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Suppl. Fig. S5: Coverage depth of the species in the respective metagenomes.
Each dot refers to one metagenome. Relative abundance is given as median coverage
depth of the reference genome per Gbp of metagenome (depth/Gbp) as obtained from
read mapping. Note that some dots are overlaid by others (multiple metagenomes from
the same site). Large map: Depth/Gbp (dot size) of all seven species (color-coded)
plotted on the same map. Small maps: Separate maps for each species, with depth/
Gbp in each respective metagenome indicated by dot color.



