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Supplementary Figure Legends

Supplementary Figure 1. Phylogenetic analysis of (A) Kunitz-type serine protease inhibitors and (B) Waprin
sequences performed with a Minimum Evolution test of phylogeny via the Neighbour-Joining method with 1,000
bootstrap replicates using MEGA version 2.1 software. A number of non-Australian snake, and non-snake
species were included in the phylogenetic tree. In each instance, the cysteine-rich secretory protein (CRISP)
toxin sequence from O. scutellatus (DQ084035) was selected as an out-group for the analysis. Clustering of the
toxin sequences into clades according to their respective families is evident. pp 2-3.

Supplementary Figure 2. Toxin sequence genomic organisation in Australian elapid snakes for (A) — (J)
members of the waprin family (K) — (U) members of kunitz-type serine protease inhibitors and (V) TSPI and
BPTI-like genomic sequences. pp 4—25.
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Microlepidin-3

Om Kunitz-like
Microlepidin-5
Microlepidin-3

Om Kunitz-like
Microlepidin-5
Microlepidin-3

Om Kunitz-like
Microlepidin-5
Microlepidin-3

Om Kunitz-like
Microlepidin-5
Microlepidin-3

Om Kunitz-like
Microlepidin-5
Microlepidin-3

Om Kunitz-like
Microlepidin-5
Microlepidin-3
Microlepidin-3
Microlepidin-3

Om Kunitz-like
Microlepidin-5
Microlepidin-3

K) O. microlepidotus Microlepidin-3 and -5 Kunitz-type Genomic Sequences

Genomic
Genomic
Genomic
CDS

Protein

Genomic
Genomic
Genomic

Genomic
Genomic
Genomic

Genomic
Genomic
Genomic

Genomic
Genomic
Genomic

Genomic
Genomic
Genomic

Genomic
Genomic
Genomic
CDS

Protein

Genomic
Genomic
Genomic
CDS

Protein

Genomic
Genomic
Genomic

Genomic
Genomic
Genomic

Genomic
Genomic
Genomic

Genomic
Genomic
Genomic

Genomic
Genomic
Genomic

Genomic
Genomic
Genomic

Genomic
Genomic
Genomic

Genomic
Genomic
Genomic

Genomic
Genomic
Genomic

Genomic
Genomic
Genomic

Genomic
Genomic
Genomic
CDS

Protein

Genomic
Genomic
Genomic

Exon 1 and Propeptide
10 20 30

[

111
111
111

221 [ CTTTCTTCTGTTTTCTTGTC
221
221

331
331
331

441
441
441

545
551
545

654
661
655
85
29

664

771
765
190
64

710
881
866

820
991
879

930
1101
989

1040
1211
1099

1150
1321
1209

1260
1431
1319

1370
1541
1429

1480
1651
1539

1590
1761
1649

1700
1871
1759

1810
1981
1868
247
83

1910 —--------—--—-- 1910 EU401845
2081 2081 EU401844
1978 1993 EU401843

90

220
220
220

330
330
330

440
440
440

544
550
544

653
660
654

664
770
764
189
63

709
880
866
247
82

819
990

878

929
1100
988

1039
1210
1098

1149
1320
1208

1259
1430
1318

1369
1540
1428

1479
1650
1538

1589
1760
1648

1699
1870
1758

1809
1980
1867

1910
2081
1977
252
83



Os Kunitz-like Genomic
Scutellin-5 Genomic
Scutellin-3 Genomic
Scutellin-3 CDS
Scutellin-3 Protein

Os Kunitz-like Genomic
Scutellin-5 Genomic
Scutellin-3 Genomic

Os Kunitz-like Genomic
Scutellin-5 Genomic
Scutellin-3 Genomic

Os Kunitz-like Genomic
Scutellin-5 Genomic
Scutellin-3 Genomic

Os Kunitz-like Genomic
Scutellin-5 Genomic
Scutellin-3 Genomic

Os Kunitz-like Genomic
Scutellin-5 Genomic
Scutellin-3 Genomic

Os Kunitz-like Genomic
Scutellin-5 Genomic
Scutellin-3 Genomic
Scutellin-3 CDS
Scutellin-3 Protein

Os Kunitz-like Genomic
Scutellin-5 Genomic
Scutellin-3 Genomic
Scutellin-3 CDS
Scutellin-3 Protein

Os Kunitz-like Genomic
Scutellin-5 Genomic
Scutellin-3 Genomic

Os Kunitz-like Genomic
Scutellin-5 Genomic
Scutellin-3 Genomic

Os Kunitz-like Genomic
Scutellin-5 Genomic
Scutellin-3 Genomic

Os Kunitz-like Genomic
Scutellin-5 Genomic
Scutellin-3 Genomic

Os Kunitz-like Genomic
Scutellin-5 Genomic
Scutellin-3 Genomic

Os Kunitz-like Genomic
Scutellin-5 Genomic
Scutellin-3 Genomic

Os Kunitz-like Genomic
Scutellin-5 Genomic
Scutellin-3 Genomic

Os Kunitz-like Genomic
Scutellin-5 Genomic
Scutellin-3 Genomic

Os Kunitz-like Genomic
Scutellin-5 Genomic
Scutellin-3 Genomic

Os Kunitz-like Genomic
Scutellin-5 Genomic
Scutellin-3 Genomic

Os Kunitz-like Genomic
Scutellin-5 Genomic
Scutellin-3 Genomic
Scutellin-3 CDS
Scutellin-3 Protein

Os Kunitz-like Genomic
Scutellin-5 Genomic
Scutellin-3 Genomic

Exon 1 and Propeptide

[

111
111
111

221 [ CTTTCTTCTGTTTTCTTGTC
221
221

331
331
EENINCTTGTTC

441
441
441

551
545
551

660
655
661
85
29

670
765
771
190
64

716
875
872

826
985
885

936  JHEENYEHYN
1095
995

1046
1189
1105

1148
1299
1215

1258
1409
1325

1368
1519
1435

1478
1629
1545

1588
1739
1655

1697
1848
1765

1807
1956
1873
247
83

1907
2056
1983

1907 EU401842
- 2056 EU401841
1998 EU401840

L) O. scutellatus Scutellin-3 and -5 Kunitz-type Genomic Sequences

15

220
220
220

330
330
330

440
440
440

550
544
550

659
654
660

670
764
770
189
63

715
874
872
247
82

825
984
884

935
1094
994

1045
1188
1104

1147
1298
1214

1257
1408
1324

1367
1518
1434

1477
1628
1544

1587
1738
1654

1696
1847
1764

1806
1955
1872

1907
2056
1982
252
83



Textilinin-7
Textilinin-2
Textilinin-2
Textilinin-2

Textilinin-7
Textilinin-2

Textilinin-7
Textilinin-2

Textilinin-7
Textilinin-2

Textilinin-7
Textilinin-2

Textilinin-7
Textilinin-2

Textilinin-7
Textilinin-2
Textilinin-2
Textilinin-2

Textilinin-7
Textilinin-2
Textilinin-2
Textilinin-2

Textilinin-7
Textilinin-2

Textilinin-7
Textilinin-2

Textilinin-7
Textilinin-2

Textilinin-7
Textilinin-2

Textilinin-7
Textilinin-2

Textilinin-7
Textilinin-2

Textilinin-7
Textilinin-2

Textilinin-7
Textilinin-2

Textilinin-7
Textilinin-2

Textilinin-7
Textilinin-2

Textilinin-7
Textilinin-2

Textilinin-7
Textilinin-2
Textilinin-2
Textilinin-2

M) P. textilis Textilinin-2 and -7 Kunitz-

Genomic
Genomic
CDS

Protein

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic
CDS

Protein

Genomic
Genomic
CDS

Protein

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic
CDS

Protein

[

110
110

220
220

330
330

440
440

550
550

660
660
85
29

770
770
182
61

880
880

990
990

1100
1100

1210
1210

1320
1320

1430
1430

1532
1540

1642
1650

1752
1760

1862
1870

16

2143 EU401839
2151 EU401838
252
83

ype Genomic Sequences

TCTTCTGG!

109
109
85
28

219
219

439
439

659
659

879
879
247
82

989
989

1099
1099

1209
1209

1319
1319

1429
1429

1531
1539

1641
1649

1751
1759

1861
1869

1971
1979

2081
2089



Mulgin-5
Mulgin-1
Mulgin-2
Mulgin-3
Mulgin-4
Mulgin-1

Mulgin-5
Mulgin-5
Mulgin-5
Mulgin-5

Mulgin-5

Mulgin-5
Mulgin-1
Mulgin-2
Mulgin-3
Mulgin-4
Mulgin-1

Mulgin-5
Mulgin-1
Mulgin-2
Mulgin-3
Mulgin-4
Mulgin-1

Mulgin-5

Mulgin-5
Mulgin-1
Mulgin-2
Mulgin-3
Mulgin-4
Mulgin-1

N) P.

Genomic
CDs
CDs
CDs
CDs
Protein

Genomic

Genomic

Genomic

Genomic

Genomic

Genomic
CDS
CDs
CDs
CDs
Protein

Genomic
CDS
CDS
CDS
CDS
Protein

Genomic

Genomic
CDS
CDS
CDS
CDS
Protein

e e

110

220

330

440

550

660
85
85
85
85
29

770
184
184
184
184
62

880

990
247
247
247
247
83

Exon 1 and Propeptide

Mature Intron 1
90

109
85
85
85
85
28

TTTTATCT)

769
183
183
183
183
61

879
247
247
247
247
82

1061 EU401846
252
252
252
252
83

australis Mulgin-1 Kunitz-type Genomic Sequence

17



Blackelin-4
Blackelin-5
Blackelin-2
Blackelin-2
Blackelin-2

Blackelin-4
Blackelin-5
Blackelin-2

Blackelin-4
Blackelin-5
Blackelin-2

Blackelin-4
Blackelin-5
Blackelin-2

Blackelin-4
Blackelin-5
Blackelin-2

Blackelin-4
Blackelin-5
Blackelin-2

Blackelin-4
Blackelin-5
Blackelin-2
Blackelin-2
Blackelin-2

Blackelin-4
Blackelin-5
Blackelin-2
Blackelin-2
Blackelin-2

Blackelin-4
Blackelin-5
Blackelin-2

Blackelin-4
Blackelin-5
Blackelin-2

Blackelin-4
Blackelin-5
Blackelin-2

Blackelin-4
Blackelin-5
Blackelin-2

Blackelin-4
Blackelin-5
Blackelin-2

Blackelin-4
Blackelin-5
Blackelin-2

Blackelin-4
Blackelin-5
Blackelin-2

Blackelin-4
Blackelin-5
Blackelin-2

Blackelin-4
Blackelin-5
Blackelin-2

Blackelin-4
Blackelin-5
Blackelin-2

Blackelin-4
Blackelin-5
Blackelin-2

Blackelin-4
Blackelin-5
Blackelin-2
Blackelin-2
Blackelin-2

Genomic
Genomic
Genomic
CDS

Protein

Genomic
Genomic
Genomic

Genomic
Genomic
Genomic

Genomic
Genomic
Genomic

Genomic
Genomic
Genomic

Genomic
Genomic
Genomic

Genomic
Genomic
Genomic
CDS

Protein

Genomic
Genomic
Genomic
CDS

Protein

Genomic
Genomic
Genomic

Genomic
Genomic
Genomic

Genomic
Genomic
Genomic

Genomic
Genomic
Genomic

Genomic
Genomic
Genomic

Genomic
Genomic
Genomic

Genomic
Genomic
Genomic

Genomic
Genomic
Genomic

Genomic
Genomic
Genomic

Genomic
Genomic
Genomic

Genomic
Genomic
Genomic

Genomic
Genomic
Genomic
CDS

Protein

e e e

111
111
111

221
221
221

331
331
331

441
441
441

551
551
551

661
661
661
85
29

771
771
771
193
65

881
881
881

991
991
991

1101
1101
1101

1211
1211
1211

1321
1321
1321

1431
1431
1431

1541
1541
1541

1651
1651
1651

1761
1761
1761

1871
1871
1871

1981
1981
1981

2091
2091
2091
247
83

Exon 1 and Propeptide Mature
80

Intron 1

TCCTCCTTCTG

2110 EU401848
2110 EU401849
) 2110 EU401847
252
83

O) P. porphyriacus Blackelin-2, -4 and -5 Kunitz-type Genomic Sequences

18

2090
2090
2090



Nigrescinin-1
Nigrescinin-1
Nigrescinin-1

Nigrescinin-1

Nigrescinin-1

Nigrescinin-1

Nigrescinin-1

Nigrescinin-1

Nigrescinin-1
Nigrescinin-1

Nigrescinin-1
Nigrescinin-1
Nigrescinin-1

Nigrescinin-1
Nigrescinin-1
Nigrescinin-1

Nigrescinin-1

Nigrescinin-1

Nigrescinin-1

Nigrescinin-1

Nigrescinin-1

Nigrescinin-1

Nigrescinin-1

Nigrescinin-1

Nigrescinin-1

Nigrescinin-1

Nigrescinin-1
Nigrescinin-1
Nigrescinin-1

Genomic
CDs
Protein

Genomic

Genomic

Genomic

Genomic

Genomic

CDs
Protein

Genomic
CDs
Protein

Genomic
CDs
Protein

Genomic

Genomic

Genomic

Genomic

Genomic

Genomic

Genomic

Genomic

Genomic

Genomic

Genomic
Cbs
Protein

Intron 1
90 110

Mature
80

Exon 1 and Propeptide

1 110

1 85

1 28

111 G C C CTTCTTCT TTCTTTTATCT]

221

331

441

551 CTCC G ATC A\ GATGGATTTTZ CAA C ¢ ( ) [®@ 660

85 110

29 37

661 A\ > CTZ TTTATTTAT TTTT 770

111 \' ] G CTIZ > G ACAATTTT 220

38 73

Intron 2

771 880

221 247

74 82

881 ATTGTGTTTCT

991 CTGTC GTG CTTAG A AT G ( ( GTC CTCTCCTTGTGTC P 1100

1101 1210

1211 1320

1321 1430

1431 1540

1541 1650
1760

1761 @8 > GG ) ACGGTTGTGGGCC ( “CACC ~T'T( C1 \l ] Y 1870

IRNRRNCTTTGCTTG! CCCAGTGG o( TGCTCCCTC T > 1980

1981 2077 EU401850

247 252

83 A 83

P) R. nigrescens Nigrescinin-1 Kunitz-type Genomic Sequence

19



Tigerin-4
Tigerin-1
Tigerin-1
Tigerin-1

Tigerin-4
Tigerin-1

Tigerin-4
Tigerin-1

Tigerin-4
Tigerin-1

Tigerin-4
Tigerin-1

Tigerin-4
Tigerin-1

Tigerin-4
Tigerin-1
Tigerin-1
Tigerin-1

Tigerin-4
Tigerin-1
Tigerin-1
Tigerin-1

Tigerin-4
Tigerin-1

Tigerin-4
Tigerin-1

Tigerin-4
Tigerin-1

Tigerin-4
Tigerin-1

Tigerin-4
Tigerin-1

Tigerin-4
Tigerin-1

Tigerin-4
Tigerin-1

Tigerin-4
Tigerin-1

Tigerin-4
Tigerin-1

Tigerin-4
Tigerin-1

Tigerin-4
Tigerin-1

Tigerin-4
Tigerin-1
Tigerin-1
Tigerin-1

Q) N.

Genomic
Genomic
CbSs

Protein

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic
CbSs

Protein

Genomic
Genomic
CDs

Protein

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic
CDs

Protein

scutatus Tigerin-1, and -4 Kunitz-type Genomic Sequences

Exon 1 and Propeptide

e e

111 GTTCT
111 -

221
221

329
331

439
441

549
551

659
661
85
29

769
771
192
65

879
881

989
991

1099
1101

1209
1211

1319
1320

1429
1430

1539
1540

1649
1650

1759
1760

1869
1870

1979
1980

PAER T TGTTTTTA 2109 EU401852
AT T TGTTTTT. 2110 EU401851
247 —mmm—mmm—— --- 252
83 83

20

Mature

Intron 1

CTTTATTC
CTTTATTC

110
110
85
28

220
220

328
330

438
440

548
550

658
660

768
770
191
64

878
880
247
82

988
990

1098
1100

1208
1210

1318
1319

1428
1429

1538
1539

1648
1649

1758
1759

1868
1869

1978
1979

2088
2089



Carinatin-2
Carinatin-2
Carinatin-2
Carinatin-2

Carinatin-2

Carinatin-2

Carinatin-2

Carinatin-2

Carinatin-2

Carinatin-2
Carinatin-2
Carinatin-2
Carinatin-2

Carinatin-2
Carinatin-2
Carinatin-2
Carinatin-2

Carinatin-2

Carinatin-2

Carinatin-2

Carinatin-2

Carinatin-2

Carinatin-2

Carinatin-2

Carinatin-2

Carinatin-2

Carinatin-2

Carinatin-2

Carinatin-2
Carinatin-2
Carinatin-2
Carinatin-2

Carinatin-2
Carinatin-2
Carinatin-2

R) T. carinatus Carinatin-2 Kunitz-type Genomic

Genomic
mRNA
CDS
Protein

Genomic

Genomic

Genomic

Genomic

Genomic

Genomic
mRNA
CDS
Protein

Genomic
mRNA
CDS
Protein

Genomic

Genomic

Genomic

Genomic

Genomic

Genomic

Genomic

Genomic

Genomic

Genomic

Genomic

Genomic
mRNA
CDS
Protein

Genomic
mRNA
CDS

S

111

221

331

441

551

661
85
85
29

771
192
192
65

881

991

1101

1211

1321

1431

1541

1651

1761

1871

1981

2091
247
247
83

2135
347
252

ICTTGT

Exon 1 and Propeptide

GTTCTCTCTATCACTTTCTTTT TTCTTTTGTTTT

CTCTGTT

TGCGTATT

CCTTTTTCT!

ATCTTTTA' 'ATTTAT.

“TTGTGGTC

21

Mature Intron 1

AATTTT

TTTTCAT

GTTCTTTTATCT]

'TTTTA

TTATTTATC
TTATTTATC

770
191
191
64

880
247

247

82

1100

1210

1320

1430

TTCTGGCTG TGCTCCCTG]

Sequence

1650

1760

1870

1980

2090

2135
346
252
83

2135 EU401853
447
252



Stephenin-3
Stephenin-2
Stephenin-1
Stephenin-1

Stephenin-3
Stephenin-2

Stephenin-3
Stephenin-2

Stephenin-3
Stephenin-2

Stephenin-3
Stephenin-2

Stephenin-3
Stephenin-2

Stephenin-3
Stephenin-2
Stephenin-1
Stephenin-1

Stephenin-3
Stephenin-2
Stephenin-1
Stephenin-1

Stephenin-3
Stephenin-2

Stephenin-3
Stephenin-2

Stephenin-3
Stephenin-2

Stephenin-3
Stephenin-2

Stephenin-3
Stephenin-2

Stephenin-3
Stephenin-2

Stephenin-3
Stephenin-2

Stephenin-3
Stephenin-2

Stephenin-3
Stephenin-2

Stephenin-3
Stephenin-2

Stephenin-3
Stephenin-2

Stephenin-3
Stephenin-2
Stephenin-1
Stephenin-1

S) H. stephensii Stephenin-2 and -3 Kunitz-

Genomic
Genomic
CDS

Protein

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic
CDS

Protein

Genomic
Genomic
CDS

Protein

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic
CDS

Protein

Exon 1 and Propeptide Mature Intron 1

90 100
1 110
1 110
1 85
1 28
111 220
111 220
PR . CTCTCTCTTTCTTCTGTTTTCTT CAAGCAGTCC CATTCA! GTCCCCTC C e 330
PR > CTCTCTCTTTCTTCTGTTTTCTTG > \TTC? A cd ; G 330
331
331
441
441
551
551
661
661
85 C C C AA > \T! GTTTAGGTA ATG
29 K C L K F R Y G G C
771 880
771 880
192 247
65 82
881
881
LN TGGTGTTCTCTT? 1100
991 o "GTTCTCTT. 1100
1101
1101
1211
1211
1321
1321
1431
1431
1530 [@ 1624
1541 [g 1650
1625 1734
1651 1760
1735 1844
1761 1870
1845 1954
1871 1980
1955 2064
1981 2090
2065 | G G 2100 EU401854
2091 | C G! 5 € § 2126 EU401855
247 252
83 83

ype Genomic Sequences
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Superbinin-1
Superbinin-1
Superbinin-4
Superbinin-4
Superbinin-4

Superbinin-1
Superbinin-4

Superbinin-1
Superbinin-4

Superbinin-1
Superbinin-4

Superbinin-1
Superbinin-4

Superbinin-1
Superbinin-4

Superbinin-1
Superbinin-1
Superbinin-4
Superbinin-4
Superbinin-4

Superbinin-1
Superbinin-1
Superbinin-4
Superbinin-4
Superbinin-4

Superbinin-1
Superbinin-4

Superbinin-1
Superbinin-4

Superbinin-1
Superbinin-4

Superbinin-1
Superbinin-4

Superbinin-1
Superbinin-4

Superbinin-1
Superbinin-4

Superbinin-1
Superbinin-4

Superbinin-1
Superbinin-4

Superbinin-1
Superbinin-4

Superbinin-1
Superbinin-4

Superbinin-1
Superbinin-4

Superbinin-1
Superbinin-1
Superbinin-4
Superbinin-4
Superbinin-4

Genomic
CDs
Genomic
CDs
Protein

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
CDs
Genomic
CDs
Protein

Genomic
CDS
Genomic
CDS
Protein

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
Genomic

Genomic
CDS
Genomic
CDS
Protein

Exon 1 and Propeptide

o e

111
111

221
221

331
330

441
440

551
550

661
85
660
85
29

771
192
770
192
65

881
880

991
990

1101
1100

1211
1210

1321
1320

1431
1430

1540
1540

1568
1650

1568
1760

1583
1870

1693
1980

1799
247
2090
247
83

1820 EU401856
252
2111 EU401857
252
83

Mature

T) A. superbus Superbinin-1 and -4 Kunitz-type Genomic Sequences

23

Intron 1
90

TCTTTTATCT]

110
85
110
85
28

220
220

330
329

440
439

550
549

660
659

770
191

€ 769

191
64

880
247
879
247
82

990
989

1100
1099

1210
1209

1320
1319

1430
1429

1539
1539

1568

1649

1568

1759

1582
1869

1692
1979

1798
2089



Exon 1 and Propeptide Mature
80

Vestiginin-1 Genomic
Vestiginin-1 CDS
Genomic
cps
Genomic
Vestiginin-3 CDS

e e e e

iginin-1 Genomic 111
iginin-2 Genomic 111
Vestiginin-3 Genomic 111

Vestiginin-1 Genomic 221
Vestiginin-2 Genomic 221
Vestiginin-3 Genomic 221

Vestiginin-1 Genomic 330 439
Vestiginin-2 Genomic 330 439
Vestiginin-3 Genomic 331 440
iginin-1 Genomic 440 549
Vestiginin-2 Genomic 440 549
Vestiginin-3 Genomic 441 549
iginin-1 Genomic 550 659
iginin-2 Genomic 550 659
Vestiginin-3 Genomic 550 659
iginin-1 Genomic 660 769
cps 85 191

Genomic 660 769

cps 85 191

Genomic 660 769

cps 85 191

Genomic 770 879

192 247

270 B R . CTAGAG CAAACGOACCTOTEOTGE . T CCAGACT OO T T TCATTC 370

192 247

Genomic 770 879
Vestiginin-3 CDS 192 247
Vestiginin-1 Genomic 880 989
stiginin-2 Genomic 880 989
Vestiginin-3 Genomic 880 989
Genomic 990 1099

tiginin-2 Genomic 990 1099
Vestiginin-3 Genomic 990 1099
1100 | 1209

1100 § 1209

1100 § 1209

Vestiginin-1 Genomic 1210
Vestiginin-2 Genomic 1210
Vestiginin-3 Genomic 1210

Vestiginin-1 Genomic 1320 J
Vestiginin-2 Genomic 1320
Vestiginin-3 Genomic 1320 §

Vestiginin-1 Genomic 1430
Vestiginin-2 Genomic 1430
Vestiginin-3 Genomic 1430

Vestiginin-1 Genomic 1540
Vestiginin-2 Genomic 1540
Vestiginin-3 Genomic 1540

Q@

Vestiginin-1 Genomic 1650
Vestiginin-2 Genomic 1650 C e CCATGGACCAGCACTGGG eleleleile 3CTG 3CAAACAAGGGAAGCCCCATCTGTG
Vestiginin-3 Genomic 1650 . G STGTG

Genomic 1760
Genomic 1760
Genomic 1760

Genomic 1870
Vest Genomic 1870
Vestiginin-3 Genomic 1870

1979
1980
1979

2088
2089
2088

Genomic 2089 § § 2138 EU401858

CDs 247 252

Genomic 2090 2139 EU401859
Vestiginin-2 CDS 247 252
Vestiginin-3 Genomic 2089 ¥ 2138 EU401860
Vestiginin-3 CDS 247 252

U) D. vestigiata Vestiginin-1, -2 and -3 Kunitz-type Genomic Sequences
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As BPTI-like
TSPI Genomic
TSPI mRNA
TSPI CDS
TSPI Protein

As BPTI-like
TSPI Genomic

As BPTI-like
TSPI Genomic

As BPTI-like
TSPI Genomic

As BPTI-like
TSPI Genomic
TSPI mRNA
TSPI CDS
TSPI Protein

As BPTI-like
TSPI Genomic
TSPI mRNA
TSPI CDS
TSPI Protein

As BPTI-like
TSPI Genomic
TSPI mRNA
TSPI CDS
TSPI Protein

As BPTI-like
TSPI Genomic

As BPTI-like
TSPI Genomic

As BPTI-like
TSPI Genomic

As BPTI-like
TSPI Genomic
TSPI mRNA
TSPI CDS
TSPI Protein

As BPTI-like
TSPI Genomic
TSPI mRNA
TSPI CDS

As BPTI-like
TSPI Genomic
TSPI mRNA
TSPI CDS

Genomic

Genomic

Genomic

Genomic

Genomic

Genomic

Genomic

Genomic

Genomic

Genomic

Genomic

Genomic

Genomic

Exon 1 and Propeptide

e e

111
111

221
221

331
330

441
440
95
85
29

551
550
101
91
31

661
660
211
201
68

766
770

858
880

862
990

862
1100
257
247
83

862
1210
322
267

B2 o 862 EU401815
1210 1210 EU401816
432
267

V) O. scutellatus TSPI and A. superbus BPTI-like Genomic Sequences
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