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Mame p-value Owerlap
Pentose Phosphate Pathway (Non-oxidative Branch) . 7.72E-05 28.6 %
Signaling by Rho Family GTPases 1.42E-04 19%
Iron homeostasis signaling pathway 1.45E-04 2.9%
Phagosome Maturation . 1.95E-04 27 %
Pentose Phosphate Pathway 2,01E-04 13.2 %
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Mame p-value Predicted Activation
MAPT 2.81E-09
MENEL 4.58E-08
APP 1.10E-07
EDMF » 161E-07
PSEN1 . 8.83E-07
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~ Diseases and Disorders
MName p-value range # Molecules
Meurological Disease — B, 2.19E-02 - 8.53E-07 24
Organismal Injury and Abnormalities — e 2,31E-02 - 8,53E-07 42
Developmental Disorder —f— 2.12E-02 - 3.20E-05 g
Hereditary Disorder 4 2,12E-02 - 3.20E-05 20
Infectious Diseases e 1.93E-02 - 1.19E-04 12
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b Mﬁle:ullr and Cellular Functions
Mame p-value range # Molecules
Cellular Assembly and Organization — s - 2,12E-02 - 6,47E-08 21
Cellular Function and Maintenance — et 2,18E-02 - 6.47E-08 a7
Molecular Transport —-, 2,12E-02 - 2.40E-07 22
Cellular Movernent — = 2.23E-02 - 7.21E-07 16
Cell-To-Cell Signaling and Interaction e 219F-02 - 1.54E-06 18
N
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R Ffl}"liﬂ.lﬂﬂil:ll System Development and Function
Name p-value range * Molecules
Mervous System Development and Function — ;e 2.12E-02 - 3.76E-07 1
Tissue Marphology — L 1.75E-02 - 3.76E-07 17
Embryonic Development — == 2,12E-02 - 3.69E-05 1
Tissue Development —p 2,12E-02 - 3.69E-05 149
Organismal Development —ﬁ‘:il 2.10E-02 - 1.61E-04 17
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" Assays: Clinical Ehar_nintry and Hematology
MName p-value range # Molecules
Increased Lewvels of Creatinine —% 2.69E-02 - 2.69E-02 1
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' Cardiotoxicity
Mame p-value range # Maolecules
Congenital Heart &nomaly I 1.64E-01 - 1,95E-03 .
Cardiac Mecrosis/Cell Death 1 6.96E-02 - 6,96E-02 1
Cardiac Arteriopathy I 1.56E-01 - 1L.56E-01 2
Cardiac Proliferation | 1,74E-01 - 1.74E-01 1
Cardiac Enlargement + 4.81E-01 - 1,75E-01 3
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" Hepatotoxicity
Narme p-value range # Malecules
Hepatocellular carcinoma gt o 1.92E-01 - 2.62E-03 8
Liver Hyperplasia/Hyperproliferation “af 3.06E-01 - 2.62E-03 17
Liver Necrosis/Cell Death 1 9,649E-03 - 9.69E-03 1
Liver Fibrosis I 2,84E-01 - 2,84E-01 1
Liver Steatosis ] 5.55E-01 - 5.55E-01 1
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" Nephrotoxicity
MName |::|~_'|.ral_u': range #'Mu_ﬁ!culu
Renal Mecrosis/Cell Death —1& 4.50E-01 - 1.56E-02 2
Glomerular Injury - | 110E-01 - 2.12E-02 2
Renal Damage ] 2.12E-02 - 2.12E-02 1
Kidney Failure 1 1.10E-01 - 1.10E-01 1
Renal Fibrosis i 1.10E-01 - 1.10E-01 1
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ID  Associated Network Functions _ - o Score
1 Cellular Assembly and-ﬂrgan_izattun, Cellular Function and Maintenance, Cellular Movement 47
2 Carbohydrate Metabolism, Nucleic Acid Metabolism, Small Molecule Biochemistry _ 37
3 Cell-To-Cell Signaling and Interaction, Nervous System Development and Function, Hereditary Disorder 1
Mame p-value Owerlap
Mitochondrial Dysfunction 4.55E-03 1.7% 3/172
Cell Cycle: G2/M DNA Damage Checkpi:int Regulation 4.61E-03 3.8% 2452
Glutathione Depletion - CYP Induction and Reactive Metabolites 2.31E-02 8.3% 1413
Decreases Respiration of Mitochondria 2.69E-02 7.1% 114
Decreases Depolarization of Mitechondna and Mitochondrial Membrane 6.05E-02 31% 1732
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