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All manuscripts must include a data availability statement. This statement should provide the following information, where applicable:
- Accession codes, unique identifiers, or web links for publicly available datasets
- A description of any restrictions on data availability

- For clinical datasets or third party data, please ensure that the statement adheres to our policy

Research involving human participants, their data, or biological material
Policy information about studies with human participants or human data. See also policy information about sex, gender (identity/presentation),
and sexual orientation and race, ethnicity and racism.
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Population characteristics
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Ethics oversight

Note that full information on the approval of the study protocol must also be provided in the manuscript.
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Life sciences study design
All studies must disclose on these points even when the disclosure is negative.
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Randomization
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Reporting for specific materials, systems and methods
We require information from authors about some types of materials, experimental systems and methods used in many studies. Here, indicate whether each material,
system or method listed is relevant to your study. If you are not sure if a list item applies to your research, read the appropriate section before selecting a response.

The data supporting the findings of this study are available from the corresponding authors upon reasonable request. Source data for the figures and
supplementary figures are provided as a Source Data file. Source data are provided in this paper.
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Sample size is described in the manuscript.

Data were excluded as part of the analyses process. Data from old or degraded samples were excluded. During data collection, some data
were excluded if they show inconsistencies, high noise, etc. due to technical issues either with the microscope or the sample.

The biological samples (i.e. the in vitro transcribed tRNAs and T-boxes) were generated at least twice, each considered as a biological
replicate. For each biological replicate, at least three technical replicates were done.

N/A

N/A




