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Supplementary Figure 1. Expression of G1/S-phase cell cycle genes and
transcriptional regulators with basal-like/TNBCs.

The expression of HER2 and ER (ESR1) were evaluated as internal controls for the TNBC
subtype. Gene expression analysis of G1/S-phase cell cycle genes cyclin D (CCND1),
CDK4, CDK6 and transcriptional regulators CDK7/cyclin H (CCNH) and CDK9/cyclin T
(CCNT1) were stratified according to their IHC-defined (top panels) and PAM50 (bottom
panels) subtypes (see Figure 1). All P-values are compared against the TNBC or Basal-like
subtype.



