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Heat shock protein 70 family
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Detoxification of Reactive Oxygen Species
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Protein disulphide isomerase
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Pentose phosphate pathway, and pyruvate metabolic process
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Citric acid cycle (TCA cycle)
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Mitochondrial biogenesis
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MitochondrLDO�SURWRQïWransporting atp synthase complex,
catalytic sector f(1)
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Protein targeting to mitochondrLRQ��DQG�PïDDD�FRPSOex
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Endoplasmic reticulum chaperone complex, and unfolded protein response
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Drosha complex

enriched terms
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Cytosolic ribosome
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Cytosolic large ribosomal subunit
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AAA+ ATPase domain
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Proteasome regulatory particle, base subcomplex
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Canonical glycolysis
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Chaperone DnaJ, and HSPH1, nXFOHRWLGHïELQGLQJ�GRPDLQ

Ova
rie

s

co
rte

x y
ou

ng

ce
reb

ellu
m yo

un
g

co
rte

x s
v y

ou
ng

ce
reb

ellu
m sv

 yo
un

g

co
rte

x a
ge

d

ce
reb

ellu
m ag

ed

co
rte

x s
v a

ge
d

ce
reb

ellu
m sv

 ag
ed

he
art

leg
 m

us
cle

ske
let

al 
mus

cle

ca
rtil

lag
e

live
r

Eef1g
Eef1a1
Eef2
Eef1d
Eef1b

Eukaryotic Translation Elongation
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Proteasome complex
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Respiratory chain complex
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Epigenetic regulators
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