
3 Supplementary Figures and Tables

Here we provide additional figures and tables to address some of the issues regarding the compar-

ative performance and robustness of EMCModule.
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Figure 6: Red lines: Count statistics and motif scores for Bicoid (bcd), Caudal (cad), Hunchback (hb),

Knirps (kni) and Kruppel (kr) putative binding sites found in the upstream sequences of the 15 Drosophila

developmental genes reported in [19]. Histograms: the same statistics based on the putative binding sites

found in the 100 shuffles of the original data set.
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