
Description of Additional Supplementary Files:  

 

Supplementary Data 1: Survey of proteomics computational tools to perform downstream 

data analysis. This survey evaluated fifteen computational tools used for downstream 

proteomics data analysis based on their features, including user interface design, input 

formats, preprocessing steps, experimental designs for differential proteomics analysis, 

enrichment capabilities, meta-analysis approaches, types of figures generated, available export 

formats, and availability of source code. 

 

Supplementary Data 2: OmicScope features for each import method. Due to the diversity of 

data available in the proteomics field, OmicScope applies various approaches and functions to 

handle each type of data method. 


