104

® MS
® NO

UMAP_2

-10 1

-10 -5 0 5 10
UMAP_1

Supplemental Figure 1. Umap distribution map of multiple sclerosis and non-multiple sclerosis
cells
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Supplemental Figure 2. MR results of leave-one-out sensitivity analysis for FCRL3 and multiple

sclerosis
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Supplemental Figure 3. Scatter plot of genetic correlations of FCRL3 and multiple sclerosis using
different MR methods. The slopes of line represent the causal effect of each method, respectivel
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Supplemental Figure 4. Forest plot of the causal effects of FCRL3 associated SNPs on multiple
sclerosis. The red and black dot/bar indicate the causal estimate of FCRL3 level on risk of patients

with multiple sclerosis.



