
−5 0 5
log2 FC for DE 
genes vs WT

comt−2
C17H12.6
T24C4.4
gst−38
F44G3.10
F08G2.5
F35E12.2
F01D5.3
gst−24
dct−17
ZK6.11
zip−10
clec−41
F55G11.2
dod−19
lys−2
F20G2.5
T19D12.4
drd−50
grd−3
clec−70
lys−7
lys−3
ins−11
clec−52
sysm−1
irg−5
clec−71
lys−1
irg−4
pgp−1
K08D8.4
ZK228.4
C14C6.5
ZK1055.7
lec−11
cyp−35A5
F56F10.1
nspg−10
F54B11.11
asp−14
ugt−44
F55G11.8
K08D8.5
clec−186
pgp−5
C17H12.8
irg−7
F13A7.11
C49C8.5
cnc−4
nhr−112
F35E12.10
ilys−5
clec−86
F59B1.8
F22H10.2
pgp−3
lec−8
F35E12.6
spl−2
C34H4.1
dod−17
dod−24
C49C3.9
hrg−3
tsp−1
F17E9.3
cnc−2
acdh−1
clc−1
valv−1
irg−1
H20E11.1
cpr−3
spp−18
gst−6
F01D5.1
F55G11.4
fbxc−58
K09D9.1
cld−9
C49G7.10
F53C11.1
irg−2

da
f-1

6(
RN

Ai
)

Associated 
GO terms

m
xl-

2

in
na

te
 im

m
un

e 
re

sp
on

se

G
ra

m
- d

ef
en

se
 re

sp
on

se

G
ra

m
+ 

de
fe

ns
e 

re
sp

on
se

ea
t-2

 p
ha

-4
(R

NA
i)

ea
t-2

;m
xl-

2

ea
t-2

ph
a-

4(
RN

Ai
)

ea
t-2

 d
af

-1
6(

RN
Ai

) n = 85 
genes

A.

B.

GO:0045087
Innate immune 

response

GO:0050829
Defense response 
to Gram-negative 

bacteria

GO:0050830
Defense response 
to Gram-positive 

bacteria

224

52

49

41

7

6
12

391 total 
unique genes


