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D. 1001 o o Figure S3. Composition of mutational signatures. 96 bar plots show the
" o fraction of different mutations (y-axis) in all possible tri-nucleotide contexts
104 . (x-axis) for signature 7 (panel A) and signature 11 (panel B). Panel C compares
° the trinucleotide contexts of the tanning cohort (top panel), control cohort 1/2
g ° (middle panel), and the difference between these two cohorts (bottom panel).
5 7 r 3 Panel D illustrates the mutational burden attributable to signature 11 in the
E . current catalog of COSMIC signatures (version 3.4).
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