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Proteomics cohort

HR = 1.68 (95% CI 1.03-2.74)

p =0.035
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Overall survival (Time in months)
Number at risk
62 38 24 12 5 3 1 0
61 45 30 19 10 2 1 0
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0.00{ p =0.011
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Overall survival (Time in months)
Number at risk
SPM6 high—| 28 17 7 3 0 0 0
SPM6 low —| 28 17 9 3 2 1 1
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