Sup. Fig 1

a nFeature_RNA nCount_RNA percent_mito
9000 - 75000 A 15 1
6000 - | 50000 - ' 10
3000—_‘"" % 25000
N |
5 % 6 N % > = %
e e B AL AL A4 L T v W P AL
b Identity Identity Identity
Sample nFeature.min nFeature.max nCount.max Mitochondrial
Contamination
B3 200 5000 25000 7%
B4 200 3000 3500 7%
B5 200 3000 3000 7%
T3 200 4000 10000 7%
T4 200 10000 50000 7%
T5 200 6000 30000 7%
C
nFeature_RNA nCount_RNA percent_mito
50000 -
7500 -
40000 A
30000 -
5000 1
20000 A
2500 134
53 10000 i *
O_ ii'..i .
O_
B o e B x 6 N x 6 AN % ©
& & Lo T AL AL AL & L P & AL AL AL & & & AL AL ALS
Identity Identity Identity



Sup. Fig 2
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Sup. Fig 7
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Sup. Fig 8
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