
Description of Additional Supplementary Files 
 
Supplementary Data 1 

Description: The list of primate research centers and number of animals sequenced. 

 

Supplementary Data 2:  

Description: The list of 374 targeted genes. 

 

Supplementary Data 3:  

Description: The 43 sequenced loss of function variants according to gene annotation in 

both macaques and humans. 

 

Supplementary Data 4:  

Description: The 31 reported putative human pathogenic variants. 

 

Supplementary Data 5: 

Description: The 19,417 filtered putative benign variants based on allele frequency in 

macaque and human populations. 

 

Supplementary Data 6: 

Description: The HM score of the 6,195 identified missense variants. 

 

Supplementary Data 7: 

Description: The age and sex information of the 8 OPA1 mutant rhesus macaques and 8 

age-, sex-matched rhesus macaque controls. 

 

Supplementary Data 8:  

The primers used to validate putative pathogenic variants. 


