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Figure S1: Regulation of orthogroups (OG) encoding different structural components of the T2SS. Only 

significantly differentially expressed (AdjPval < 0.05) genes are colored.  Orthogroup annotation is given on top of 

the figure, orthogroup number at bottom of the figure.
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Figure S2: Regulation of orthogroups (OG) encoding genes putatively involved in iron uptake. Only significantly 

differentially expressed (AdjPval < 0.05) genes are colored.  Orthogroup annotation is given on top of the figure, 

orthogroup number at bottom of the figure. Genes represented are orthologs of genes identified to be involved in iron 

uptake in Xcc and are induced upon iron starvation (Blanvillain et al., 2007).


