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Supplemental Tables

Supplemental Table 1. Average and standard error of the mean (SEM) of uCT parameters for
temporal reduction of Dyrk1a copy number in maleTs65Dn mice at P30.
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Supplemental Table 2. Comparison of P30 vehicle (10%DMS0:90%PBS)-treated and untreated
euploid and Ts65Dn mice. Data are average + SEM.
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Supplemental Figures

Supplemental Figure 1. Cortical analysis of male Ts65Dn femurs from postnatal day (P)12-42.
Remaining cortical parameters from uCT analysis. Data are mean £ SEM. Significance
determined through two-tail t-test with FDR adjustment. (*) indicates p < 0.05, (**) indicates p <
0.01.
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Supplemental Figure 2. Osteogenic gene expression at P24, P27, and P30
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