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Figure S1 Comparative analysis of microbial diversity and sequencing efficacy across different 

samples using 16S RNA and metagenomic sequencing techniques. (a) Numbers of ASVs in each 

sample at different taxonomic levels of 16S RNA sequencing. (b) Statistics of metagenomic 

sequencing reads. 

 

 

 

 

 

 

 

 

 

 


