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Policy information about availability of data

All manuscripts must include a data availability statement. This statement should provide the following information, where applicable:

- Accession codes, unique identifiers, or web links for publicly available datasets
- A description of any restrictions on data availability

- For clinical datasets or third party data, please ensure that the statement adheres to our policy

Research involving human participants, their data, or biological material
Policy information about studies with human participants or human data. See also policy information about sex, gender (identity/presentation),
and sexual orientation and race, ethnicity and racism.

Reporting on sex and gender

Reporting on race, ethnicity, or
other socially relevant groupings

Population characteristics

Recruitment

Ethics oversight

Note that full information on the approval of the study protocol must also be provided in the manuscript.

Field-specific reporting
Please select the one below that is the best fit for your research. If you are not sure, read the appropriate sections before making your selection.
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For a reference copy of the document with all sections, see nature.com/documents/nr-reporting-summary-flat.pdf

Life sciences study design
All studies must disclose on these points even when the disclosure is negative.

Sample size

Data exclusions

Replication

Randomization

Blinding

Reporting for specific materials, systems and methods

ArrayExpress accession codes: E-MTAB-13791, E-MTAB-13792, E MTAB-13793, E-MTAB-13790 and E-MTAB-13800.

GenBank accession codes: CP144559, CP144563, CP144560, CP144562, CP144564, CP144565

DATA AVAILABILITY STATEMENT

All Illumina sequencing data generated in this study have been deposited in ArrayExpress under accession codes: E-MTAB-13791, E-MTAB-13792, E MTAB-13793, E-
MTAB-13790 and E-MTAB-13800. Genome sequences are available from GenBank with accession codes: CP144559, CP144563, CP144560, CP144562, CP144564
and CP144565. Results generated from processing of Illumina sequencing data (e.g. differential gene expression analysis) are available as Source Data or
Supplementary Data files. Original gel images are provided as Source Data.
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Sample sizes were chosen to permit appropriate downstream statistical testing and in line with normal expectations for the field.

No data were excluded.

The RNA-seq, ChIP-seq, native Tn-seq and 3C-seq experiments were done twice to confirm reproducibility. Biochemical experiments (DNA
binding and DNA bridging assays) were done at least twice to confirm reproducibility. Microbiological phenotyping experiments were done at
least three times. All experiments were reproducible in line with norms for the field.

Not applicable since samples were not allocated to experimental groups.

Not applicable since samples were not allocated to experimental groups.




