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Supplementary Figure 4. Type and frequency of MET TKD mutations across
cancer types in cohort #1. (A) Frequency of MET TKD mutations in various cancer
types in cohort #1 according to OncoKB status; the numbers above each bar indicate
the number of cases with MET TKD mutations (regardless OncoKB annotations) out of
the total of cases of each cancer type. (B) Detailed oncogenic / likely oncogenic MET
TKD mutations according to cancer type in cohort #1. Abbreviation: SCLC: small cell
lung cancer, NSCLC: non-small cell lung cancer, CUP: cancer of unknown primary, GU:
genitourinary, GIST: gastrointestinal stromal tumors, GI: gastrointestinal, HCC:
hepatocellular carcinoma. *Others: Adenocarcinoma NOS (not otherwise specified).



