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Sensitivity analysis to selected parameters
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Smoothing parameters:
Rolling mean using a 5−day window with a `center` alignment.

LOESS span = 0.3.

Fig S4-1. Impact of the smoothing algorithm on the estimation of Rt. Top
panel: viral concentration example data set that ships with the R package ern. Middle
panel: infered daily latent incidence using LOESS with the span parameter at 0.3, or a
5-day rolling mean. Bottom panel: estimated Rt after latent daily incidence has been
smoothed with LOESS or rolling average. Both smoothing algorithms yield similar Rt

estimates.
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Fig S4-2. Impact of the choice of the fecal shedding temporal variation on
the estimation of Rt. Top two rows: fecal shedding distributions assumed in this
illustration. Third row: viral concentration example data set that ships with the R
package ern. Fourth row: inferred daily latent incidence using the different temporal
distributions for fecal shedding. Fifth row: estimated Rt using the different temporal
distributions for fecal shedding.
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Fig S4-3. Impact of the level of disease prevalence on the estimation of Rt.
Top panel: viral concentration example data set that ships with the R package ern.
Middle panel: infered daily latent incidence for different values of the data multiplier
(original data when the multiplier value is 1, data values divided by 10 when the
multiplier value is 0.1, and so on). Bottom panel: estimated Rt using different values
for the data multiplier.
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