Supplementary Figure 5
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OncoKB annotation: Bl Oncogenic /Likely oncogenic  m Unknown biological function



Supplementary Figure 5. Prevalence of MET TKD mutation in various cancer types according to OncoKB status
in each dataset in cohort #1. Abbreviation: CUP: cancer of unknown primary, HCC: hepatocellular carcinoma, NSCLC:
non-small cell lung cancer, GIST: gastrointestinal stromal tumors, GU: genitourinary, SCLC: small cell lung cancer, Gl:
gastrointestinal. MSKCC cohort is not included in this figure because included only NSCLC cases, as specified in
methods section for cohort #1.



