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Figure S1: Similar responses to HSV-1 infection are observed in pDCs among healthy,
ADEH-, and ADEH" subjects. Box plots of the change (delta) in WGCNA network expression
(summarized by eigengene values) between paired ex vivo pDC samples treated with HSV-1
compared with mock treatment. A subset of networks that are significantly modified with
treatment are shown and samples are stratified by disease status (healthy control, ADEH-, and
ADEH"). There are no significant differences in network responses among the three disease

groups.



