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Policy information about availability of data

All manuscripts must include a data availability statement. This statement should provide the following information, where applicable:
- Accession codes, unique identifiers, or web links for publicly available datasets
- A description of any restrictions on data availability

- For clinical datasets or third party data, please ensure that the statement adheres to our policy

Research involving human participants, their data, or biological material
Policy information about studies with human participants or human data. See also policy information about sex, gender (identity/presentation),
and sexual orientation and race, ethnicity and racism.
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Population characteristics

Recruitment

Ethics oversight

Note that full information on the approval of the study protocol must also be provided in the manuscript.

Field-specific reporting
Please select the one below that is the best fit for your research. If you are not sure, read the appropriate sections before making your selection.

Life sciences Behavioural & social sciences Ecological, evolutionary & environmental sciences

For a reference copy of the document with all sections, see nature.com/documents/nr-reporting-summary-flat.pdf

Life sciences study design
All studies must disclose on these points even when the disclosure is negative.

Sample size

Data exclusions

Replication

The X-ray crystallographic coordinates for structures reported in this study have been deposited at the Cambridge Crystallographic Data Centre (CCDC), under
deposition numbers 2248854 (1), 2248859 (1a), 2248856 (2), 2131874 (5), 2248864 [(-)-10], 2248861 [(+)-14], 2248865 [(-)-14], 2248863 (15), 2248858 [(+)-17n],
2248866 [(-)-17o]. These data can be obtained free of charge from the Cambridge Crystallographic Data Centre via www.ccdc.cam.ac.uk/data_request/cif. Whole
Genome Sequencing (WGS) data have been deposited in the National Center for Biotechnology Information, under deposition numbers PRJNA1054306,
PRJNA1052989, PRJNA1113534 and PRJNA1113431. These data can be obtained free of charge from the National Center for Biotechnology Information via https://
www.ncbi.nlm.nih.gov/. The protein crystal structures (numbers PDB 7DUD and 5IS1) can be obtained free of charge from the https://www.rcsb.org/
structure/7DUD and https://www.rcsb.org/structure/5IS1. Computational data are available within Supplementary Data 1. Chemical Experimental procedures,
characterization of new compounds, and all other data supporting the findings are available in the manuscript and Supplementary Information. All data are available
from the corresponding author upon request. Source data are provided with this paper.

Use the terms sex (biological attribute) and gender (shaped by social and cultural circumstances) carefully in order to avoid 
confusing both terms. Indicate if findings apply to only one sex or gender; describe whether sex and gender were considered in 
study design; whether sex and/or gender was determined based on self-reporting or assigned and methods used. 

Provide in the source data disaggregated sex and gender data, where this information has been collected, and if consent has 
been obtained for sharing of individual-level data; provide overall numbers in this Reporting Summary.  Please state if this 
information has not been collected. 

Report sex- and gender-based analyses where performed, justify reasons for lack of sex- and gender-based analysis.

Please specify the socially constructed or socially relevant categorization variable(s) used in your manuscript and explain why 
they were used. Please note that such variables should not be used as proxies for other socially constructed/relevant variables 
(for example, race or ethnicity should not be used as a proxy for socioeconomic status). 

Provide clear definitions of the relevant terms used, how they were provided (by the participants/respondents, the 
researchers, or third parties), and the method(s) used to classify people into the different categories (e.g. self-report, census or 
administrative data, social media data, etc.)

Please provide details about how you controlled for confounding variables in your analyses.

Describe the covariate-relevant population characteristics of the human research participants (e.g. age, genotypic 
information, past and current diagnosis and treatment categories). If you filled out the behavioural & social sciences study 
design questions and have nothing to add here, write "See above."

Describe how participants were recruited. Outline any potential self-selection bias or other biases that may be present and 
how these are likely to impact results.

Identify the organization(s) that approved the study protocol.

For wound healing experiment, animals were grouped randomly into 4 groups (n = 3 per group). For bacterial loading experiment, animals
were grouped randomly into 3 groups (n = 20 per group, n = 5 per time point), which is sufficient for statistics.

No data were excluded from the analyses.

Three biological independent experiments were performed in RT-PCR, Lysostaphin-induced lvsis process, Permeability of the




