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Supplemental Figure 2. Association between MN and plasma protein levels stratified by MN
subtype (MPN vs. MDS/AML). Cox regression adjusted for age, sex, smoking status, year of sample
collection, blood count measurements, and the top 10 principal components of genetic ancestry was
used to test for an association between plasma protein expression and MN subtype. Shown are the
hazard ratios (HR) and their confidence intervals (95%) for the top 25 proteins associated with MN risk.
For each protein, p-values for heterogeneity were used to test for differences in plasma protein levels
comparing MPN to MDS/AML, statistically significant results (p<0.05) are colored in red.



