
16S_rRNA_GCF_003994235__Bacteria__Proteobacteria__Gammaproteobacteria__Methylococcales__Methylomonadaceae__Methylobacter_A__Methylobacter_A_oryzae

AY661999.1.1527 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methylobacter uncultured bacterium

AJ617880.1.1458 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methylobacter uncultured bacterium

16S_rRNA_GCF_002934365__Bacteria__Proteobacteria__Gammaproteobacteria__Methylococcales__Methylomonadaceae__Methylobacter_A__Methylobacter_A_tundripaludum_A

EU907890.1.1406 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methylobacter uncultured bacterium

JQ906338.1.1501 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Crenothrix uncultured bacterium

JQ906324.1.1498 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Crenothrix uncultured bacterium

AF131868.1.1504 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methylobacter Methylobacter sp. T20

AF351239.1.1452 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methylobacter uncultured gamma proteobacterium

AQXJ01000009.3322.4836 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methylobacter bacterium UW 659-2-F09

DQ837251.1.1409 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methylobacter uncultured gamma proteobacterium

MF942669.1.1449 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methylobacter uncultured bacterium

LC124656.1.1487 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methylobacter uncultured bacterium

AB661599.1.1471 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methylobacter uncultured bacterium

16S_rRNA_GEMOTU_08588__Bacteria__Proteobacteria__Gammaproteobacteria__Methylococcales__Methylomonadaceae__Methylobacter_A__Methylobacter_A_tundripaludum

16S_rRNA_GCF_000190755__Bacteria__Proteobacteria__Gammaproteobacteria__Methylococcales__Methylomonadaceae__Methylobacter_A__Methylobacter_A_tundripaludum

AJ414655.1.1487 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methylobacter Methylobacter tundripaludumLake Zug Gamma-MOB-1 123m

16S_rRNA_GCA_903939355__Bacteria__Proteobacteria__Gammaproteobacteria__Methylococcales__Methylomonadaceae__KS41__KS41_sp903939355

AF152597.1.1527 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methylobacter Methylobacter psychrophilus

DQ367735.1.1410 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Crenothrix uncultured gamma proteobacterium

AB504958.1.1457 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methylobacter uncultured bacterium

GU472648.1.1457 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methylobacter uncultured Methylobacter sp.

JN656792.1.1496 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methylobacter uncultured gamma proteobacteriumAJ290055.1.1494 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methylobacter uncultured bacterium FukuN13GQ390222.1.1457 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae uncultured uncultured Methylobacter sp.
GQ390226.1.1457 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae uncultured uncultured Methylobacter sp.

16S_rRNA_GCA_903938485__Bacteria__Proteobacteria__Gammaproteobacteria__Methylococcales__Methylomonadaceae__KS41__KS41_sp903938485

JN656724.1.1496 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methylobacter uncultured gamma proteobacterium

16S_rRNA_GEMOTU_09275__Bacteria__Proteobacteria__Gammaproteobacteria__Methylococcales__Methylomonadaceae__UBA10906

AB754067.1.1458 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae uncultured uncultured bacterium

JN656780.1.1495 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae uncultured uncultured gamma proteobacterium

AB754129.1.1456 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae uncultured uncultured bacterium

HE998790.1.1438 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae uncultured uncultured bacterium

Lake Zug Gamma-MOB-3 160m

Lake Zug Gamma-MOB-2 135m

Lake Zug Gamma-MOB-2 123m

HE998788.1.1441 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae uncultured uncultured bacterium

Lake Zug Gamma-MOB-2 160m

FPLK01002409.9.1522 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae uncultured metagenome

16S_rRNA_GEMOTU_16389__Bacteria__Proteobacteria__Gammaproteobacteria__Methylococcales__Methylomonadaceae__UBA4132

GU572365.1.1497 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Crenothrix uncultured Methylococcales bacterium

Lake Zug Gamma-MOB-1 135m

GU472649.1.1459 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Crenothrix uncultured proteobacterium

16S_rRNA_GCA_002134785__Bacteria__Proteobacteria__Gammaproteobacteria__Methylococcales__Methylomonadaceae__UBA4132__UBA4132_sp002134785

KP687134.1.1457 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Crenothrix uncultured bacterium

ABSP01000370.181.1695 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Crenothrix freshwater sediment metagenome

GU572366.1.1500 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Crenothrix uncultured Methylococcales bacterium

KT698877.1.1501 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Crenothrix uncultured bacterium

JN038750.1.1493 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Crenothrix uncultured gamma proteobacterium

KX504893.1.1496 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Crenothrix uncultured bacterium

KT072419.1.1501 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Crenothrix uncultured bacterium

KX504899.1.1496 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Crenothrix uncultured bacterium

KP763245.1.1478 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Crenothrix uncultured bacterium

EF125436.1.1496 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Crenothrix uncultured bacterium

AB240527.1.1499 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Crenothrix uncultured bacterium

KC290421.1.1525 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Crenothrix uncultured bacterium

HQ844548.1.1499 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Crenothrix uncultured bacterium

JX505341.1.1457 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methylobacter uncultured Methylobacter sp.

KJ808187.1.1499 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Crenothrix uncultured bacterium

16S_rRNA_GCA_002862125__Bacteria__Proteobacteria__Gammaproteobacteria__Methylococcales__Methylomonadaceae__KS41__KS41_sp002862125

KM016305.1.1460 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methylovulum uncultured gamma proteobacterium

KM016323.1.1457 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methylovulum uncultured Crenothrix sp.

JN397961.1.1455 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methyloglobulus uncultured bacterium

GQ500863.1.1498 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methyloglobulus uncultured bacterium

GQ500833.1.1501 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methyloglobulus uncultured bacterium

KC683201.1.1534 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methylovulum uncultured bacterium

16S_rRNA_GCA_016715325__Bacteria__Proteobacteria__Gammaproteobacteria__Methylococcales__Methylomonadaceae__Methyloglobulus__Methyloglobulus_sp016715325

JN038857.1.1492 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Crenothrix uncultured gamma proteobacterium

HQ844546.1.1429 Bacteria Proteobacteria Gammaproteobacteria Methylococcales M
ethylomonadaceae Crenothrix uncultured bacterium

16S_rRNA_GCF_000384075__Bacteria__Proteobacteria__Gammaproteobacteria__Methylococcales__Methylomonadaceae__Methylovulum__Methylovulum_miyakonense

AB501287.1.1488 Bacteria Proteobacteria Gammaproteobacteria Methylococcales M
ethylomonadaceae Methylovulum Methylovulum miyakonense

GQ130272.1.1411 Bacteria Proteobacteria Gammaproteobacteria Methylococcales M
ethylomonadaceae Methylovulum Methylosoma sp. TFB

16S_rRNA_GCF_002923755__Bacteria__Proteobacteria__Gammaproteobacteria__Methylococcales__Methylomonadaceae__Methylovulum__Methylovulum_psychrotolerans

16S_rRNA_GEMOTU_04228__Bacteria__Proteobacteria__Gammaproteobacteria__Methylococcales__Methylomonadaceae__Methylovulum__

16S_rRNA_GEMOTU_07406__Bacteria__Proteobacteria__Gammaproteobacteria__Methylococcales__Methylomonadaceae__Methylovulum__

DQ119050.1.1491 Bacteria Proteobacteria Gammaproteobacteria Methylococcales M
ethylomonadaceae Methylosoma Methylosoma difficile

16S_rRNA_GCA_009695535__Bacteria__Proteobacteria__Gammaproteobacteria__Methylococcales__Methylomonadaceae__Methyloglobulus__Methyloglobulus_sp009695535
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ethylococcales__M

ethylom
onadaceae__M

ethylom
onas__M

ethylom
onas_sp000515215

FR798958.1.1486 Bacteria Proteobacteria Gam
m

aproteobacteria M
ethylococcales M

ethylom
onadaceae M

ethylom
onas M

ethylom
onas sp. R-45372

FR798959.1.1486 Bacteria Proteobacteria Gam
m

aproteobacteria M
ethylococcales M

ethylom
onadaceae M

ethylom
onas M

ethylom
onas sp. R-45373

FR798957.1.1486 Bacteria Proteobacteria Gam
m

aproteobacteria M
ethylococcales M

ethylom
onadaceae M

ethylom
onas M

ethylom
onas sp. R-45371
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FR798952.1.1486 Bacteria Proteobacteria Gam
m

aproteobacteria M
ethylococcales M

ethylom
onadaceae M

ethylom
onas M

ethylom
onas sp. R-45362

FR798961.1.1486 Bacteria Proteobacteria Gam
m

aproteobacteria M
ethylococcales M

ethylom
onadaceae M

ethylom
onas M

ethylom
onas sp. R-45375

16S_rRNA_GCF_903064685__Bacteria__Proteobacteria__Gam
m

aproteobacteria__M
ethylococcales__M

ethylom
onadaceae__M

ethylom
onas__M

ethylom
onas_sp903064685

16S_rRNA_GCF_016865255__Bacteria__Proteobacteria__Gam
m

aproteobacteria__M
ethylococcales__M

ethylom
onadaceae__M

ethylom
onas__M

ethylom
onas_sp000702925

AB930813.1.1456 Bacteria Proteobacteria Gam
m

aproteobacteria M
ethylococcales M

ethylom
onadaceae M

ethylom
onas uncultured bacterium

JQ079849.1.1499 Bacteria Proteobacteria Gam
m

aproteobacteria M
ethylococcales M

ethylom
onadaceae M

ethylom
onas uncultured M

ethylom
onas sp.

AB930740.1.1455 Bacteria Proteobacteria Gam
m

aproteobacteria M
ethylococcales M

ethylom
onadaceae M

ethylom
onas uncultured bacterium
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AF150798.1.1498 Bacteria Proteobacteria Gam
m

aproteobacteria M
ethylococcales M

ethylom
onadaceae M

ethylom
onas M

ethylom
onas sp. LW

19

KJ578019.1.1494 Bacteria Proteobacteria Gam
m

aproteobacteria M
ethylococcales M

ethylom
onadaceae M

ethylom
onas uncultured bacterium

AB240468.1.1497 Bacteria Proteobacteria Gam
m

aproteobacteria M
ethylococcales M

ethylom
onadaceae M

ethylom
onas uncultured bacterium

AB930540.1.1456 Bacteria Proteobacteria Gam
m

aproteobacteria M
ethylococcales M

ethylom
onadaceae M

ethylom
onas uncultured bacterium

16S_rRNA_GCA_903918375__Bacteria__Proteobacteria__Gam
m

aproteobacteria__M
ethylococcales__M

ethylom
onadaceae__M

ethylom
onas__M

ethylom
onas_sp903918375

16S_rRNA_GEM
OTU_04082__Bacteria__Proteobacteria__Gam

m
aproteobacteria__M

ethylococcales__M
ethylom

onadaceae__M
ethylom

onas__

AB240313.1.1494 Bacteria Proteobacteria Gam
m

aproteobacteria M
ethylococcales M

ethylom
onadaceae M

ethylom
onas uncultured bacterium

16S_rRNA_GCF_903064715__Bacteria__Proteobacteria__Gammaproteobacteria__M
ethylococcales__M

ethylomonadaceae__M
ethylomonas__M

ethylomonas_sp903064715

JN038829.1.1491 Bacteria Proteobacteria Gammaproteobacteria M
ethylococcales M

ethylomonadaceae M
ethylomonas uncultured gamma proteobacterium

16S_rRNA_GCF_015711015__Bacteria__Proteobacteria__Gammaproteobacteria__M
ethylococcales__M

ethylomonadaceae__M
ethylomonas__M

ethylomonas_sp015711015

16S_rRNA_GCF_001644015__Bacteria__Proteobacteria__Gammaproteobacteria__M
ethylococcales__M

ethylomonadaceae__M
ethylomonas__M

ethylomonas_lenta

FR798956.1.1486 Bacteria Proteobacteria Gammaproteobacteria M
ethylococcales M

ethylomonadaceae M
ethylomonas M

ethylomonas lenta

FR798962.1.1486 Bacteria Proteobacteria Gammaproteobacteria M
ethylococcales M

ethylomonadaceae M
ethylomonas M

ethylomonas lenta

JQ906313.1.1493 Bacteria Proteobacteria Gammaproteobacteria Methylococcales M
ethylomonadaceae pLW

-20 uncultured bacterium

JQ906322.1.1496 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae pLW
-20 uncultured bacterium

JQ906309.1.1494 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae pLW-20 uncultured bacterium

JQ906308.1.1497 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae pLW-20 uncultured bacterium

JQ906311.1.1496 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae pLW-20 uncultured bacterium

Lake Zug Gamma-MOB-5 160m

AB930644.1.1456 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae pLW-20 uncultured bacterium

U67929.1.1451 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methylosphaera Methylosphaera hansonii

FO082060.618676.620198 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methylomicrobium Methylomicrobium alcaliphilum

FO082060.4083408.4084930 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methylomicrobium Methylomicrobium alcaliphilum

16S_rRNA_GCF_000968535_2__Bacteria__Proteobacteria__Gammaproteobacteria__Methylococcales__Methylomonadaceae__Methylotuvimicrobium__Methylotuvimicrobium_alcaliphilum

16S_rRNA_GCF_000968535_1__Bacteria__Proteobacteria__Gammaproteobacteria__Methylococcales__Methylomonadaceae__Methylotuvimicrobium__Methylotuvimicrobium_alcaliphilum

FO082060.124433.125955 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methylomicrobium Methylomicrobium alcaliphilum

X72775.1.1474 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methylomicrobium
Methylomicrobium pelagicum

D89279.1.1450 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methylomicrobium Methylomicrobium japanense

16S_rRNA_GCF_003932755__Bacteria__Proteobacteria__Gammaproteobacteria__Methylococcales__Methylomonadaceae__Methylotuvimicrobium__Methylotuvimicrobium_sp003932755

16S_rRNA_GCF_006788925__Bacteria__Proteobacteria__Gammaproteobacteria__Methylococcales__Methylomonadaceae__Methylotuvimicrobium__Methylotuvimicrobium_kenyense

AJ132384.1.1486 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methylomicrobium Methylomicrobium kenyense

AF307138.1.1500 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methylomicrobium Methylomicrobium buryatense

AY546505.1.1499 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methylomicrobium uncultured bacterium

16S_rRNA_GCF_000341735__Bacteria__Proteobacteria__Gammaproteobacteria__Methylococcales__Methylomonadaceae__Methylotuvimicrobium__Methylotuvimicrobium_buryatense

AF194539.1.1478 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methylomicrobium Methylomicrobium sp. 4G
muiretcab derutlucnu muiborcimolyhteM eaecadanomolyhteM selaccocolyhteM airetcaboetorpammaG airetcaboetorP airetcaB1041.1.952704QJ

JQ739052.1.1426 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methylomicrobium uncultured bacterium

GU208264.1.1502 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methylomicrobium uncultured prokaryote

DQ837264.1.1415 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methylobacter uncultured gamma proteobacterium

DQ837274.1.1419 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methylobacter uncultured gamma proteobacterium

16S_rRNA_GCA_002843155__Bacteria__Proteobacteria__Gammaproteobacteria__Methylococcales__Methylomonadaceae__PGZD01__PGZD01_sp002843155

16S_rRNA_GCF_009828925__Bacteria__Proteobacteria__Gammaproteobacteria__Methylococcales__Methylomonadaceae__Methylicorpusculum__Methylicorpusculum_oleiharenae

KC963966.1.1493 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methylobacter Methylomicrobium sp. XLMV4

LC171290.1.1463 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Marine Methylotrophic Group 2 uncultured gamma proteobacterium

AJ704660.1.1500 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Marine Methylotrophic Group 2 uncultured gamma proteobacterium

DQ270612.1.1503 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Marine Methylotrophic Group 2 uncultured bacterium

FJ813522.1.1505 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Marine Methylotrophic Group 2 uncultured bacterium

DQ270623.1.1509 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Marine Methylotrophic Group 2 uncultured bacterium

AB981882.1.1461 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Marine Methylotrophic Group 2 uncultured bacterium

AJ704662.1.1500 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Marine Methylotrophic Group 2 uncultured gamma proteobacterium

EU107483.1.1532 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Marine Methylotrophic Group 2 uncultured Methylococcaceae bacterium

AB981841.1.1463 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Marine Methylotrophic Group 2 uncultured gamma proteobacterium

AB980111.1.1463 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Marine Methylotrophic Group 2 uncultured gamma proteobacterium

AJ937699.1.1429 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Marine Methylotrophic Group 2 uncultured bacterium

AB453959.1.1457 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Marine Methylotrophic Group 2 Methylococcaceae bacterium SF-BR

AY094499.1.1424 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Marine Methylotrophic Group 2 uncultured gamma proteobacterium

FJ628298.1.1501 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Marine Methylotrophic Group 2 uncultured bacterium

EU570856.1.1502 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Marine Methylotrophic Group 2 uncultured bacterium

AJ704661.1.1497 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Marine Methylotrophic Group 2 uncultured gamma proteobacterium

KX097435.1.1500 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Marine Methylotrophic Group 2 uncultured bacterium

JQ036257.1.1499 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Marine Methylotrophic Group 2 uncultured bacterium

AB980098.1.1461 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Marine Methylotrophic Group 2 uncultured gamma proteobacterium

KT257790.1.1502 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Marine Methylotrophic Group 2 uncultured bacterium

AJ535221.1.1410 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Marine Methylotrophic Group 2 uncultured gamma proteobacterium

16S_rRNA_GCA_003666385__Bacteria__Proteobacteria__Gammaproteobacteria__Methylococcales__Methylomonadaceae__QPIN01__QPIN01_sp003666385

HE814582.1.1536 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Marine Methylotrophic Group 2 uncultured bacterium

16S_rRNA_GCA_003666325__Bacteria__Proteobacteria__Gammaproteobacteria__Methylococcales__Methylomonadaceae__QPIN01__QPIN01_sp003666325

KM356325.1.1475 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Marine Methylotrophic Group 2 uncultured bacterium

KC522846.1.1522 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Marine Methylotrophic Group 2 uncultured bacterium

JQ678345.1.1523 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Marine Methylotrophic Group 2 uncultured bacterium

FJ712403.1.1407 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Marine Methylotrophic Group 2 uncultured bacterium

JF268343.1.1496 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Marine Methylotrophic Group 2 uncultured bacterium

FJ712560.1.1409 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Marine Methylotrophic Group 2 uncultured bacterium

JF268387.1.1495 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Marine Methylotrophic Group 2 uncultured bacterium

AB981805.1.1461 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Marine Methylotrophic Group 2 uncultured gamma proteobacterium

JN662204.1.1420 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Marine Methylotrophic Group 2 uncultured gamma proteobacterium

muiretcab derutlucnu 2 puorG cihportolyhteM eniraM eaecadanomolyhteM selaccocolyhteM airetcaboetorpammaG airetcaboetorPairetcaB 9541.1.333653MK

DQ270617.1.1490 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Marine Methylotrophic Group 2 uncultured bacterium

DQ270628.1.1508 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Marine Methylotrophic Group 2 uncultured bacterium

AB981790.1.1461 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Marine Methylotrophic Group 2 uncultured gamma proteobacterium
KM019123.1.1449 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Marine Methylotrophic Group 2 uncultured proteobacterium
AM236330.1.1500 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methyloprofundus methanotrophic bacterial endosymbiont of Bathymodiolus brooksiJF268342.1.1498 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methyloprofundus uncultured bacteriumFN553446.1.1500 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methyloprofundus uncultured sediment bacterium

16S_rRNA_GCA_016592635__Bacteria__Proteobacteria__Gammaproteobacteria__Methylococcales__Methylomonadaceae__Methyloprofundus__Methyloprofundus_sp016592635

FJ813558.1.1498 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methyloprofundus uncultured bacterium

16S_rRNA_GCF_002072955_1__Bacteria__Proteobacteria__Gammaproteobacteria__Methylococcales__Methylomonadaceae__Methyloprofundus__Methyloprofundus_sedimen�

KF484906.1.1414 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methyloprofundus Methyloprofundus sedimen�

16S_rRNA_GCF_002072955_2__Bacteria__Proteobacteria__Gammaproteobacteria__Methylococcales__Methylomonadaceae__Methyloprofundus__Methyloprofundus_sedimen�

AJ704656.1.1498 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methyloprofundus uncultured gamma proteobacterium

AJ704654.1.1500 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methyloprofundus uncultured gamma proteobacterium

KM396657.1.1403 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methyloprofundus uncultured bacterium

16S_rRNA_GCF_900128525__Bacteria__Proteobacteria__Gammaproteobacteria__Methylococcales__Methylomonadaceae__Methyloprofundus__Methyloprofundus_sp900128525

FJ905681.1.1406 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methyloprofundus uncultured bacterium

JF320721.1.1457 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methyloprofundus uncultured bacterium

HE963013.1.1499 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methyloprofundus bacterium symbiont of Bathymodiolus mauritanicus

AM882525.1.1497 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methyloprofundus uncultured gamma proteobacterium

AM402955.1.1500 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methyloprofundus methanotrophic endosymbiont of Idas sp.

JF268364.1.1496 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methyloprofundus uncultured bacterium

EU570835.1.1506 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methyloprofundus uncultured bacterium

JF268386.1.1497 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methyloprofundus uncultured bacterium

AB453744.1.1439 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methyloprofundus uncultured bacterium

KX097281.1.1500 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methyloprofundus uncultured bacterium

AM083967.1.1466 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methyloprofundus methanotrophic endosymbiont of Bathymodiolus azoricus Menez Gwen

KF657324.1.1464 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methyloprofundus bacterium thiotrophic symbiont of Bathymodiolus sp.

AJ745717.1.1502 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methyloprofundus methanotrophic bacterial endosymbiont of Bathymodiolus sp.

FN553927.1.1524 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methyloprofundus uncultured sediment bacterium

AB036711.1.1462 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methyloprofundus Bathymodiolus japonicus methanotrophic gill symbiont

KX097644.1.1501 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methyloprofundus uncultured bacterium

JF268396.1.1498 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methyloprofundus uncultured bacterium

16S_rRNA_GCF_002189065__Bacteria__Proteobacteria__Gammaproteobacteria__Methylococcales__Methylomonadaceae__Methyloprofundus__Methyloprofundus_sp002189065

JQ989457.1.1513 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methyloprofundus uncultured bacterium

JF268409.1.1500 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Methyloprofundus uncultured bacterium

AB981884.1.1459 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae pLW-20 uncultured bacterium

FJ497323.1.1463 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae pLW-20 uncultured bacterium

FJ205287.1.1480 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae pLW-20 uncultured gamma proteobacterium

16S_rRNA_GCA_006844705__Bacteria__Proteobacteria__Gammaproteobacteria__Methylococcales__Methylomonadaceae__Methylomarinum__Methylomarinum_sp006844705

16S_rRNA_GCF_016097405__Bacteria__Proteobacteria__Gammaproteobacteria__Methylococcales__Methylomonadaceae__Methylomarinum__Methylomarinum_sp016097405

16S_rRNA_GEMOTU_08559__Bacteria__Proteobacteria__Gammaproteobacteria__Methylococcales__Methylomonadaceae__Methylomarinum__

FJ712439.1.1496 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylomonadaceae Milano-WF1B-03 uncultured bacterium

FJ712444.1.1496 Bacteria Proteobacteria Gammaproteobacteria Methylococcales M
ethylomonadaceae Milano-WF1B-03 uncultured bacterium

DQ270621.1.1526 Bacteria Proteobacteria
Gammaproteobacteria Methylococcales M

ethylomonadaceae Milano-WF1B-03 uncultured bacterium

LC171281.1.1464 Bacteria Proteobacteria Gammaproteobacteria Methylococcales M
ethylomonadaceae Milano-WF1B-03 uncultured gamma proteobacterium

KM356316.1.1464 Bacteria Proteobacteria Gammaproteobacteria Methylococcales M
ethylomonadaceae Milano-W

F1B-03 uncultured bacterium

JN662221.1.1415 Bacteria Proteobacteria Gammaproteobacteria Methylococcales M
ethylomonadaceae Milano-W

F1B-03 uncultured gamma proteobacterium

FJ813566.1.1499 Bacteria Proteobacteria Gammaproteobacteria Methylococcales M
ethylomonadaceae pItb-vmat-5

9 uncultured bacterium

DQ270629.1.1498 Bacteria Proteobacteria Gammaproteobacteria Methylococcales M
ethylomonadaceae Milano-W

F1B-03 uncultured bacterium

EU491707.1.1477 Bacteria Proteobacteria Gammaproteobacteria Methylococcales M
ethylomonadaceae Milano-W

F1B-03 uncultu
red bacteriu

m

EU491690.1.1479 Bacteria Proteobacteria Gammaproteobacteria M
ethylococcales M

ethylomonadaceae M
ilano-W

F1B-03 uncultu
red bacteriu

m

KC682804.1.1427 Bacte
ria

 Proteobacte
ria

 Gammaproteobacte
ria

 M
ethylococca

les M
ethylomonadaceae M

ilano-W
F1B-03 uncultu

red bacte
riu

m

KC682849.1.1513 Bacte
ria

 Proteobacte
ria

 Gammaproteobacte
ria

 M
ethylococca

les M
ethylomonadaceae M

ilano-W
F1B-03 uncultu

red bacte
riu

m

KC470904.1.1528 Bacte
ria

 Proteobacte
ria

 Gammaproteobacte
ria

 M
ethylococca

les M
ethylomonadaceae M

ilano-W
F1B-03 uncultu

red bacte
riu

m

16S_rRNA_GCF_000733935__Bacte
ria

__Proteobacte
ria

__Gammaproteobacte
ria

__Methylococca
les__Methylomonadaceae__Methylomarin

um__Methylomarin
um_vadi

AB301717.1.1464 Bacte
ria

 Proteobacte
ria

 Gammaproteobacte
ria

 M
ethylococca

les M
ethylomonadaceae M

ethylomarin
um M

ethylomarin
um vadi

EU700156.1.1505 Bacte
ria

 Proteobacte
ria

 Gammaproteobacte
ria

 M
ethylococca

les M
ethylomonadaceae M

ethylomarin
um uncultu

red bacte
riu

m

KU740210.1.1410 Bacte
ria

 Proteobacte
ria

 Gammaproteobacte
ria

 M
ethylococca

les M
ethylomonadaceae M

ethylomarin
um M

ethylomarin
um sp

. SSMP1

FN553606.1.1510 Bacte
ria

 Proteobacte
ria

 Gammaproteobacte
ria

 M
ethylo

co
cca

les M
ethylo

monadaceae pItb
-vm

at-5
9 uncu

ltu
red se

dim
ent b

acte
riu

m

AB294960.1.1475 Bacte
ria

 Proteobacte
ria

 Gammaproteobacte
ria

 M
ethylo

co
cca

les M
ethylo

monadaceae pItb
-vm

at-5
9 uncu

ltu
red M

ethylo
monas s

p.

JN
860373.1.1515 Bacte

ria
 Proteobacte

ria
 Gammaproteobacte

ria
 M

ethylo
co

cca
les M

ethylo
monadace

ae pItb
-vm

at-5
9 uncu

ltu
red M

ethylo
monas s

p.

FJ2
64570.1.1500 Bacte

ria
 Proteobacte

ria
 Gammaproteobacte

ria
 M

ethylo
co

cca
les M

ethylo
monadace

ae pItb
-vm

at-5
9 uncu

ltu
red bacte

riu
m

KX097785.1.1501 Bac
teria

 Proteobac
teria

 Gam
map

roteobac
teria

 M
ethylo

co
cca

les M
ethylo

monad
ac

eae
 pItb

-vm
at-

59 uncu
ltu

red bac
teriu

m

AB294957.1.1455 Bac
teria

 Proteobac
teria

 Gam
map

roteobac
teria

 M
ethylo

co
cca

les M
ethylo

monad
ac

eae
 pItb

-vm
at-

59 uncu
ltu

red M
ethylo

bac
ter s

p.

FN
553941.1.1498 Bac

teria
 Pro

teobac
teria
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AB669155.1.1452 Bacteria Proteobacteria Gam
m

aproteobacteria M
ethylococcales M

ethylococcaceae M
ethylom

agnum
 M

ethylom
agnum

 ishizaw
ai

KP272135.1.1412 Bacteria Proteobacteria Gam
m

aproteobacteria M
ethylococcales M

ethylococcaceae M
ethylom

agnum
 m

ethanotrophic bacterium
 AK-K6

FJ810597.1.1497 Bacteria Proteobacteria Gam
m

aproteobacteria M
ethylococcales M

ethylococcaceae M
ethylom

agnum
 uncultured bacterium

KP272134.1.1438 Bacteria Proteobacteria Gam
m

aproteobacteria M
ethylococcales M

ethylococcaceae M
ethylom

agnum
 m

ethanotrophic bacterium
 GFS-K6

AJ617834.1.1460 Bacteria Proteobacteria Gam
m

aproteobacteria M
ethylococcales M

ethylococcaceae M
ethylocaldum

 uncultured bacterium

AY999963.1.1459 Bacteria Proteobacteria Gam
m

aproteobacteria M
ethylococcales M

ethylococcaceae M
ethylocaldum

 M
ethylocaldum

 szegediense

U89300.1.1491 Bacteria Proteobacteria Gam
m

aproteobacteria M
ethylococcales M

ethylococcaceae M
ethylocaldum

 M
ethylocaldum

 szegediense

16S_rRN
A_GCF_000427385__Bacteria__Proteobacteria__Gam

m
aproteobacteria__M

ethylococcales__M
ethylococcaceae__M

ethylocaldum
__M

ethylocaldum
_szegediense

AP017928.4154041.4155519 Bacteria Proteobacteria Gam
m

aproteobacteria M
ethylococcales M

ethylococcaceae M
ethylocaldum

 M
ethylocaldum

 m
arinum

AP017928.5092982.5094460 Bacteria Proteobacteria Gam
m

aproteobacteria M
ethylococcales M

ethylococcaceae M
ethylocaldum

 M
ethylocaldum

 m
arinum

16S_rRNA_GCF_003584645__Bacteria__Proteobacteria__Gam
m

aproteobacteria__M
ethylococcales__M

ethylococcaceae__M
ethylocaldum

__M
ethylocaldum

_m
arinum

U89298.1.1489 Bacteria Proteobacteria Gam
m

aproteobacteria M
ethylococcales M

ethylococcaceae M
ethylocaldum

 M
ethylocaldum

 gracile

16S_rRNA_GEM
O

TU_05162__Bacteria__Proteobacteria__Gam
m

aproteobacteria__M
ethylococcales__M

ethylococcaceae__M
ethylocaldum
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AB626713.1.1460 Bacteria Proteobacteria Gam

m
aproteobacteria M

ethylococcales M
ethylococcaceae M

ethylocaldum
 uncultured bacterium

16S_rRNA_GCA_902810705__Bacteria__Proteobacteria__Gam
m

aproteobacteria__M
ethylococcales__M

ethylococcaceae__CADDYU01__CADDYU01_sp902810705

HM
362553.1.1458 Bacteria Proteobacteria Gam

m
aproteobacteria M

ethylococcales M
ethylococcaceae M

ethylocaldum
 uncultured bacterium
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HM
362535.1.1464 Bacteria Proteobacteria Gam

m
aproteobacteria M

ethylococcales M
ethylococcaceae M

ethylocaldum
 uncultured bacterium

HM
362490.1.1460 Bacteria Proteobacteria Gam

m
aproteobacteria M

ethylococcales M
ethylococcaceae M

ethylocaldum
 uncultured bacterium

HM
362597.1.1458 Bacteria Proteobacteria Gam

m
aproteobacteria M

ethylococcales M
ethylococcaceae M

ethylocaldum
 uncultured bacterium

16S_rRNA_GCF_006175985__Bacteria__Proteobacteria__Gam
m

aproteobacteria__M
ethylococcales__M

ethylococcaceae__M
ethylotetracoccus__M

ethylotetracoccus_oryzae

16S_rRNA_GCA_004168015__Bacteria__Proteobacteria__Gam
m

aproteobacteria__M
ethylococcales__M

ethylococcaceae__M
ethylotetracoccus__M

ethylotetracoccus_sp004168015

M
H789551.1.1481 Bacteria Proteobacteria Gam

m
aproteobacteria M

ethylococcales M
ethylococcaceae M

ethylocaldum
 M

ethylococcaceae bacterium

KX504866.1.1499 Bacteria Proteobacteria Gam
m

aproteobacteria M
ethylococcales M

ethylococcaceae M
ethylocaldum

 uncultured bacterium

AB930629.1.1458 Bacteria Proteobacteria Gam
m

aproteobacteria M
ethylococcales M

ethylococcaceae M
ethylocaldum

 uncultured bacterium

X73819.24.1473 Bacteria Proteobacteria Gam
m

aproteobacteria M
ethylococcales M

ethylococcaceae M
ethylococcus M

ethylococcus therm
ophilus

X72769.1.1468 Bacteria Proteobacteria Gam
m

aproteobacteria M
ethylococcales M

ethylococcaceae M
ethylococcus M

ethylococcus sp.

X72771.1.1473 Bacteria Proteobacteria Gam
m

aproteobacteria M
ethylococcales M

ethylococcaceae M
ethylococcus M

ethylococcus capsulatus

X72770.1.1466 Bacteria Proteobacteria Gam
m

aproteobacteria M
ethylococcales M

ethylococcaceae M
ethylococcus M

ethylococcus capsulatus

AE017282.2915934.2917406 Bacteria Proteobacteria Gam
m

aproteobacteria
M

ethylococcales M
ethylococcaceae M

ethylococcus M
ethylococcus capsulatus str. Bath

AE017282.788147.789619 Bacteria Proteobacteria Gam
m

aproteobacteria M
ethylococcales M

ethylococcaceae M
ethylococcus M

ethylococcus capsulatus str. Bath

AJ563935.1.1481 Bacteria Proteobacteria Gam
m

aproteobacteria M
ethylococcales M

ethylococcaceae M
ethylococcus M

ethylococcus capsulatus

AUKJ01000017.293.1807 Bacteria Proteobacteria Gam
m

aproteobacteria M
ethylococcales M

ethylococcaceae M
ethylococcus M

ethylococcus capsulatus str. Texas ATCC 19069

AUKJ01000009.12092.13606 Bacteria Proteobacteria Gam
m

aproteobacteria M
ethylococcales M

ethylococcaceae M
ethylococcus M

ethylococcus capsulatus str. Texas ATCC 19069

16S_rRNA_GCF_000424685__Bacteria__Proteobacteria__Gam
m

aproteobacteria__M
ethylococcales__M

ethylococcaceae__M
ethylococcus__M

ethylococcus_capsulatus

HM
362565.1.1461 Bacteria Proteobacteria Gam

m
aproteobacteria M

ethylococcales M
ethylococcaceae M

ethylococcus uncultured bacterium

HM
362501.1.1462 Bacteria Proteobacteria Gam

m
aproteobacteria M

ethylococcales M
ethylococcaceae M

ethylococcus uncultured bacterium

16S_rRNA_GCF_016106025__Bacteria__Proteobacteria__Gam
m

aproteobacteria__M
ethylococcales__M

ethylococcaceae__M
ethylococcus__M

ethylococcus_sp016106025

JX434207.1.1513 Bacteria Proteobacteria Gam
m

aproteobacteria M
ethylococcales M

ethylococcaceae M
ethylococcus uncultured bacterium

16S_rRNA_GCF_000934725_2__Bacteria__Proteobacteria__Gam
m

aproteobacteria__M
ethylococcales__M

ethylococcaceae__M
ethyloterricola__M

ethyloterricola_oryzae

JYNS01000046.141.1656 Bacteria Proteobacteria Gam
m

aproteobacteria M
ethylococcales M

ethylococcaceae M
ethyloterricola M

ethyloterricola oryzae

16S_rRNA_GCF_000934725_1__Bacteria__Proteobacteria__Gam
m

aproteobacteria__M
ethylococcales__M

ethylococcaceae__M
ethyloterricola__M

ethyloterricola_oryzae

JN397710.1.1451 Bacteria Proteobacteria Gammaproteobacteria M
ethylococcales M

ethylococcaceae Candidatus M
ethylospira uncultured bacterium

JN038836.1.1493 Bacteria Proteobacteria Gammaproteobacteria M
ethylococcales M

ethylococcaceae Candidatus M
ethylospira uncultured gamma proteobacterium
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HM
243844.1.1496 Bacteria Proteobacteria Gammaproteobacteria M

ethylococcales M
ethylococcaceae uncultured uncultured bacterium

16S_rRNA_GCA_903934875__Bacteria__Proteobacteria__Gammaproteobacteria__M
ethylococcales__M

ethylococcaceae__M
ethyloumidiphilus__M

ethyloumidiphilus_sp903934875

16S_rRNA_GCF_009498235__Bacteria__Proteobacteria__Gammaproteobacteria__M
ethylococcales__M

ethylococcaceae__M
ethylospira__M

ethylospira_mobilis

KU216206.1.1498 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylococcaceae Candidatus Methylospira Candidatus Methylospira mobilis

16S_rRNA_GCF_016925495__Bacteria__Proteobacteria__Gammaproteobacteria__Methylococcales__Methylococcaceae__EFPC2__EFPC2_sp016925495

HE589849.1.1458 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylococcaceae uncultured bacterium

16S_rRNA_GCF_012769535__Bacteria__Proteobacteria__Gammaproteobacteria__Methylococcales__Methylococcaceae__Methylococcus__Methylococcus_sp012769535

AB354618.1.1436 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylococcaceae Methylococcus uncultured bacterium

16S_rRNA_GCF_001312345__Bacteria__Proteobacteria__Gammaproteobacteria__Methylococcales__Methylococcaceae__Methylogaea__Methylogaea_oryzae

EU672873.1.1451 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylococcaceae Methylogaea Methylogaea oryzae JCM 16910

KX163687.1.1400 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylococcaceae uncultured bacterium

KP771709.1.1428 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylococcaceae uncultured Methylococcus sp. LS7-MC

KX504600.1.1499 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylococcaceae uncultured bacterium

KC465686.1.1498 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylohalobiaceae Methylohalobius uncultured bacterium

KC465685.1.1498 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylohalobiaceae Methylohalobius uncultured bacterium

AJ581837.1.1462 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylohalobiaceae Methylohalobius Methylohalobius crimeensis

LSNW01000012.123506.124943 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylohalobiaceae Methylohalobius Methylothermaceae bacteria B42

AB536747.1.1470 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylohalobiaceae Methylothermus Methylothermus subterraneus

AY829009.1.1463 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylohalobiaceae Methylothermus Methylothermus thermalis

AB301718.1.1466 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylohalobiaceae Methylomarinovum Methylomarinovum caldicuralii

HQ910288.1.1500 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylococcaceae uncultured uncultured bacterium

JX133409.1.1500 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylococcaceae uncultured uncultured bacterium

AM500720.1.1496 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylococcaceae uncultured uncultured bacterium

FN667523.1.1469 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylococcaceae uncultured uncultured compost bacterium

AM930308.1.1506 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylococcaceae uncultured uncultured bacterium

EF174262.1.1502 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylococcaceae uncultured uncultured bacterium

JF706683.1.1502 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylococcaceae uncultured uncultured gamma proteobacterium

KX239069.1.1503 Bacteria Proteobacteria Gammaproteobacteria Methylococcales Methylococcaceae uncultured uncultured bacterium

Tree scale: 0.1
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Genome-derived 16S rRNA gene sequences

16S rRNA gene sequences from metagenomes 
(this study)


