Supplementary Table 2: A list of all examined isolates included in our study with their respective metadata like association to the different outbreaks and accession numbers. Also included are various cgMLST results like species assignment via the blaOXY gene assignment (as mentioned in the results) and mash screen, missing values
in the cgMLST and the percentage of good targets of all the core genome targets. Also the sequence type and the alleles of the seven loci it consists of are listed.
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sample ID
#306_neg
#75_neg

15_neg
25_pos
#119_pos
#21_neg
#19_neg
#311_pos

#335_pos
21_neg

#118_pos

#218_neg
510_Klebs
511_Klebs
512_Klebs

513 Klebs
514_Klebs
515_Klebs
516_Klebs
517_Klebs

518 _Klebs
519_Klebs
51.512_Klebs
52_511_Klebs
56_Klebs

$7_Klebs

58_Klebs

59_Klebs
14a_S7_Kiebs
14b_S8_Klebs
14c_59_Klebs
17_Klebs
NICU-1_510_Klebs
NICU-2_Klebs
NICU-3_Klebs
NICU-4_Klebs
NICU-5_Klebs
Ela_S4_Klebs
E1b_S18_Klebs
NZ_AP014951
01-510-66_Patient2
01-510-67_Patient1
01-510-68_Patient3
01-510-74_Patient4
01-511-17_Patient5
01-33_Controll
01-511-55_Control2
02_Patient10_K10
02_Patient11_K11
02_Patient12_K12
02_Patient1_K1
02_Patient3_K3
02_Patient5_K5
02_Patient9_K9
02_Sinks19_Koxy13
02_Sinks27_Koxy14
02_Sinks39_Koxy16
02_Sinks53_Koxy17
02_Control217
02_Control353
02_Control402
Sb-24

Association (Reference)
Graz strain collection
Graz strain collection
Graz strain collection
Graz strain collection
Graz strain collection
Graz strain collection
Graz strain collection
Graz strain collection
Graz strain collection
Graz strain collection
Graz strain collection
Graz strain collection
Norway Outbreak (30)
Norway Outbreak (30)
Norway Outbreak (30)
Norway Outbreak (30)
Norway Outbreak (30)
Norway Outbreak (30)
Norway Outbreak (30)
Norway Outbreak (30)
Norway Outbreak (30)
Norway Outbreak (30)
Norway Outbreak (30)
Norway Outbreak (30)
Norway Outbreak (30)
Norway Outbreak (30)
Norway Outbreak (30)
Norway Outbreak (30)
Norway Outbreak (30)
Norway Outbreak (30)
Norway Outbreak (30)
Norway Outbreak (30)
Norway Outbreak (30)
Norway Outbreak (30)
Norway Outbreak (30)
Norway Outbreak (30)
Norway Outbreak (30)
Norway Outbreak (30)
Norway Outbreak (30)
Norway Outbreak Reference
Graz Outbreak 2010 (4)
Graz Outbreak 2010 (4)
Graz Outbreak 2010 (4)
Graz Outbreak 2010 (4)
Graz Outbreak 2010 (4)
Graz Outbreak 2010 (4)
Graz Outbreak 2010 (4)

Graz Outbreak 2013 (7)
Graz Outbreak 2013 (7)
Graz Outbreak 2013 (7)
Graz Outbreak 2013 (7)
Graz Outbreak 2013 (7)
Graz Outbreak 2013 (7)
Graz Outbreak 2013 (7)
Graz Outbreak 2013 (7)
Graz Outbreak 2013 (7)
Graz Outbreak 2013 (7)
Graz Outbreak 2013 (7)
Graz Outbreak 2013 (7)
Graz Outbreak 2013 (7)
Graz Outbreak 2013 (7)
NCBI

$5141 NZ CP044527 NZ CPOZ NCBI
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N
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Relation to Outbreak

Outbreak Strain
Outbreak Strain
Outbreak Strain
Outbreak Strain
Outbreak Strain
Outbreak Strain
Outbreak Strain
Outbreak Strain
Outbreak Strain
Outbreak Strain
Outbreak Strain
Outbreak Strain
Outbreak Strain
Outbreak Strain
Outbreak Strain
Outbreak Strain
Outbreak Strain
Outbreak Strain
Outbreak Strain
Outbreak Strain
Control Strain
Control Strain
Control Strain
Control Strain
Control Strain
Control Strain
Control Strain
Reference
Outbreak Strain
Outbreak Strain
Outbreak Strain
Outbreak Strain
Outbreak Strain
Control Strain
Control Strain
Outbreak Strain
Outbreak Strain
Outbreak Strain
Outbreak Strain
Outbreak Strain
Outbreak Strain
Outbreak Strain
Outbreak Strain
Outbreak Strain
Outbreak Strain
Outbreak Strain
Control Strain
Control Strain
Control Strain

Accession
SAMN39061525
SAMN39061526
SAMN39061527
SAMN39061528
SAMN39061529
SAMN39061530
SAMN39061531
SAMN39061532
SAMN39061533
SAMN39061534
SAMN39061535
SAMN39061536
Rgnning et al. (30)
Rgnning et al. (30)
Rgnning et al. (30)
Rgnning et al. (30)
Rgnning et al. (30)
Rgnning et al. (30)
Rgnning et al. (30)
Rgnning et al. (30)
Rgnning et al. (30)
Renning et al. (30)
Rgnning et al. (30)
Rgnning et al. (30)
Renning et al. (30)
Rgnning et al. (30)
Rgnning et al. (30)
Rgnning et al. (30)
Rgnning et al. (30)
Renning et al. (30)
Renning et al. (30)
Rgnning et al. (30)
Rgnning et al. (30)
Rgnning et al. (30)
Rgnning et al. (30)
Rgnning et al. (30)
Rgnning et al. (30)
Rgnning et al. (30)
Rgnning et al. (30)
SAMD00039250
SAMN39061537
SAMN39061538
SAMN39061539
SAMN39061540
SAMN39061541
SAMN39061542
SAMN39061543
SAMN39061544
SAMN39061545
SAMN39061546
SAMN39061547
SAMN39061548
SAMN39061549
SAMN39061550
SAMN39061551
SAMN39061552
SAMN39061553
SAMN39061554
SAMN39061555
SAMN39061556
SAMN39061557
SAMN18746951
SAMN10462700
SAMN23286136
SAMN15148463

acquired
newly sequenced
newly sequenced
newly sequenced
newly sequenced
newly sequenced
newly sequenced
newly sequenced
newly sequenced
newly sequenced
newly sequenced
newly sequenced
newly sequenced
provided as fastq
provided as fastq
provided as fastq
provided as fastq
provided as fastq
provided as fastq
provided as fastq
provided as fasta
provided as fasta
provided as fasta
provided as fasta
provided as fasta
provided as fasta
provided as fasta
provided as fasta
provided as fasta
provided as fasta
provided as fasta
provided as fasta
provided as fasta
provided as fasta
provided as fasta
provided as fasta
provided as fasta
provided as fasta
provided as fasta
provided as fasta
download NCBI

newly sequenced
newly sequenced
newly sequenced
newly sequenced
newly sequenced
newly sequenced
newly sequenced
newly sequenced
newly sequenced
newly sequenced
newly sequenced
newly sequenced
newly sequenced
newly sequenced
newly sequenced
newly sequenced
newly sequenced
newly sequenced
newly sequenced
newly sequenced
newly sequenced
download NCBI

download NCBI

download NCBI

download NCBI

blaOXY

blaOXY_1-1
blaOXY_1-1
blaOXY_5-2
blaOXY_6-1
blaOXY_1-20
blaOXY_1-9
blaOXY_2-21
blaOXY_6-2
blaOXY_4-1
blaOXY_5-5
blaOXY_2-1
21

blaOXY_6-2
blaOXY_2-2
blaOXY_2-2
blaOXY_2-2
blaOXY_2-2
blaOXY_2-2
blaOXY_
blaOXY_
blaOXY_2-2
blaOXY_2-2
blaOXY_2-2

blaOXY_2-2

blaOXY_2-2
blaOXY_2-2
blaOXY_2-2
blaOXY_2-7
blaOXY_2-2
blaOXY_2-2
blaOXY_4-3
blaOXY_6-4
blaOXY_4-1
blaOXY_6-4

Species (bla Oxy)
K. michiganensis
K. michiganensis
K. michiganensis
K. grimontii

K. michiganensis
K. michiganensis
K. oxytoca

K. grimontii

K. pasteurii

K. michiganensis
K. oxytoca

K. oxytoca

K. oxvtoca

K. oxvtoca

K. oxvtoca

K. oxvtoca

K. oxvtoca

K. oxvtoca

K. oxvtoca

K. oxvtoca

K. oxvtoca

K. oxvtoca

K. oxvtoca

K. oxvtoca

K. oxvtoca

K. oxvtoca

K. oxvtoca

K. oxvtoca

K. oxvtoca

K. oxvtoca

K. oxvtoca

K. oxytoca

K. michiganensis
K. oxytoca

K. grimontii

K. grimontii

K. grimontii

K. michiganensis
K. michiganensis
K. grimontii

K. oxytoca
K. oxytoca
K. oxytoca
K. oxytoca
K. oxytoca
K. oxytoca
K. oxytoca
K. oxytoca
K. oxytoca
K. oxytoca
K. oxytoca
K. oxytoca
K. oxytoca
K. oxytoca
K. oxytoca
K. oxytoca
K. oxytoca
K. oxytoca
K. oxytoca
K. oxytoca
K. oxytoca
K. pasteurii
K. grimontii
K. pasteurii
K. grimontii

Top Species Match
K. michiganensis
K. michiganensis
K. michiganensis
K. oxytoca

K. michiganensis
K. michiganensis
K. oxytoca

K. grimontii

K. michiganensis
K. michiganensis
K. oxytoca

K. oxytoca

K. oxvtoca

K. oxvtoca
Escherichia coli
K. oxvtoca

K. oxvtoca

K. oxvtoca

K. oxvtoca

K. oxvtoca

K. oxvtoca

K. oxvtoca

K. oxvtoca

K. oxvtoca

K. oxvtoca

K. oxvtoca

K. oxvtoca

K. oxvtoca

K. oxvtoca

K. oxvtoca

K. oxvtoca

K. oxvtoca

K. michiganensis
K. oxvtoca

K. grimontii

K. oxvtoca

K. oxvtoca

K. oxvtoca

K. oxvtoca

na

K. oxytoca

K. oxytoca

K. oxytoca

K. oxytoca

K. oxytoca

K. oxytoca

K. oxytoca

K. oxytoca

K. oxytoca

K. oxytoca

K. oxytoca

K. oxytoca

K. oxytoca

K. oxytoca

K. oxytoca

K. oxytoca

K. oxytoca

K. oxytoca

K. oxytoca

K. oxytoca

K. oxytoca

#Missing values Core

#Missing values Accessory

Perc. Good Targets
99.7
100
97.6
99.8
99.9
99.6
99.7
99.7
99.5
99.7
99.9
99.8
99.9
100
985
100
99.9
100
100
99.9
99.9
99.9
928
99.5
99.9
99.9
99.9
99.9
99.8
99.9
99.9
99.9
99.8
985
99.6
99.8
99.8
944
99.8
99.6
99.8
99.8
99.8
99.8
99.8
99.9
99.9
99.8
99.8
995
99.8
99.6
99.8
99.8
99.7
99.8
99.7
99.8
99.9
99.7
99.8
99.3
99.8
99.9
98.8

Avg. Coverage (Assen ST

157
176
154
144
113
120
118

129

131
130

121

missing

322
missing
300
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13
21

infB

mdh

pgi

phoE
17
1
18
46
20
23
9
46
69
12
16
2
66
66
66
66
66
66
66
66
66
66
66
66
66
66
66
66
66
66
66
66
missing
4
26
26
26
74
74
26
19
19
19
19
19
19
19
19
19
19
19
19
19
19
19
19
19
19
19
19
19
26
missing
69
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