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Supporting information Figure S1: (A) & (B) Multiple sequence

alignment of Hsp90 isoforms (alpha and beta) from Homo sapiens,

Gallus gallus Saccharomyces cerevisiae and Mus musculus showed

that both the K27 and K274 residues (shown in bold and underlined)

are conserved across the eukaryotes. (C) Schematic representation

of Hsp82 domain structure illustrates the position of K27 in the N-

terminal domain and K274 in the middle domain; (+/-) denotes the

charged-linker region.


