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Data
Policy information about availability of data

All manuscripts must include a data availability statement. This statement should provide the following information, where applicable:
- Accession codes, unique identifiers, or web links for publicly available datasets
- A description of any restrictions on data availability

- For clinical datasets or third party data, please ensure that the statement adheres to our policy

Research involving human participants, their data, or biological material
Policy information about studies with human participants or human data. See also policy information about sex, gender (identity/presentation),
and sexual orientation and race, ethnicity and racism.

Reporting on sex and gender

Reporting on race, ethnicity, or
other socially relevant groupings

Population characteristics

Recruitment

Ethics oversight

Note that full information on the approval of the study protocol must also be provided in the manuscript.

Field-specific reporting
Please select the one below that is the best fit for your research. If you are not sure, read the appropriate sections before making your selection.

Life sciences Behavioural & social sciences Ecological, evolutionary & environmental sciences

For a reference copy of the document with all sections, see nature.com/documents/nr-reporting-summary-flat.pdf

Life sciences study design
All studies must disclose on these points even when the disclosure is negative.

Sample size

Data exclusions

Replication

Randomization

Blinding

Reporting for specific materials, systems and methods
We require information from authors about some types of materials, experimental systems and methods used in many studies. Here, indicate whether each material,
system or method listed is relevant to your study. If you are not sure if a list item applies to your research, read the appropriate section before selecting a response.

All raw sequencing data are available via the accession numbers: GSE233703, GSE233713 and GSE234253. Raw sequencing data from our previous publication used
within our current study is available via the accession numbers: E-MTAB-9317, E-MTAB-9393, and E-MTAB-9402.

N/A

N/A

N/A

N/A

N/A

No statistical methods were used to predetermine sample size. We followed standards in the field to ensure statistical comparison was
applicable.

No mice were excluded based on pre-established criteria. No exclusion was applied to the uploaded raw data in GEO. For the final count
matrix, we excluded cells based on pre-established criteria for single-cells: we excluded low quality samples and contaminating cells (i.e. - cells
with low number of detected genes and high mitochondria content) - exclusion criteria for each case are detailed in the relevant Methods
section.

All experimental repeats were successful.

No active randomization was applied to experimental groups. The majority of sample/animal groups were defined by experimental treatment.

None of our experiments were performed in a blinded fashion.



3

nature
portfolio

|
rep

orting
sum

m
ary

April2023

Materials & experimental systems

n/a Involved in the study

Antibodies

Eukaryotic cell lines

Palaeontology and archaeology

Animals and other organisms

Clinical data

Dual use research of concern

Plants

Methods

n/a Involved in the study

ChIP-seq

Flow cytometry

MRI-based neuroimaging

Antibodies
Antibodies used

Validation

Animals and other research organisms
Policy information about studies involving animals; ARRIVE guidelines recommended for reporting animal research, and Sex and Gender in
Research

Laboratory animals

Wild animals

Reporting on sex

Field-collected samples

Ethics oversight

Note that full information on the approval of the study protocol must also be provided in the manuscript.

target / flurophore / clone / source / titration

CD4 / AF700 / RM4-5 / BioLegend / 1:200

CD4 / APC / RM4-5 / Biolegend / 1:200

CD4 / BV605 / RM4-5 / Biolegend / 1:200

CXCR3 / BV510 / CXCR3-173 / BioLegend / 1:200

CXCR5 / Biotin / 2G8 / BD / 1:50

CXCR5/PE-Dazzle594/L1387D/BioLegend/1:200

SAV / BV786 / / BioLegend / 1:200

CXCR6 / APC / SA051D1 / BioLegend / 1:200

CXCR6 / BV711 / SA051D1 / BioLegend / 1:200

CD11a / PerCP / Cy5.5 / M17/4 / BioLegend / 1:200

CD45.2 / AF700 / 104 / BD / 1:200

CD45.2 / PE-CF594 / 104 / BD / 1:200

CD45.2/BV421/104/BioLegend/1:200

TCRb / BUV737 / H57-5797 / BD / 1:200

TCRb / APC-Cy7 / H57-5797 / BD / 1:200

TCRVa2 / PE / B20.1 / BD / 1:200

TCRVb12 / PerCP-Cy5.5 / MR11-1 / eBioscience / 1:200

TCRVb12 / BV711 / MR11-1 / BD / 1:200

Ki67 / AF700 / SolA15 / eBioscience / 1:200

Ki67/AF647/SolA15/eBioscience/1:200

Ki67 / PE / SolA15 / eBioscience / 1:200

IFNg / BV421 / XMG1.2 / BioLegend / 1:200

IFNg / PE-CY7 / XMG1.2 / BioLegend / 1:200

Violet Proliferation Dye 450 / / BD / 1:1000

CD45/MHC-I / Hashtag_1 / M1/42; 30-F11; / BioLegend / 0.1-0.5ug/million cells

CD45/MHC-I / Hashtag_2 / M1/42; 30-F11; / BioLegend / 0.1-0.5ug/million cells

CD45/MHC-I / Hashtag_3 / M1/42; 30-F11; / BioLegend / 0.1-0.5ug/million cells

CD45/MHC-I / Hashtag_4 / M1/42; 30-F11; / BioLegend / 0.1-0.5ug/million cells

CD45/MHC-I / Hashtag_5 / M1/42; 30-F11; / BioLegend / 0.1-0.5ug/million cells

All antibody validation data (FACS plot) are found on manufacturer's website, in which relevant details are described above.

All mice used were of the C57BL/6J background and were females aged 6-12 weeks old. Please refer to "Mice" section under
Methods for further description.

N/A

All mice used were females.

N/A

The study was approved by the University of Melbourne Animal Ethics Committee (1915018) and QIMR Berghofer Animal Ethics
Committee (A503-601M), in accordance to the guideline provided by the National Health and Medical Research Council of Australia.




