Uterine Cancer

Cervical Cancer

100 100
= _‘X N=139 — Positive Genes = 4 N=75 — Positive Patients
> - . .
2 ] N=298 — OQOther Patients 2 — Other Patients
= - N=99
7 ' N
c 504 p=0.0179 2 50—
g ] o p=0.0040
5 . o
g ] &
0 T T T | 1 0 | T 1 ' 1
0 2000 4000 6000 0 2000 4000 6000
Days Elapsed Days Elapsed
100 _ 1004
- E N=178 — Negative Genes =z - Ne116 — Negative Patients
2 N=259 — Other Patients 2 — Other Patients
n 1 n 1
£ 504 c 504
o ] p=0.0020 g . p=0.0088
o o
g ] at
0 r I T I T 1 0 T T T T T 1
0 2000 4000 6000 0 2000 4000 6000

Days Elapsed Days Elapsed

S2 Fig. Kaplan-Meier survival analysis of 437 uterine cancer and 174 cervical patients. Kaplan-Meier survival analysis was performed on the basis of
stratified patient populations containing mutations in positive genes (ATM, FANCD2, BRCA1, MSH6, CHEK2, and MUC16) (A), and negative genes (CDK12,
BRIP1, FAT3, TP53, NF1, and PMS2) (B) for uterine cancer patients. The same analysis was conducted for cervical cancer patients containing mutations in
positive gene (CSMD3, FAT1, BRCA1, PALB2, NF1, and RB1) (C), and negative genes (MLH1, FANCD2, BRCA2, CDK12, TP53, and FAT3) (D). The number
of patients stratified (N) was also shown.
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