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Figure S1: TMHMM posterior probabilities of ORF X Y and ORF Z in Huangshi Niviventer confucianus morbilli-
like virus and Shiyan Crocidura tanakae henipavirus. The x-axis represents the amino acid length and the y-axis
represents the posterior probability.



Beilong virus strain Rn/Jingzhoul51 (Jingzhoul51)
Tailam jeilongvirus

Jingzhou Apodemus agrarius jeilongvirus (Jingzhoul48)
J-virus

Jingzhou Mus musculus jeilongvirus (Jingzhou25)
Myodes paramyxovirus

Lophuromys jeilongvirus 1

Lophuromys jeilongvirus 2

Shiyan Niviventer confucianus jeilongvirus (Shiyan22)

Beilong virus strain Rn/Jingzhoul51 (Jingzhoul51)
Tailam jeilongvirus

Jingzhou Apodemus agrarius jeilongvirus (Jingzhou148)
J-virus

Jingzhou Mus musculus jeilongvirus (Jingzhou25)
Myodes paramyxovirus

Lophuromys jeilongvirus 1

Lophuromys jeilongvirus 2

Shiyan Niviventer confucianus jeilongvirus (Shiyan22)

Beilong virus strain Rn/Jingzhoul51 (Jingzhoul51)
Tailam jeilongvirus

Jingzhou Apodemus agrarius jeilongvirus (Jingzhoul48)
J-virus

Jingzhou Mus musculus jeilongvirus (Jingzhou25)
Myodes paramyxovirus

Lophuromys jeilongvirus 1

Lophuromys jeilongvirus 2

Shiyan Niviventer confucianus jeilongvirus (Shiyan22)

Beilong virus strain Rn/Jingzhoul51 (Jingzhoul51)
Tailam jeilongvirus

Jingzhou Apodemus agrarius jeilongvirus (Jingzhou148)
J-virus

Jingzhou Mus musculus jeilongvirus (Jingzhou25)
Myodes paramyxovirus

Lophuromys jeilongvirus 1

Lophuromys jeilongvirus 2

Shiyan Niviventer confucianus jeilongvirus (Shiyan22)

Beilong virus strain Rn/Jingzhoul51 (Jingzhoul51)
Tailam jeilongvirus

Jingzhou Apodemus agrarius jeilongvirus (Jingzhou148)
J-virus

Jingzhou Mus musculus jeilongvirus (Jingzhou25)
Myodes paramyxovirus

Lophuromys jeilongvirus 1

Lophuromys jeilongvirus 2

Shiyan Niviventer confucianus jeilongvirus (Shiyan22)

Beilong virus strain Rn/Jingzhoul51 (Jingzhoul51)
Tailam jeilongvirus

Jingzhou Apodemus agrarius jeilongvirus (Jingzhoul48)
J-virus

Jingzhou Mus musculus jeilongvirus (Jingzhou?25)
Myodes paramyxovirus

Lophuromys jeilongvirus 1

Lophuromys jeilongvirus 2

Shiyan Niviventer confucianus jeilongvirus (Shiyan22)

Beilong virus strain Rn/Jingzhoul51 (Jingzhoul51)
Tailam jeilongvirus

Jingzhou Apodemus agrarius jeilongvirus (Jingzhoul48)
J-virus

Jingzhou Mus musculus jeilongvirus (Jingzhou25)
Myodes paramyxovirus

Lophuromys jeilongvirus 1

Lophuromys jeilongvirus 2

Shiyan Niviventer confucianus jeilongvirus (Shiyan22)

Beilong virus strain Rn/Jingzhoul51 (Jingzhoul51)
Tailam jeilongvirus

Jingzhou Apodemus agrarius jeilongvirus (Jingzhou148)
J-virus

Jingzhou Mus musculus jeilongvirus (Jingzhou25)
Myodes paramyxovirus

Lophuromys jeilongvirus 1

Lophuromys jeilongvirus 2

Shiyan Niviventer confucianus jeilongvirus (Shiyan22)

Beilong virus strain Rn/Jingzhoul51 (Jingzhoul51)
Tailam jeilongvirus

Jingzhou Apodemus agrarius jeilongvirus (Jingzhou148)
J-virus

Jingzhou Mus musculus jeilongvirus (Jingzhou25)
Myodes paramyxovirus

Lophuromys jeilongvirus 1

Lophuromys jeilongvirus 2

Shiyan Niviventer confucianus jeilongvirus (Shiyan22)

Beilong virus strain Rn/Jingzhoul51 (Jingzhoul51)
Tailam jeilongvirus

Jingzhou Apodemus agrarius jeilongvirus (Jingzhou148)
J-virus

Jingzhou Mus musculus jeilongvirus (Jingzhou25)
Myodes paramyxovirus

Lophuromys jeilongvirus 1

Lophuromys jeilongvirus 2

Shiyan Niviventer confucianus jeilongvirus (Shiyan22)

Beilong virus strain Rn/Jingzhoul51 (Jingzhoul51)
Tailam jeilongvirus

Jingzhou Apodemus agrarius jeilongvirus (Jingzhou148)
J-virus

Jingzhou Mus musculus jeilongvirus (Jingzhou25)
Myodes paramyxovirus

Lophuromys jeilongvirus 1

Lophuromys jeilongvirus 2

Shiyan Niviventer confucianus jeilongvirus (Shiyan22)

....... MSQLAAHNLAMSNFNY6 THQGDLSGSQKGEEQ. . . . . . . . . . QVQGVIRYVEMIVELLSLFT IHALNVTNIEIYMTESGETMQSIKTAQGSIDGSMRE ISGVIMEDVKEKTDIYSMYSYNHEAQL SMIHQIIKNDVLKQCTPSFE
....... MSQLAAHNLAMSNFMGIHQGGQSTSQKEEEQ. . . . . . .. ..PVQGVIRYASMIVELLSLFTIMALNVTNIIYMTESGGTMQSIKNAQGSIDGSMKDLSGTIMEDI KgKTDMINSMYSNNIZAQL SMIHQIIKNDVLKQCTPSF
....... MSQLAAHNLAMSNFMGTQRGDILESKKSDLP. . .. ......DPQPIFRYASMIVELLSLFTIMALNVTNIIYLTESGGTMQSIKNNQDSLSGSVREASGLLIEDI KgKTDMINSMYSNNMETQLSMIHSMIKNEVLKQCTPSF
............ MNPVAMSNFIJG INQADHLREKGDQPE . . . . .. ....KGPSVLTYVSLITELLSLFTIMALNVTNHIYLTGSGGTMAT IKDNQQSMSGSMRDISGMLVEDL KFKT DSMYSN TiigSQISAMSAMIKNEVLRQCTPSFE
............ MNPVAMSNFJG INQGDHLREKGDQPE . . . . .. ....KGPSVLTYVELITELLSLFTIMALNVTNHIYLTGSGGTMAT IKDNQQSMSGSMRDISGML IEDL KFZKT DI SMYSN TilgSQISAMSAMIKNEVLRQCTPSY
....... MNPLAVHTAAMSNFN{GVNATQTTDARKENHI . . .. ......GGQDVFRYTSMIVELLSLFTIMALNVTNIIYLTESGGTMESIKNSQQSLSGSMKETTGILIEDL KEKTDSMYGNNIETQLSLIYSTIKNDVLKQCTPTE
................. MADYMKTGGIITPVKKPTEEERN. . .. ....HKSNVLAYTSLILEILSVIVLMLLNITNMTMTIKKDSINGALNSKPIMTETQGNKISDLIESDL IZKTNIENNMYSN{QIETSLTQIYSLIKRDVLQACTPKE
........ MIMNPINTQMTNYMGVGGNKDREAIQTSSTNS. . ... ... TCHSALTYTEMIVELLSLETLIMALNVTNITYLIGSGGSMNAIKEKQESLGALVRDSVSLTTEEIKEKVDMIINIYSNSESQL TQIQHTIKNEVLRQCGPSF
MPSSPSLRSNRDSYITKLGEY|JG TANGIPEGSNGKQQGSVKGWVTTSDKASSVLNACSWLLEMTVSVVLIIFLILGHLALRTMRNELDAQRLKIDQSTEVTVQLGSLLRDLINZRI DI NMYSN THESLMNQIKHDLAVEIQKKNNVVE

MENNT I®yl AENSTRISRY[ZEEVNLDSISE@SGPDMHLGLGVNPEFIEFESIZAGSHIKPGS®VINL SFSLSTTVHA
MENNT Iyl AENSTRISRY[ZEEVNLDSISE®SGNEMSLELGTEPEFIEYRSIZAMGSIIKPGS®VINIL BSFSLSSTVHA
MENNTVSET VENZARISHY[Z@EEVN LEGFSGEKTSTSKVI INSNASFVEYRSIZ T HGSHIHKPGSO®INFEFSLSTSTFA

TIMGHGOSELDIGDHMFSI[ERIADHGHDQ[EVFETLTEJFVNEKINNRTI®TIMAAGKYGAWMAMIIMTETEYED
MENNT I @y T AEHEVEITSY[gEEVGIEAISMETGTNRKLVVNQGINFVEYRSIZTHGSHKPGGE®VNL FSLGLEVFA ITQDDE®TSSSTPDYNFSVERIADHGTDV|gVF[ST LAEYFL DJKMERRS[®SYY TAAGKGGWL GE®SILVGSETDE
MENNT I®yTAEHEVEITSY[gEEVGIEAISMETGTNRKLVVNQDISFVEY[RS2VIXGSHKPGGE®VNL SFSLGLEVFA ITQDDE®TSSSTPDYNFSVERVADHGTD IgVFSTLTEYVL DJKMERRS[®SYY TAAGKGGWLGE®SILTGSETDE
MENNT I®xVAEHHIGISSY[@EEINLSSFAABALPNGRVVMNSEVTY TEYRSIZTHGSHPHSPGS®VINL BSFSLSPTIFA TIMGHGESELDVGDHFSLERIADHGHENVFSTITEYFINNKVERRSETIAAGQYEGWMGE®VIMTETELDD

DHEGSQ NSNEiESGSSLINRNTFSRPDPNNNLGMRESIKLMDYIEGPRPGG SDSIFDLGNKI FENT NVVPQGGYTEMTMQFNIRVTDVNADM FREILTQYYLDEGLNNKSO®T\\V TSDEGAWIL®IVTSESEEKD
S

TIMGHGESELDVGDHFSVERIADAGHE IMQFIST ISSYF INNKIKBRSE®TIMAAGAMEAWMGE®VIMTETEYDD
TIMGHGEOSELDVGDHMLAIEGRIADAGHEIMQFISTISSYFINNKIKBRSE®TIMAAGVMETWMGE®VIMTETEYDD

VYNNT VEN SQHEKMINPYTISEEANTGSFIQVKSHISFIDY[RIETHGSHIHRKGG ISFSLSDTIF, NITAQGEODSSQSDQMLSIERIEDHGTDIFVIIAT IAEQYLNYGLNNKS®SWMASGDTYAIMG®TIVISDERTD

EYKNNT®EKVPY] SPHEREFDQDSLTREONRGFTVQLNGEITIKEMESIZETHSOUT I TGO TRII ML AVSPFIWANTRINVIRHGE®NDSSTSNQYFAIEVIGETSGDARZHFISTLSSTYL DEDVNNKSE®ANMAAGYTGAWMV®TIVTISTERDD

LNSLDTGKLTISYLEVFERNKERNIYTRSEILYDYTYTSVYES
LDSLDTGKITISYLEVFERNMKERNIYTRSEILYDYTYTSVYFSI
MMSPEHGKVTISYLNIYERIMRENMY SKSEIRVDYPMTSMYESI
LTSPEVNRISLSYMMTFEKINKDRLY TGSEVRADQSWSALFES
LTSPEVNRVSLSYMBAFEKISNKDRLY TGAEIRADQSWSAIFES

QRPSKFGHROMVIGILKEKTTSTGKI¥L LSVGTLSPSVVPFHESEGMEMYSEITKIIYLMLRNTS
QRPAKFGHROMANATL RIFKTNSMGKISISVRTLSPTVIPHETEGMERIYSDFTKIIYLMLRNTS
QRPPFLGNRQILNALLY|[ZKTNTDGKIMILSLRAFTPGNVPLESEGMETIYFETTQKLYIMLREITS
IKPQEWGGNQIV\IGILHgKHD TNEKIZTLHVRTLSPDNNWMEAEGR{EFHFHNSGKTFINTRNIST
IKPQEWGGNQIV\IGILHgKHD TNEKIZTLHVRTLSPDNNWMEAEGR{EFHFHNSGKTFINTRNIST
LSSRDTGRVSITYLEVYERNRENIYTRSEIRFDQNYASLYFES VIGDNVHFLIWGNLYFPIEEPAF®TINZO®RTFNQQQENQRORPEAFGGHQMVREGILSEKTTTRGKIZVLSVRTFSPKLIPLETEGRNETIHFQOQNINRTYINLRNTG
YADQGIGRVFIGYMMIYERIMKSYYLDEPEIQFDLPMAAMYESG SDEGKIYVLIYGGLMTAVSGDVFEDHG®DNP SQDMEKKRSMPKSRSQRQMVNIGLFIZDDNPLEARKPIVKLIPPSQNWVESRGRYKSDYPKIFFLMISEIDS
YLNPGIGRLSITYLMVFERMNKENIFTQEEIELDREYLALYES ITIDDEIYFLVYGDLAEPMPGNVFOHNYGE®AAVNQDVENARTKPNWFGRHQIVEIGILSIZTADFESRERLRVRTIPPSKTWLEAEGREMYSTVARKTYINVREITG
YCSPEISPIVLSF MEVFRERY IYENSMLKFANLFVSLH IG@IVDGVVYIPFYAGLKTNDTLNSFHEGE@NPEANTNGETKITYLCSRTMINGI LVN DSPMTREKLDWVI NARSN\/\ILAEMFHNYR LG ITYVSRSG

VVGDTVYFLLWGSLSSPIEETAY®YINRGESNYNQRME®NE
VVGDTVYFLVWGAMTFPIEQNAY@®NNYGESSWTQOMENT
VIGDTVYFLVWGGLNHPINVDAMERNMGEOSPTQSL®NY
MVGDTVYFLVWGGLNHPINVDAMERNMGEOSPTQSL[®NY

VVGDTVYFLIWGSLSSPIEETAYCF‘PD‘SNYNQRMCNE

MHAMPLTEL FVLGPPTSISHIVQRAVSIREE FPEGASNREEK DGV TGV TRLEELGSRYEYAATVYENSETYRVIIETLALINQTNITASKKIGTESQRAG T T™sVFKLRVISIEVVE LARSTMTAYERIFFLNQLDL TBKGKNGSLA
HYVEPLTELLILGPPVSISHVTQEAVSHIHEEYPEGASNRAEKDOITGVNTRLEELGARYEYAVTVYENAETYRVIETLALIDRSKITARKKIPTESQKAG T T™SVFKLR ITOMSVVE LAGATMTAFERVEFLNQLDL TBKRNNGTTA
HAMPLTEVINMGPPISIT{FEQRAVSEIEENAPEGASNNEXR TEMTGVYTPLEMLGTSYEYSVTAYMDSETRRINEVLAFIDQNSITIYRRTVYNT TQKAENTIRITEETFKLRINELSI IEMAESTITSYE[FVHFLNQLDVT®LNFVTNIT
HTEPQVEILTLGWPLSVQYVDITSISHEQSPEEY DNINEXHQEVTGVNTEIL[HML GVSYEYSVTAYMDQVQSRMNEKIALVGAQEKIYEKT IPTNTQHADNMTIRISHEAYKLRV VST VEMS[ZGVITTRQEV[¥FLIHLNLG®QDTSTGSL
FKLRVI[®VEIIVEMS[EGVITTRQV|ZFLMHLNLGEQDTSTGST

’ ¥

HARPQV[EVLTLGWPLSVQVDILP ISP P®EYDNRMMHOQ®VTGVTIELFMTIGVSFEYAVTAY[RDQVQQRMMUEKIAIVGTQEKIYERQIJNNMQHADMTIRIS
HABPLTEERITIFTVPLNIERIQQTAVSNEMERSPO®GASSINHAZOQ®VTGVTEL FIMMGPNYEYSMTAFBDSETDRVETLAFINTGSIIYRKTLIQSNQKRAGH TIRITMEIFKLRI®L NTIVEL SIySTITEFE[ZVIZFLMQOLDVGERMSPSGQI
ENVAVSHEPENO®MY GNXHOE®L GAPMTT(FYI DSNFEIGISVTEKSYQVNKREIMVITLVTQNKIISETEVIINDHHGAONMTIRISMEKYARS LI SSTVAFERATVGERAMVIML LMKVPVY®KASGTRLT

HS[EPKIEIIAVGDQTYLH
HARAQTEIIDLTGDLSIQRVDQLVLS[NEETSGHPAANNEZKEMVTGV{THARYL GVNYDVSVSVVRATQSTRSNMERLMVVNGTNITIYVKTVIISASQKRASHTIRIT FKMRI®LSITELSEGAVGEFV|gVIgFLMOLNLGE®VDKDTGVT
HA DVVAIGR{HESENEGDATSNAKNE®L SCGVNLT|ZMI GRYFEFGATVY[®MDSDRSRI IALMNTTNVEARKTLITPTQQAOMSIITMEMFKEKP VEISEHTALGSVV|4IMFTMTIPLVI®ATTLSRIG

PQLEELINLRNLAQII

MRFTGKEG. .. . TYKSGRYKSPRNECFFEKVSNKYYFIVSTPEGIQPYEIRDLTPDRMPHIIMYISDVCAPALSAFKKLLPAMRPITTLTIGNWQFRPVEVSGGLRVNIGRNLTKEGDLTMSAPEDPGSNTFPG. . .GHIPGNGILDAGY
MQFSGQDG. .. .MYKSGRYKSPRNECFFEKVSNKYYFVVSTPEGIQPYEVRDLTPERVSHVIMYISDVCAPALSAFKKLIPAMRPITTLTIGNWQFRPVDISGGLRVNIYRNLTRYGDLSMSAPEDPGTDTFPG. . . THAPSKGHEEVGH
APLMNGAQ. .. .PYSVGPYEDPRNECYFERLGDDTYFIVSIPSAIQAYAIRQNPDTQGSSEGIFVEDLCPLALSAFKNMRPSMRGLSALVIGNWQLRPVKITGGLRMPLLSDNKDQVPAGFVSPEDPGHNPFPG. . .DLYTGDPCNKKGR
TPLDAHGG. .. . TYLNTDPVGNKVDCYFVLHEGQIYFGMSVGPINYTYSIVGRSREIGANMNVSLNQLCHSVYTEFLKEKEHPGTRNNIDVEGWLLKRIETLNGTKIFGLDDLEGSGPGHQSGPEDPSIAPIGH. .. .N...........
VPLDAHGG. .. . TYLNTSPVGNKVDCYFILHEGQIYFGMSVGTVNYTYSIVGRSSEIAINMNVSLNQLCHGVYNEFLKEQNSPGSRPNIEVEGWLLKRVQTVNGTKVFGLDDLEGEGSGYQGGPEDPSIAPKPS. ... TAAAPIVPQKGK
MPLSYGER. .. .SLSIGPYKPARKECYLEQVGDQYYLIISIPNSIQAYTIRDLDPEKIPHTGLYINDICPVLLNVYTTMSATARMMTAIMVGQWQFRPVNRPGGTRVNLPNKLANATRNEMYSPEDPGHSYYVDRLIDQYNYQTLPEGAL

IPIPYFSN. .. ... GSRPIVVLTNELYPPEVPKFQTQDDFNKLQLSPYHFERPGTTGPPSTTSKLQTTRSLHVDTSTQVIKQVTPTTLSEPTTREQTPTTANTLSTKEMLTTVKTIDENTTRITAQHHDTTQRS. .. ... ... .
EQLSSYSGKD. .TYTLTPYETPKTECYLELSGDDMYFAVKVFGNHQSYRLTWKAQAKTTEDIATVSQLCHEVLKYMTDRGDVFNNNTVVDTEHVTLTPVTLSAGTRVTLTKTDSTPVANETTSMSTAIKATLDR. . .. .. v vt
GDVGDDRSRIRLTVPSIDFAGGVTVSLDELRSRWLELKLRLPPVLYPENYSTVTVDIFDTDQLLNPYAVPVRTGSTVLGDGQSVAVRPVSDVPSEGDPLTVGQVSGALVQDTVVIGAASYDDQFESYYRSTQIASG. . ......... ...

YTVEYPKEW. . ................ KQTTP . .KPNEGGNMIDKNKTPVIPSKDSPT . . . i it i i e e e i e e s SDSSTLHQESVEPVRPTREVLKSSDYITIVSSDSGSGSGDFATG
YTLPNEKLS. . ............ ..., EVTTAAVKTKESLNLIPDTKDTRGEEENGSG. . . . . o i i e i e i e LNETIITGHTTPGHIKTHPAETKVTKHTVIIPQIEEDGSG. .ATT
HCICYDSDWNEIYTPGPDDYLFPPTTPRSTTVFRPVSMENHIINETQQGVTPSHNTKGNTITKSPDLNGENSVGKPGLNLTENSMRPPSQRPEVSPEHAGTKKGLEVESQRTTPSQITKIQDNQGTTKETPGPQVTTPIITDQGTTEHHT
PNIPSSTVKP. ............... PQKFTPTPKMAEDQETGQGHVSGAPLLNTTSGKKIQR . . . v v it it i i s e et s e e s e e a s TEEENQGRTGYTTLAGLVRQNISEDEGGNQTLSSFTETDDNVVANREK
VEICLKLNRG. .......... ... ..., NNLTIIQDIQCRVYKYSRVKSNWSIGPTSSPTGITMRDMITQLNKFSTAFSPPLQCNHSFPCPCPCNCSSTIGTTKEPLTRLQHNNSTHTRTAGLNTSHNRLLSTTIKSAHVTNSSKRRDQDS
I TLNKTAQTTEGTGQHQITTHNITRRD T T PN . . & v v i i e i e s e i s s e e TDGHSISTARQPNIQSHTAKDENTPDIYNNVRRIGIQRET
TTR. SVTTRLTESTAFNHTSSVLNQI TV P TSST . o v i it i i e e i e TEANHTSTPITRVSQHETSSVVTHGQLNNTLNATGSWRLRYSN
.......................... VNVSEYIGEMQQDRSIASKLLTHRSEDVEAMTKIR. ... ... .. i ii i ii i v ean e sas s QLVLSMQSDLTDPTKRDAAGAKLKNGIRMILFNRSLEILKGYVT

GPWTGVSPKAPQNGINPPGTRLPHSTPLGGINTPAPPDPKTSVDSDHTGNTIDSTASSRPLNHDTTGDIDTRINTETAIHGFTPGREATSSGKLISDLTNSTSVPSEAHPSASTSEANKPEKSTDSR. .. .VNQDSTSESVEE. . STTNA
STELQDETGYHTEDYNTTNTNGSLTAPNERNNYTSGDHTVSGEDITHTITVSDRTKTTQTLPTDNTFNQTPTKIQEGSPKSESTPKDYTAIESEDSHFTDPTLIRSTPEGTIVQVIGDQFHSAVTQLG. . ESNAIGNSEPIDQ. .GNNLI
ISSNNTMPTTIASDTDHSDTTTPPTKGPDNLNASTPKHTTISKTTTEGNKINTPIATSQEPPLGNTEGDATKIPNRTTTPNADQPNTTTTTEPPEKTNNNIKYETSTRKSINSTEVDNKTYTTTTINTPTVQPQGSTTSQTQK. .ETQLR
QSSGNRVETTTASLSQGHNREYNINSSPNQPEISILHPTTSQLGPQYS. . .NHSTDNHNSSISSNTPVDVKGTGDHTDLEVNLRTITHTSSEVKSIVTKSTTPGSNQSNKKSEGDTPDKEILEATPKKTEINSQRSNLRMAPILDDDFGS
ATHSHTSPETPASQTEKHHTATHPHTPPTKDQTGATGHPAANETSHHP . . . TPRTTTNPDIHHTTPPPGNPQPGNTAPHPEAATKAPTTTPQPRTNHTADAAPQADPPQKLNPTEQPIKTPTPTTTPTAPTTYPNRTTEPNPENNDTPIH
KTSRSRDRRPKKQKLDDYASKDQHNTFEDQGLWDKISSYLLPIQSDYYGIEDPELDSIDLFDYRHV T TSSSHNRVYMIY Q. o v v v it i i i it i et i i s i e i i e i i i e e s
LFERGY SEMMKIWIW GN NG D . . o o s o e e e et e e i e et e e e e e e e e e e e e e e e e e e e
KKYPFPQPERTGQPQALPQVADVASTVDVANQASDILDVIVSEGVENPNLDSQLHELTRIVSGNQPMTLDANSDTLVTVENIHGSVDTQIPAPPVAGPTPTMDTAITPTVEIDEQESIQNLPPANGKPATNNADSDDDRDGGLI. ... ..

PVDDKYSTRLTDTRSNTGDPEWTSQHSS.STTRGEVKPSLPGITETSTRQRT. ... .. EAATPPELVNNTLNPPSTQVRSVRSLMQDAIAQAWNFVRGVY TP . . v i i i i i i i i i s e e e
PTTDRGTMDNTSSQSHSSTTSTQGSHSAGHGSQSNMNLTALADTDSVTDQSTST . . . QEIDHEHENVSSILNPLSRHTRVMRDTVQEALTGAWGFIRGMIP . . . . i it it i i i i s i i i e s s
PDQESGDNLATEKPSTTSTRPNTGTSANSTEDPIKEDQTSIIIQRNITRFQDDHNTIQESNKAEENHSTTPKYETERESAIPELEQDTLPRPAKHEEPKMSTTPSLKRDNETQPTQGKDDVDEDRESQKEANIHEKNTNMTEIKSTLVPG
LYQDPDGNAGNSYRLDLQRDDQVGSIMEMALSSFLVHSGALKNGDDYNNHPRSTP.VQNDQRLTILTGNDNQLPSEYYEGGSGYSGDYYGTYDNLNLGLMTTRGRLSFSNMINSIVGHERYSSIGYIADCSGGDPPYQSICVNDVMVIST
PHNDPTRDTTTSPANHNTLDPHGDPEAEGTTTSETTSRSKPAGDTKETEHETLD . . .SPKDPHVDTTTSATTTDEGVDKTSTNTTQHAHPTPKQRSQTTDNTTRPDSPQQDTSTQTDTPRDQPNSPGADPGQPPPTDPPEEQREGGQPDN

EYNYDLLRRSMQPTNYKPIGSSRPALPRAMDY TDDKNTGIGPLYLEGLLCEFCDGVLRDTHGEDYIPHEFIPIIKDR. ... .. .. ... .. TLFVGMSPATKIKQEYEEMEKRNNLSKVDMSINWDENTLNPYYVLPSRINARYPLTITSF
KKQEETSSNNTKPEDAKITPDKAESRETSKPNSSIPTKEEERPNSQPLLRGGESQTLRLSNIEDLHIDDTSPSHTSHSEVQPTPKPPSEENPSFELIDVSHNNPKPDESLTKPCYQIDRHCTDNYLSTIGPLIDCYNKTEEVLCRLQTQT

MLWVNNLQKRVLGEVCFGVLIKGYPFVYLKGNTNSYIFALSRTMDFSN.YGSKSLVSVECLCKVVIDRSNLEKLKNGTSMSCGFISLHIMTTYMLRNSGTSPDENLVFDQGDIRLGYTTEGTVNLTVIESEKDPIVDGTTPAKKPVQDTS
IDYMEKNCPGGYLNTSMASILGVAYSEYGDCRRGESLKPGHNYICMINGTSYLADREFICRKPSYKVMTNLTTTKLFHSSQSPFDTVGHLIGKYPFSYQEFIEWAGHYYPRPTEYMCGLGEFCGYTFVFFLSPDFNAYFEPTIYYKSIEK

SKD P S L GGY LGOI . o v v s i i e e e e e e e e e e e e e e
LNRSPIQIYNLCGRVFEVADQLTEPYHNVIVTPLKNKVLILRSLSYNDFADLGGNKTSCDTILQRRAYFS. .VETSVAKEARKNKGKLEAVTKSPNEKITRMKRATNPSYGATPSYDTFGDLILSALESLWYKR

Figure S2: Multiple alignment of amino acid sequences of G proteins of jeilongviruses.
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Table S1. Primers used for nested RT-PCR to obtain complete virus genome sequences.

Sample - First round . Second round
Primer name Primer sequence (5°-3”) Primer name Primer sequence (5°-3”)
Huangshil0 1F GCCTACCAACCATGTCAACA N-1F  ATCAAACCACCTGATCCTTCTG
1R CTGACTACTCACTTGAATCCTAAG N-1R  GTTCCAACTGCCATGAATCTC
2F AAGTCCCTTAGATGGTCTTGAT N-2F  GAACACAACCAGGTGATTACTG
2R TCTCTTGACTTTCCCYCATATG N-2R  CTTGTRGCATTAGTCTTGYTGTC
2F GGACGACCATATAGCTCTGTG N-2F  CGATCTCAAACCTATTCTTGGA
2R CCARTGAACTTGAGCATTKGTG N-2R ACTAGATAATAGATCAGGAGCATG
3F GTCTACTGTGGAGGAACCAG N-3F  CATCAGCTCCGAAAGAGTTC
3R GCTCTGATTGATCTAGCAGAAC N-3R  GTTGAGTCTATCCATAGCATGC
3F GCATGCTATGGATAGACTCAAC N-3F  GTTCTGCTAGATCAATCAGAGC
3R GCCACGAGCAATTTTAGCTG N-3R  AAGGGTCTTCTTCTCCCATC
4F GATGGGAGAAGAAGACCCTT N-4F  CAGCTAAAATTGCTCGTGGC
4R TGTTATYCCACAATCYTGYTGG N-4R  GAAGAGCCCYTCTARTTTTGTAG
4F GACATAGGAAGAATACCCATTTCA N-4F  GATTGCTACATTATCACAGTATGGA
4R AATCTYCCWACRCCGTTAGATAT N-4R  CATGCTCTCATYTTRTAGGTCATC
5F ACTATCAATCCAACTATGACAGC N-5F  AGACCTATACTTGACAATCCACA
5R GCATAGATAACCTTGCTGCTTC N-5R  TTTCTGGAATTGAACGAAGGC
5F TCGYGACAARAGCACTCAAGT N-5F  GGGAGRMGAGTRGACACYAAC
5R ATGGATTGAACTCTCGCTGAC N-5R  ACCTAAGTAATGTTGATAGACTGC
6F TYGGTRTMTCACTCAACAATTACG N-6F  ACTCAACTGCWTGTTAYAARGCT
6R CAAAATTGGCCATAGAAACTTACT N-6R  TCAGGGACTGGAAGTGGAC
Shiyan201 1F ACGTAATCCTTAAGAATCAAAGAT N-1F  GTTCAGGGAGTATCAAGCAAAC
1R TGCCATCATYTGACCRAGTCTG N-1R  CCATRGCRAARCTCCAWAGYAA
2F CAGTGAGAAAGTTCATGGTCGA N-2F  GAAGTCAAGAAGAGCGGAGC
2R CYAACATCAGWGCYTTGTACTCC N-2R  CCTCAGGTACAGAGTTGATGAAC
2F GAGGCGATAAGTGAAAGGCAT N-3F  CATGACGACAAGCTCAAACAAAT
2R TTAGTCATRTCAAGTGGCTCCA N-3R  AGGKCCTYTCATTTCWGATGACA
3F GATACAAGGAACAGAGTAGATGC N-4F  CGTAGTGTAGGGAAATTAGGTCT
3R CWACWGCTCCYAAKGAGAAGAC N-4R  CCTATATGAAGCATRAAYGTGGC
3F GATTTCAGAGAACACAATGCA N-5F  CAATCTGCTTGTCTCTTTGCT
3R AKAYCATYAAWCCTCTRATCARTC N-5R  TRCAACTRTTCTGCATYTGGWT
4F GATCAACCCGGAACAAATACCT N-6F  TGTCAAGATAAGCACCTACCTTG
4R GGTGTWGCATARTCGTTGTAGC N-6R  TCAAGAGAACGTATCGAGGGAC
4F CACTGGCAATATAATAGGTGTGG N-7F  GCCCTGGAGATACATTTTCCTA
4R TGRCTKGGTATGGTKACACTRAC N-7R TTCGCCTTTRACAATTTGRTCTA
5F TTGCTGATGGGGTTACTAAT N-8F  GGCTAACATGCTCCTAATAATCA
5R AAGCACTTAGTTATAGTTGAYCC N-8R  CTGRTCTATRACCTCATTYGGTG
5F GGTAYGGWCARACAGARAGGA N-9F  GYARTGGWGGTMGWATATGYCC
5R GTTRCAYTCKGGRTAYGGTACATG N-9R  GACCYAATTTCCCATTYTGTATTC
6F TCRGATGTGYTKTATCCWGAATG N-10F  TRGAYAGTCCTATWGTWGCWGG
6R ACTCTGGATCATTCTTATARTCACC N-10R  TTCTGAACARATAGGTGATAATGC
6F GRGCWCATTCTAATGGYGAAGC N-11F  CATGARATGTGTGCWACYAAYTGG
6R CCTARWGCWGCYARATTDTCYCT N-11R  GWGCYCKYTCWGCACTRATTCT
TF GCCMTTRATACARAATCARTCATGG N-12F  GCATGTCTCTTACCTGCACC
7R GRTGWAGATCMGWTATAGTCCATTC N-12R  GRTCACTTTCKATCAAWGGRTTRC
TF TTTCARCARGTKATGCTCTTAGG N-13F CACCCAAGGARAATATCATAATGC
7R CATTGGYTCYTTMYCMATKCCAC N-13R  CCAKGTTGTTTCWGGTCTSCC
8F GGATTTACTCCCATACATACTCC N-14F  GACAGGGTATTAGGTCCAAGC
8R AACTCACTTGTCTGACTAGATC N-14R  TACTTGGTTTTGGGACTGGC




