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Supplementary Fig. 1. Analysis of Microbial Diversity and Composition in the Milk of Sheep and

Goats during Lactation. (A) Detection of Shannon index for microbial communities in the milk of

sheep and goats at the ASV Level. (B) Relative abundance changes of Phylum in the milk of sheep and

goats. Same letters indicate non-significant differences, while different letters indicate significant

differences.



Supplementary Fig. 2. Relative abundance changes of shared phyla in the milk of sheep and

goats. Comparison of the relative abundance changes of shared Phyla in the milk of sheep (A) and

goats (B) with Wilcoxon Rank-Sum Test.



Supplementary Fig. 3. Milk microbiota in goats and sheep with genus-specific changes in relative

abundance in milk. The relative abundance of some potential probiotic bacteria in the milk of goats

and sheep increases from D0 to D56.


