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Supplementary Figure 2. GPR1 or CMKRL1 knockout in ccRCC cells change the
mitochondrial respiration rate, reversed by blocking lipid transporter CPT1A.

A/B: Measurement of extracellular acidification rate as the result of receptor knockout.

C/D: Measurement of Oxygen Consumption rate when the knockout cells are pretreated with the

CPT1A inhibitor, etomoxir, at 10 uM overnight before the assay.



