Reciprocal
BLAST
Performed | Reciprocal |GULO Genomic GuLo/cLu
sequence |(Yes, BLAST  [Transcript Chromosome [Legnthof  [GULO GuLo co- Clusterin
Order Family Acquired Software, _|Acquired |Number scaffold __|GULO __|Functional |orientation ientati Notes
Primary (74,669,366
Bos taurus cow Artiodactyla_|Bovidae Ensembl 107 __|No N 1 Assembly8 _{74,693,887 |Yes Forward _|Yes Reverse
Chromosome (74,467,306 Clusterin is located after
Caprahircus Goat Artiodactyla_|Bovidae Ensemb! 107__|No N 1 s 74,489,882 Yes Forward _|Yes Reverse three short ORFs
i 37,997,301 Two small genes between
Ovis aries Sheep (texel) Artiodactyla_|Bovidae Ensemb! 107__|No A 1]10494.1 2 38,020,786 Yes Reverse _|ves Forward GULOand cLy
primary
Delphinapterus ENSDLETO00000 [assembly (10,876,042
leucas Belugawhale __|Artiodactyla Ensemb! 107__|No A 1o ML702014.1 [10,905,071 |Yes Reverse __|Yes Forward
primary
assembly
Monodon 10,781,157
monoceros Narwhale Artiodactyla Ensembl 107__|No N 1]026348.1 8.1 10,814,904 Yes Reverse _|Yes Forward
104,876,72
2
ENSPSNTO00000 [Primary. 104,906,48
Vaquita Artiodactyla_|Phocoenidae __[Ensembl 107 __|No N 1]18163.1 assembly 6 ves Forward _|Yes Reverse
ENSSSCT000000 [Primary 11,300,045
Sus scrofa Pig (Reference) | Artiodactyla_|suidae Ensemb! 107__|No A 2/10600.5 assembly 14 _[11,336,139 | Yes Forward _|Yes Reverse
(Canis upis Dog (German Primary (30,175,908
familiaris shephard) Carnivore _|Canidae Ensemb! 107__|No A 2 Assembly 25_|30,207,796 | es Reverse __|Yes Forward
Primary_asse
mbly
4,633,631
Vulpes vulpes Fox Carnivore | Canidae Ensembl 107__|No N 1]06063.1 68.1 4,665,823 [Yes Reverse _|Yes Forward
ENSFCATO00000 [Chromosome (51,029,967
Felis catus cat Carnivore_|Felidae Ensemb! 107__|No N 1]28823.4 51,062,748 Yes Forward _|Yes Reverse
ENSLCNTO00050 [Primary (48,944,439
dian L carnivore_|Felidae Ensemb! 107__|No A 1o assembly81_|48,978,740|ves Forward _|Yes Reverse
153,632,00
o-
Zalophus Primary 153,663,1
P;wcm.anus Califor Lion_|Carnivore _|Otariidae Ensemb! 107__|No A 1]03183.1 assembly2 |2 ves Reverse __|Yes Forward
Hipposideros Great Roundleaf Unplaced  |363,791-
armiger Bat chiroptera Neal No A 1 h 417,651 [ves Forward _|Yes Reverse
Rousettus. Leschenault's Only an mRNAtranscriptis
Roussette Chiroptera _|Pteropodidae __[NCaI No N 1|HQ415789.1  [NA NA ves N NA N known
Chose exons from
hipposideros armiger BLAST
against greater horseshoe bat
which aligned to the
transcript D of
ENSRFET00010021794.1. Did
Primary (28,724,109 not includeadditional exons
Bat chiroptera Ensemb! 107__|No A 6 Assembly 18_|28,823,897|No Forward _|Yes Reverse
Oryctolagus ENSOC 42,085,515
cuniculus Rabbit Lagomorph _|Leporidae Ensemb! 107__|No A 20271323 2 42,110,122 Yes Reverse __|Yes Forward
Chose sequences from
reciprocal BLAST search to
Ves, NeBI, Oryctolagus cuniculus. Used
Oryctolagus Gene scaffold |320,944- NCBI fro reciprocal BLAST for
Pika Lagomorph Ensemb! 107__|cuniculus ofna 936 339,721 |Unlikely [Forward _|ves Reverse
504,174,688
3
Monodelphis ENSMODTO0000 [Primary_asse [504,231,04
domestica Opposum Marsupial__|Didelphidae Ensemb! 107__|No A 1]020272.4 mbly 1 ves Reverse _|ves Forward
Microcebus ENSMICT000000 | Chromosome (17,188,391
murinus primate__| Ensemb! 107__|No A 1]53941. 17,206,499 |Yes Reverse __|Yes Forward
ENSOGATO00000| Scaffold 3,059,738
Otolemur garnettii g Primate__|Galagidae Ensemb! 107__|No A 1)2: 61873593.1 |3,080,850 |ves Reverse _|ves Forward
Propithecus ENSPCOT000000 [Scaffold 8,255,372
coquereli Coquerel'sSifaka _|Primate __[Indriidae Ensemb! 107__|No N 1]27847.1 kQ028065.1 [8,271,581 |ves Forward _|Yes Reverse
ENSCAPTO00000 [AVPZ010001 (63,458,181
Cavia aperea Caviidae Ensemb! 107__|No A 1]07155.1 121 63,472,619 Likely Forward _|Yes Reverse
Yes,
Domestic Guinea Ensembl, 63,491,696 Recovered exons from Cavia
c pig Rodent Caviidae Ensemb! 107 _|Cavia aperea |Yes olna Ds562856.1 |6 Forward _|Yes Reverse aperea GULO transcript
ENSCLATO00000 [Scaffold 50,132,178
c chinchilla Rodent Chinchillidae __|Ensembl 107 [No N 2211231 1H721863.1|50,154,632]Yes Forward _|Yes Reverse
Mesocricetus ENSMAUTO0000 [ Scaffold 2,434,830~
auratus Golden Hamster _|Rodent Cricetidae Ensemb! 107__|No A 1o K8708180.1 [2,454,258 |ves Forward _|Yes Reverse
Primary_asse
mbly
Meriones 1,397,210-
Mongolian Gerbil_|Rodent Muridae Ensembl 107__|No N 2|031480.1 21 1,415,754 |Yes Reverse _|Yes Forward
ch 66,224,235
Mouse (C5781/61) |Rodent Muridae Ensemb! 107__|No N 1]059970.9 14 66,246,656 Yes Reverse _|ves Forward
v 40,205,665
Rat Rodent Muridae Ensemb! 107__|No A 10227027 assembly 15_|40,227,874ves Reverse _|ves Forward
Ictidomys. Scaffold 470,978
striped Gopher __|Rodent sciuridae Ensemb! 107__|No N 1 13034851 |492,441 [ves Forward _|Yes Reverse




