Additional Figure 2. Heatmaps of the top 50 most abundant taxa (on average) shared by shotgun and 16S
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Bacteroides uniformis
Phocaeicola dorei

Blautia obeum
Anaerobutyricum hallii
Anaerostipes hadrus
Gemmiger formicilis

Dorea longicatena
Akkermansia muciniphila
Fusicatenibacter saccharivorans
Alistipes putredinis

Dialister invisus
Parabacteroides distasonis
Phascolarctobacterium faecium
Bacteroides stercoris

Blautia stercoris
Bifidobacterium bifidum
[Ruminococcus] gnavus
Streptococcus parasanguinis
Odoribacter splanchnicus
Paraprevotella clara
Ligilactobacillus ruminis
Intestinibacter bartlettii
Phocaeicola plebeius
Parabacteroides merdae
Phascolarctobacterium succinatutens
Bacteroides fragilis
Roseburia intestinalis
Ruminococcus bicirculans
Bamesiella intestinihominis
[Ruminacoccus] torques
Dialister succinatiphilus
Bacteroides caccae

Alistipes onderdonkii
Coprococcus catus
Phocaeicola coprocola
Phocaeicola massiliensis
Catenibacterium mitsuokai
Bifidobacterium pseudocatenulatum
Methanosphaera stadtmanae
Collinsella aerofaciens
Blautia faecis
Bifidobacterium longum
Dorea formicigenerans

Prevotella copri

Eubacterium coprostanoligenes
Blautia massiliensis
Methanobrevibacter smithii
Holdemanella biformis
Ruminococcus bromii
Faecalibacterium prausnitzii
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Slackia
Anaerotignum
Lactobacillus
Paraprevotella
Enterococcus
Odoribacter
Butyricimonas
Phascolarctobacterium
Rothia
Ruthenibacterium
Dialister

Gemella
Romboutsia
Anaeromassilibacillus
Granulicatella
Adlercreutzia
Leuconostoc
Flavonifractor
Barnesiella
Christensenella
Holdemania
Butyricicoccus
Fusicatenibacter
Anaerostipes
Anaerobutyricum
Veillonella
Corynebacterium
Lachnospira
Gemmiger
Faecalibacterium
Lachnoclostridium
Agathobaculum
Parabacteroides
Dorea
Thomasclavelia
Roseburia
Coprococcus
Actinomyces
Bifidobacterium
Phocaeicola
Mediterraneibacter
Clostridium
Prevotella
Eubacterium
Blautia
Bacteroides
Ruminococcus
Alistipes
Streptococcus
Collinsella
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Relative Sequencing
Read Abundance
at Family level

Clostridiaceae
Erysipelotrichaceae
Rikenellaceae
Actinomycetaceae
Prevotellaceae
Eggerthellaceae
Eubacteriaceae
Veillonellaceae
Streptococcaceae
Enterobacteriaceae
Odoribacteraceae
Peptostreptococcaceas
Tannerellaceae
Christensenellaceae
Corynebacteriaceae
Fusobacteriaceae
Desulfovibrionaceae
Acidaminococcaceae
Candidatus Saccharimonadaceae
Methanobacteriaceae
Micrococcaceae
Pseudomonadaceae
Selenomonadaceae
Enterococcaceae
Barnesiellaceae
Oxalobacteraceae
Staphylococcaceae
Pasteurellaceae
Moraxellaceae
Campylobacteraceae
Turicibacteraceae
Sphingomonadaceae
Alkermansiaceae
Phyllobacteriaceae
Methylobacteriaceae
Synergistaceae
Paorphyromonadaceae
Carnobacteriaceae
Eubacteriales Family XIIl. Incertae Sedis
Atopobiaceae
Peptoniphilaceae
Bacillaceae
Sutterellaceae
Bifidobacteriaceas
Coprobacillaceae
Lactobacillaceae
Bacteroidaceae
Oscillospiraceae
Coriobacteriaceae
Lachnospiraceae
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