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The U6:nc886 cassette region, which has been inserted into the parental AdV5/35 (see the main

text for details), is highlighted in a box
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Table S6. Primers and probes used in this study

primer name sequence (5' to 3Y) comments

Hexon 2636-56 | TTATGTCCATGGGCGCACTCA ;%ré"srd primer for AdV Hexon gRT-PCR,
Hexon 2783-60 | ACACGGACCACGTCAAAGACTTCA ;?:)vgrse primer for AdV Hexon gRT-PCR,
Ad_VAI_142-22 TTGTCTGACGTCGCACACCTG Northern probe for adenoviral ncRNA VA |
miR-886-3p as AAGGGTCAGTAAGCACCCGCG qNS;tP:éanrobe and reverse primer for nc8s6
miR-886-5p sense | CGGGTCGGAGTTAGCTCAAGCGG | forward primer for nc886 gRT-PCR
Gapdh_774-96 CATCACTGCCACCCAGAAGACTG | forward primer for mouse Gapdh gRT-PCR
Gapdh_926-04 ATGCCAGTGAGCTTCCCGTTCAG | reverse primer for mouse Gapdh gRT-PCR
mIifit1-885-905 TTCTAAACAGGGCCTTGCAGG forward primer for mouse Ifitl qRT-PCR
mifit1-1019-999 CTTGCACATTGTCCTGCCTTC reverse primer for mouse Ifitl gRT-PCR
mlifit2_658-78 AGCACTGCAGAGGTCTAAATG forward primer for mouse Ifit2 gRT-PCR
mifit2_788-68 GTAGACCCAAGCATAGTTTCC reverse primer for mouse Ifit2 gRT-PCR
mXafl 1484-504 | CGCACACACACATGCTAACAT forward primer for mouse Xafl qRT-PCR
mXafl_1618-598 | CTGGGTGGGGTACTATCAGAT reverse primer for mouse Xafl qRT-PCR
IFIT1_3739-62 CCCCAAGAAAATCTCCAAATTTTG | forward primer for human IFIT1 gRT-PCR
IFIT1 3859-36 AATCTCTGTCCTACCTTCTTAAGG | reverse primer for human IFIT1 qRT-PCR
XAF1 897-920 GTTAGCTTCATCAAAAGGAAAACA | forward primer for human XAF1 gRT-PCR
XAF1 997-74 GAATGCCAGTGTTAAAAGTGARAAT | reverse primer for human XAF1 qRT-PCR
18S rRNA 281-300 | CGGCTTTGGTGACTCTAGAT forward primer for human 18S rRNA gRT-PCR
18S rRNA 381-362 | GCGACTACCATCGAAAGTTG reverse primer for human 18S rRNA gRT-PCR




