCAGAATCTGCATGGC 321   
TSPI CDS              247  ----------------------------------------------GTGTTTCATTACCGAAGTAG-------------------------------------------- 267   
TSPI Protein          83                                                 G  V  S  L  P  K  *                                              88 
 
As BPTI-like Genomic  862  -------------------------------------------------------------------------------------------------------------- 862   
TSPI Genomic          1210 A------------------------------------------------------------------------------------------------------------- 1210  
TSPI mRNA             322  AGGATCCCCAGCGAAGAGACCCTCCCGGATTGGAACAACTGATTGAACTTGACCCAAAGAGTCTTCTTCAGTCCTGGACCACCCCGGAGACCCTCCCCCCAACCCCCACC 431   
TSPI CDS              267  -------------------------------------------------------------------------------------------------------------- 267   
 
 
As BPTI-like Genomic  862  ------------------------------------------------------------------------ 862  EU401815 
TSPI Genomic          1210 ------------------------------------------------------------------------ 1210 EU401816 
TSPI mRNA             432  CTGGGCTCATTCCTTTCTGCAATAAAGCTTTGGTTCCAGCTGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 503   
TSPI CDS              267  ------------------------------------------------------------------------ 267   

 
V) O. scutellatus TSPI and A. superbus BPTI-like Genomic Sequences 
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