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Figure 1. Dendrogram of vertebrate
ADH forms. Tree drawn using the NJPlot
program [113]. Numbers represent boot-
strap values from 1000 randomisations.
Labels show the Uniprot names. Distance
bar represents 5% amino acid residue
difference.
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Figure 2. Dendrogram of animal ADH forms. Tree drawn using the NJPlot program [113]. Numbers represent bootstrap values from 1000
randomisations. Labels show the Uniprot names. Distance bar represents 10 % amino acid residue difference.
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Figure 3. Dendrogram of human
and mouse MDR forms. Tree
drawn using the NJPlot program
[113]. Numbers represent boot-
strap values from 1000 random-
isations. Labels show the Uniprot
names. Distance bar represents
5% amino acid residue differ-
ence.



