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100" TEgg056n21X. tropicalis
& RNF38 H. sapiens RNF38
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100 - AB056419 M. fascicularis
Septd5 M. musculus
10077 Gg1bb R. norvegicus SEPTS
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. norvegicus
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100] SEPT1 H. sapiens
LOC293507 R. norvegicus
100 Sﬁpﬂ M. musculus
ENSANGG00000014962 A. gambiae
100 CG9699 D. melanogaster
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C 100-Mtmr3 M. musculus
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05 L CG3632 D. melanogaster
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100-4732452J19Rik M. musculus
100 E i LOC303412R. norvegicus
100 FLJ20315 H. sapiens FLJ20315

100 FLJ20315 T. nigroviridis
100 KIAA1133 T. nigroviridis

LOC416919 G. gallus
100 -AB051436 H. sapiens KIAA1133
100 OTTMUSP00000005301 M. musculus

CiGI C. intestinalis
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E PPM1E H. sapiens
100|||_OC468424 P.troglodytes
100 | Ppm1e M. musculus PPM1E

100 100 Ppm1e R. norvegicus

— -L0OC417627 G. gallus
99 ENSDARG00000026455 D. rerio
1 ENSDARGO00000005786 D. rerio
100 — CAABO01005306 T. rubripes
100 PPM1F H. sapiens PPM1F
|_0[ Ppm1f R. norvegicus
100-Ppm1f M. musculus

cieg025p22 C. intestinalis
100—— GA10286 D. pseudoobscura
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0.2 CG10376 D. melanogaster

100—YPEL1 H. sapiens
F 97 [YPEL1 C. aet iops
61 —Ypell II\1/I musc)gllle .
100 ypel1-prov X. laevis
99 —TNeu103k13 X. tropicalis YPEL1
Zgc10059 D. rerio
95rqdgl-1C. coturnix
100 04167746 gallus
E130113K08Rik M. musculus
100 RCJMBO04_31k2 G. gallus
-YPEL2 C. aethiops
YPEL2 H. sapier?s YPEL2

68 DKFZp469J124 P. maeus
LOC4(§)§/E?38 A. mellifera
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100[ Ap2b1 R. norvegicus

Ap2b1 M. musculus
99 L ENSGALP00000003342 G. gallus | AP1B1
100 Ap2b1-prov X. laevis

— 100 MGC75877 X. tropicalis
100 {—Ap2b1 D.rerio
100" Ap2b1 T. nigroviridis
—— Ap1b1 T. nigroviridis
100 S
LOC417021G. gallus
100 AP1BT H. sapiens | AP2B1
100 _— Ap1b1 R. norvegicus
100- Ap1b1 M. musculus
100 ENSANGG00000011397 A. gambiae
0.05 _— CG12532 D. melanogaster
I 100 GA11682 D. pseudoobscura

G 81( AP2B1 H. sapiens




