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Supplementary Figure 2. Bioinformatic analysis. A heatmap for 106 DEGs was drawn for two microarrays, specifically GSE49541 and 
GSE89632, including 40 and 20 samples of MASLD, as well as 32 and 19 samples of MASH, respectively. DEGs, differentially expressed genes; 
MASLD, metabolic dysfunction-associated steatotic liver disease; MASH, metabolic dysfunction-associated steatohepatitis.
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