S3 Table. Feasibility of comprehensive molecular profiling in tumour tissue. The table shows the
absolute numbers and percentage of successful comprehensive molecular profiling. Also, the
frequency of missing requests for profiling (due to unspecified reasons) is shown, and reasons for
profiling being unfeasible. The data correspond to the graphs in figure 3. Numbers indicate n(%).

Any histology

Total number of patients
Molecular profiling status unknown
Completed molecular profiling
Incomplete molecular profiling
NGS and/or ALK test not requested
ROS1 and/or RET test not requested
EGFR and ALK testing not feasible
Insufficient tumour tissue
No tumour tissue obtained
No tumour tissue available at LEMA centre
Patient died before molecular analysis
Biomarker (ROS1/RET) analysis failed 2

Non-squamous NSCLC

Total number of patients
Molecular profiling status unknown
Completed molecular profiling
Incomplete molecular profiling
NGS and/or ALK test not requested
ROS1 and/or RET test not requested
EGFR and ALK testing not feasible
Insufficient tumour tissue
No tumour tissue obtained
No tumour tissue available at LEMA centre
Patient died before molecular analysis
Biomarker (ROS1/RET) analysis failed 2

Squamous NSCLC

Total number of patients
Molecular profiling status unknown
Completed molecular profiling
Incomplete molecular profiling
NGS and/or ALK test not requested
ROS1 and/or RET test not requested
EGFR and ALK testing not feasible
Insufficient tumour tissue
No tumour tissue obtained
No tumour tissue available at LEMA centre
Patient died before molecular analysis
Biomarker (ROS1/RET) analysis failed 2
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2 in some patients, ROS1 and/or RET tested using FISH failed due to technical reasons



