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Supplementary Figure 1. Study flowchart. Cohort #1 (multi-institutional cohort):
GENIE V.11.0, China Pan-cancer (OrigiMed2020, Nature 2022), The Cancer Genome
Atlas (TCGA) Pan-Cancer Atlas studies, Dana-Farber Cancer Institute (DFCI) and

NSCLC from Memorial Sloan Kettering Cancer Center (MSKCC); cohort #2: Foundation
Medicine Pan-Cancer cohort.



