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Supplemental Figure 5: Association between plasma proteins and CH genes with or without
blood count correction. Logistic regression was used to test for an association between CH driven by
mutations in all or specific CH genes (shown on the x axis) and plasma protein levels shown on the y
axis. All analyses were adjusted for age, sex, and blood count measurements (when referenced). For
the analysis with all CH genes, additional clinical features, including smoking status, year of sample
collection, and the top 10 principal components of genetic ancestry, were added. Each box represents
a pair-wise CH-protein test colored according to the p-value.



