AC>NN AT>NN CC>NN CG>NN CT>NN GC>NN TA>NN TC>NN TG>NN TT>NN
B _ _ ____

ENDex-01 mutect2 somatic annotated

~
N
X

54%

36%

-
00)
X

Percentage of Double Base Substitutions

o
CA
CG
GA
GG
TA
TG
TT
CA
CC
CG
GA

CT

GT

GC

TA
AA
AG

AT

GA
GG
GT

TA
TG
TT

AT

GC

GT

TA
TC
TT
AA
AC
AG
GA
GC
GG
TA
TC
TG
AA
AG
AT
CA
CG
TA
AT
CG
CT
GC
GG
GT
AA
AG
AT
CA
CG
CT
GA
GG
GT
AA
AC
AT
CA
CC
CT



AC>NN AT>NN CC>NN CG>NN CT>NN GC>NN TA>NN TC>NN TG>NN TT>NN
B _ _ ____

ENDex-02 mutect2 somatic annotated

o)
G0
X

51%

34%

-
~
X

Percentage of Double Base Substitutions

o
CA
CG
GA
GG
TA
TG
TT
CA
CC
CG
GA

CT

GT

GC

TA
AA
AG

AT

GA
GG
GT

TA
TG
TT

AT

GC

GT

TA
TC
TT
AA
AC
AG
GA
GC
GG
TA
TC
TG
AA
AG
AT
CA
CG
TA
AT
CG
CT
GC
GG
GT
AA
AG
AT
CA
CG
CT
GA
GG
GT
AA
AC
AT
CA
CC
CT



AC>NN AT>NN CC>NN CG>NN CT>NN GC>NN TA>NN TC>NN TG>NN TT>NN
B _ _ ____

ENDex-04 mutect2 somatic annotated

o)
G0
X

51%

34%

-
~
X

Percentage of Double Base Substitutions

o
CA
CG
GA
GG
TA
TG
TT
CA
CC
CG
GA

CT

GT

GC

TA
AA
AG

AT

GA
GG
GT

TA
TG
TT

AT

GC

GT

TA
TC
TT
AA
AC
AG
GA
GC
GG
TA
TC
TG
AA
AG
AT
CA
CG
TA
AT
CG
CT
GC
GG
GT
AA
AG
AT
CA
CG
CT
GA
GG
GT
AA
AC
AT
CA
CC
CT



AC>NN AT>NN CC>NN CG>NN CT>NN GC>NN TA>NN TC>NN TG>NN TT>NN
B _ _ ____

ENDex-09 mutect2 somatic annotated

o)
G0
X

51%

34%

-
~
X

Percentage of Double Base Substitutions

o
CA
CG
GA
GG
TA
TG
TT
CA
CC
CG
GA

CT

GT

GC

TA
AA
AG

AT

GA
GG
GT

TA
TG
TT

AT

GC

GT

TA
TC
TT
AA
AC
AG
GA
GC
GG
TA
TC
TG
AA
AG
AT
CA
CG
TA
AT
CG
CT
GC
GG
GT
AA
AG
AT
CA
CG
CT
GA
GG
GT
AA
AC
AT
CA
CC
CT



AC>NN AT>NN CC>NN CG>NN CT>NN GC>NN TA>NN TC>NN TG>NN TT>NN
B _ _ ____

ENDex-10 mutect2 somatic annotated

N
(00)
=

36%

24%

-
N
X

Percentage of Double Base Substitutions

o
CA
CG
GA
GG
TA
TG
TT
CA
CC
CG
GA

CT

GT

GC

TA
AA
AG

AT

GA
GG
GT

TA
TG
TT

AT

GC

GT

TA
TC
TT
AA
AC
AG
GA
GC
GG
TA
TC
TG
AA
AG
AT
CA
CG
TA
AT
CG
CT
GC
GG
GT
AA
AG
AT
CA
CG
CT
GA
GG
GT
AA
AC
AT
CA
CC
CT



AC>NN AT>NN CC>NN CG>NN CT>NN GC>NN TA>NN TC>NN TG>NN TT>NN
B _ _ ____

ENDex-11 mutect2 somatic annotated

<
o)
X

57%

38%

-
O
X

Percentage of Double Base Substitutions

o
CA
CG
GA
GG
TA
TG
TT
CA
CC
CG
GA

CT

GT

GC

TA
AA
AG

AT

GA
GG
GT

TA
TG
TT

AT

GC

GT

TA
TC
TT
AA
AC
AG
GA
GC
GG
TA
TC
TG
AA
AG
AT
CA
CG
TA
AT
CG
CT
GC
GG
GT
AA
AG
AT
CA
CG
CT
GA
GG
GT
AA
AC
AT
CA
CC
CT



AC>NN AT>NN CC>NN CG>NN CT>NN GC>NN TA>NN TC>NN TG>NN TT>NN
B _ _ ____

ENDex-15 mutect2 somatic annotated

o)
G0
X

51%

34%

-
~
X

Percentage of Double Base Substitutions

o
CA
CG
GA
GG
TA
TG
TT
CA
CC
CG
GA

CT

GT

GC

TA
AA
AG

AT

GA
GG
GT

TA
TG
TT

AT

GC

GT

TA
TC
TT
AA
AC
AG
GA
GC
GG
TA
TC
TG
AA
AG
AT
CA
CG
TA
AT
CG
CT
GC
GG
GT
AA
AG
AT
CA
CG
CT
GA
GG
GT
AA
AC
AT
CA
CC
CT



AC>NN AT>NN CC>NN CG>NN CT>NN GC>NN TA>NN TC>NN TG>NN TT>NN
B _ _ ____

ENDex-16 mutect2 somatic annotated

~
N
X

54%

36%

-
00)
X

Percentage of Double Base Substitutions

o
CA
CG
GA
GG
TA
TG
TT
CA
CC
CG
GA

CT

GT

GC

TA
AA
AG

AT

GA
GG
GT

TA
TG
TT

AT

GC

GT

TA
TC
TT
AA
AC
AG
GA
GC
GG
TA
TC
TG
AA
AG
AT
CA
CG
TA
AT
CG
CT
GC
GG
GT
AA
AG
AT
CA
CG
CT
GA
GG
GT
AA
AC
AT
CA
CC
CT



AC>NN AT>NN CC>NN CG>NN CT>NN GC>NN TA>NN TC>NN TG>NN TT>NN
B _ _ ____

ENDex-17 mutect2 somatic annotated

(00)
NN
=

63%

42%

N
-
X

Percentage of Double Base Substitutions

o
CA
CG
GA
GG
TA
TG
TT
CA
CC
CG
GA

CT

GT

GC

TA
AA
AG

AT

GA
GG
GT

TA
TG
TT

AT

GC

GT

TA
TC
TT
AA
AC
AG
GA
GC
GG
TA
TC
TG
AA
AG
AT
CA
CG
TA
AT
CG
CT
GC
GG
GT
AA
AG
AT
CA
CG
CT
GA
GG
GT
AA
AC
AT
CA
CC
CT



AC>NN AT>NN CC>NN CG>NN CT>NN GC>NN TA>NN TC>NN TG>NN TT>NN
B _ _ ____

ENDex-19 mutect2 somatic annotated

<
o)
X

57%

38%

-
O
X

Percentage of Double Base Substitutions

o
CA
CG
GA
GG
TA
TG
TT
CA
CC
CG
GA

CT

GT

GC

TA
AA
AG

AT

GA
GG
GT

TA
TG
TT

AT

GC

GT

TA
TC
TT
AA
AC
AG
GA
GC
GG
TA
TC
TG
AA
AG
AT
CA
CG
TA
AT
CG
CT
GC
GG
GT
AA
AG
AT
CA
CG
CT
GA
GG
GT
AA
AC
AT
CA
CC
CT



AC>NN AT>NN CC>NN CG>NN CT>NN GC>NN TA>NN TC>NN TG>NN TT>NN
B _ _ ____

ENDex-23 mutect2 somatic annotated

~
N
X

54%

36%

-
00)
X

Percentage of Double Base Substitutions

o
CA
CG
GA
GG
TA
TG
TT
CA
CC
CG
GA

CT

GT

GC

TA
AA
AG

AT

GA
GG
GT

TA
TG
TT

AT

GC

GT

TA
TC
TT
AA
AC
AG
GA
GC
GG
TA
TC
TG
AA
AG
AT
CA
CG
TA
AT
CG
CT
GC
GG
GT
AA
AG
AT
CA
CG
CT
GA
GG
GT
AA
AC
AT
CA
CC
CT



AC>NN AT>NN CC>NN CG>NN CT>NN GC>NN TA>NN TC>NN TG>NN TT>NN
B _ _ ____

ENDex-24 mutect2 somatic annotated

~
N
X

54%

36%

-
00)
X

Percentage of Double Base Substitutions

o
CA
CG
GA
GG
TA
TG
TT
CA
CC
CG
GA

CT

GT

GC

TA
AA
AG

AT

GA
GG
GT

TA
TG
TT

AT

GC

GT

TA
TC
TT
AA
AC
AG
GA
GC
GG
TA
TC
TG
AA
AG
AT
CA
CG
TA
AT
CG
CT
GC
GG
GT
AA
AG
AT
CA
CG
CT
GA
GG
GT
AA
AC
AT
CA
CC
CT



AC>NN AT>NN CC>NN CG>NN CT>NN GC>NN TA>NN TC>NN TG>NN TT>NN
B _ _ ____

ENDex-25 mutect2 somatic annotated

U1
N
X

39%

26%

-
W
X

Percentage of Double Base Substitutions

o
CA
CG
GA
GG
TA
TG
TT
CA
CC
CG
GA

CT

GT

GC

TA
AA
AG

AT

GA
GG
GT

TA
TG
TT

AT

GC

GT

TA
TC
TT
AA
AC
AG
GA
GC
GG
TA
TC
TG
AA
AG
AT
CA
CG
TA
AT
CG
CT
GC
GG
GT
AA
AG
AT
CA
CG
CT
GA
GG
GT
AA
AC
AT
CA
CC
CT



AC>NN AT>NN CC>NN CG>NN CT>NN GC>NN TA>NN TC>NN TG>NN TT>NN
B _ _ ____

ENDex-26 mutect2 somatic annotated

~
N
X

54%

36%

-
00)
X

Percentage of Double Base Substitutions

o
CA
CG
GA
GG
TA
TG
TT
CA
CC
CG
GA

CT

GT

GC

TA
AA
AG

AT

GA
GG
GT

TA
TG
TT

AT

GC

GT

TA
TC
TT
AA
AC
AG
GA
GC
GG
TA
TC
TG
AA
AG
AT
CA
CG
TA
AT
CG
CT
GC
GG
GT
AA
AG
AT
CA
CG
CT
GA
GG
GT
AA
AC
AT
CA
CC
CT



AC>NN AT>NN CC>NN CG>NN CT>NN GC>NN TA>NN TC>NN TG>NN TT>NN
B _ _ ____

ENDex-27 mutect2 somatic annotated

U1
o
X

42%

28%

j—a
[N
X

Percentage of Double Base Substitutions

o
CA
CG
GA
GG
TA
TG
TT
CA
CC
CG
GA

CT

GT

GC

TA
AA
AG

AT

GA
GG
GT

TA
TG
TT

AT

GC

GT

TA
TC
TT
AA
AC
AG
GA
GC
GG
TA
TC
TG
AA
AG
AT
CA
CG
TA
AT
CG
CT
GC
GG
GT
AA
AG
AT
CA
CG
CT
GA
GG
GT
AA
AC
AT
CA
CC
CT



AC>NN AT>NN CC>NN CG>NN CT>NN GC>NN TA>NN TC>NN TG>NN TT>NN
B _ _ ____

ENDex-28 mutect2 somatic annotated

~
N
X

54%

36%

-
00)
X

Percentage of Double Base Substitutions

o
CA
CG
GA
GG
TA
TG
TT
CA
CC
CG
GA

CT

GT

GC

TA
AA
AG

AT

GA
GG
GT

TA
TG
TT

AT

GC

GT

TA
TC
TT
AA
AC
AG
GA
GC
GG
TA
TC
TG
AA
AG
AT
CA
CG
TA
AT
CG
CT
GC
GG
GT
AA
AG
AT
CA
CG
CT
GA
GG
GT
AA
AC
AT
CA
CC
CT



AC>NN AT>NN CC>NN CG>NN CT>NN GC>NN TA>NN TC>NN TG>NN TT>NN
B _ _ ____

ENDex-30 mutect2 somatic annotated

~
N
X

54%

36%

-
00)
X

Percentage of Double Base Substitutions

o
CA
CG
GA
GG
TA
TG
TT
CA
CC
CG
GA

CT

GT

GC

TA
AA
AG

AT

GA
GG
GT

TA
TG
TT

AT

GC

GT

TA
TC
TT
AA
AC
AG
GA
GC
GG
TA
TC
TG
AA
AG
AT
CA
CG
TA
AT
CG
CT
GC
GG
GT
AA
AG
AT
CA
CG
CT
GA
GG
GT
AA
AC
AT
CA
CC
CT



