
Supplementary Table 1. Full list of proteins identified by mass spectrometry from SILAC experiment with WT (light) 3xMBT pulldown as compared to D355N mutant (heavy) pulldown assay.

Light: MBT wild type 1.7 1.7
Heavy: MBT mutant 55364.8 32287.6 1419987.2 844487.5
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A2AEV7_A2AEV7_MOUSE Ccdc120 Coiled-coil domain containing 120 OS=Mus musculus GN=Ccdc120 PE=1 SV=1 1 50.5 1.9 3.2 26.9 15.67 0.06 50.5 1.9 3.2 26.9 15.98 0.06
Q8BZ71_STAC3_MOUSE Stac3 SH3 and cysteine-rich domain-containing protein 3 OS=Mus musculus GN=Stac3 PE=2 SV=1 1 59.1 2.5 4.2 24.1 14.05 0.07 59.1 2.5 4.1 24.1 14.33 0.07
Q6XJV6_MO2R2_MOUSE Cd200r1l Cell surface glycoprotein CD200 receptor 2 OS=Mus musculus GN=Cd200r1l PE=2 SV=1 1 31.7 1.9 3.3 16.5 9.62 0.10 31.7 1.9 3.2 16.5 9.81 0.10
Q9D7S7_RL22L_MOUSE Rpl22l1 60S ribosomal protein L22-like 1 OS=Mus musculus GN=Rpl22l1 PE=1 SV=1 3 55.0 3.8 6.5 14.6 8.53 0.12 151.6 23.4 39.4 6.5 3.85 0.26
Q8BMD7_MORC4_MOUSE Morc4 MORC family CW-type zinc finger protein 4 OS=Mus musculus GN=Morc4 PE=2 SV=2 1 17.1 1.2 2.1 13.8 8.07 0.12 17.1 1.2 2.1 13.8 8.23 0.12
Q3U1T9_DEN1B_MOUSE Dennd1b DENN domain-containing protein 1B OS=Mus musculus GN=Dennd1b PE=2 SV=2 1 73.3 5.6 9.7 13.0 7.58 0.13 73.3 5.6 9.5 13.0 7.73 0.13
Q99MN1_SYK_MOUSE Kars Lysine--tRNA ligase OS=Mus musculus GN=Kars PE=1 SV=1 2 64.0 5.5 9.5 11.6 6.76 0.15 128.0 11.0 18.6 11.6 6.89 0.15
Q9D2F7_P210L_MOUSE Nup210l Nuclear pore membrane glycoprotein 210-like OS=Mus musculus GN=Nup210l PE=2 SV=2 1 25.6 2.4 4.1 10.8 6.32 0.16 25.6 2.4 4.0 10.8 6.45 0.16
O70491_STRA6_MOUSE Stra6 Stimulated by retinoic acid gene 6 protein OS=Mus musculus GN=Stra6 PE=1 SV=1 1 15.4 1.5 2.5 10.5 6.10 0.16 15.4 1.5 2.5 10.5 6.22 0.16
Q60767_LY75_MOUSE Ly75 Lymphocyte antigen 75 OS=Mus musculus GN=Ly75 PE=1 SV=2 1 25.3 2.8 4.9 8.9 5.19 0.19 25.3 2.8 4.8 8.9 5.29 0.19
Q5F2E8_TAOK1_MOUSE Taok1 Serine/threonine-protein kinase TAO1 OS=Mus musculus GN=Taok1 PE=1 SV=1 1 9.9 1.2 2.0 8.5 4.95 0.20 9.9 1.2 2.0 8.5 5.05 0.20
E9PVD4_E9PVD4_MOUSE Akap13 Protein Akap13 (Fragment) OS=Mus musculus GN=Akap13 PE=1 SV=1 1 15.3 2.0 3.4 7.6 4.45 0.22 15.3 2.0 3.4 7.6 4.54 0.22
Q9QXN3_TRIP4_MOUSE Trip4 Activating signal cointegrator 1 OS=Mus musculus GN=Trip4 PE=1 SV=2 1 48.0 6.5 11.2 7.4 4.30 0.23 48.0 6.5 11.0 7.4 4.38 0.23
Q8BUI3_LRWD1_MOUSE LRWD1 Leucine-rich repeat and WD repeat-containing protein 1 OS=Mus musculus GN=LRWD1 PE=2 SV=1 2 27.7 4.0 6.8 7.0 4.07 0.25 55.3 7.9 13.3 7.0 4.15 0.24
P11087_CO1A1_MOUSE Col1a1 Collagen alpha-1(I) chain OS=Mus musculus GN=Col1a1 PE=1 SV=4 2 70.9 10.4 17.8 6.8 3.99 0.25 141.7 20.7 34.8 6.8 4.07 0.25
Q6ZWV7_RL35_MOUSE Rpl35 60S ribosomal protein L35 OS=Mus musculus GN=Rpl35 PE=2 SV=1 5 570.8 85.2 146.1 6.7 3.91 0.26 2496.4 443.3 745.4 5.6 3.35 0.30
F8VPK0_F8VPK0_MOUSE Ttc37 Protein Ttc37 OS=Mus musculus GN=Ttc37 PE=4 SV=1 5 12.7 2.0 3.4 6.4 3.75 0.27 69.6 17.2 28.9 4.0 2.41 0.42
P68181_KAPCB_MOUSE Prkacb cAMP-dependent protein kinase catalytic subunit beta OS=Mus musculus GN=Prkacb PE=1 SV=2 1 15.1 2.4 4.1 6.4 3.73 0.27 15.1 2.4 4.0 6.4 3.80 0.26
P14148_RL7_MOUSE Rpl7 60S ribosomal protein L7 OS=Mus musculus GN=Rpl7 PE=1 SV=2 35 167.0 26.1 44.8 6.4 3.73 0.27 10436.2 1493.9 2511.9 7.0 4.15 0.24
P17981_NAR2A_MOUSE Art2a T-cell ecto-ADP-ribosyltransferase 1 OS=Mus musculus GN=Art2a PE=1 SV=2 1 17.0 2.7 4.6 6.4 3.71 0.27 17.0 2.7 4.5 6.4 3.78 0.26
Q61823_PDCD4_MOUSE Pdcd4 Programmed cell death protein 4 OS=Mus musculus GN=Pdcd4 PE=1 SV=1 4 13.6 2.2 3.7 6.3 3.66 0.27 62.6 9.3 15.7 6.7 3.99 0.25
Q9CPV9_P2Y12_MOUSE P2ry12 P2Y purinoceptor 12 OS=Mus musculus GN=P2ry12 PE=2 SV=1 1 12.2 2.0 3.4 6.2 3.62 0.28 12.2 2.0 3.3 6.2 3.69 0.27
Q8BHJ5_TBL1R_MOUSE Tbl1xr1 F-box-like/WD repeat-containing protein TBL1XR1 OS=Mus musculus GN=Tbl1xr1 PE=1 SV=1 3 14.4 2.3 4.0 6.2 3.60 0.28 49.4 18.4 31.0 2.7 1.60 0.63
Q6ZWZ4_Q6ZWZ4_MOUSE Rpl36 60S ribosomal protein L36 OS=Mus musculus GN=Rpl36 PE=2 SV=1 10 21.9 3.6 6.2 6.0 3.52 0.28 949.7 192.0 322.9 4.9 2.94 0.34
Q62280_SSXT_MOUSE Ss18 Protein SSXT OS=Mus musculus GN=Ss18 PE=2 SV=2 1 7.9 1.3 2.3 6.0 3.51 0.28 7.9 1.3 2.2 6.0 3.58 0.28
Q9ESU7_Q9ESU7_MOUSE Slc1a5 Neutral amino acid transporter ASCT2 OS=Mus musculus GN=Slc1a5 PE=1 SV=1 2 11.7 2.0 3.4 6.0 3.49 0.29 23.4 3.9 6.6 6.0 3.56 0.28
O08580_ERR1_MOUSE Esrra Steroid hormone receptor ERR1 OS=Mus musculus GN=Esrra PE=1 SV=4 1 8.7 1.5 2.5 5.9 3.44 0.29 8.7 1.5 2.5 5.9 3.51 0.28
Q8CHG7_RPGF2_MOUSE Rapgef2 Rap guanine nucleotide exchange factor 2 OS=Mus musculus GN=Rapgef2 PE=1 SV=2 1 11.0 1.9 3.2 5.9 3.43 0.29 11.0 1.9 3.1 5.9 3.50 0.29
Q2TBE6_P4K2A_MOUSE Pi4k2a Phosphatidylinositol 4-kinase type 2-alpha OS=Mus musculus GN=Pi4k2a PE=1 SV=1 1 9.8 1.7 2.9 5.8 3.41 0.29 9.8 1.7 2.8 5.8 3.48 0.29
Q9QYA2_TOM40_MOUSE Tomm40 Mitochondrial import receptor subunit TOM40 homolog OS=Mus musculus GN=Tomm40 PE=1 SV=3 1 7.5 1.3 2.2 5.8 3.37 0.30 7.5 1.3 2.2 5.8 3.44 0.29
Q9DCR2_AP3S1_MOUSE Ap3s1 AP-3 complex subunit sigma-1 OS=Mus musculus GN=Ap3s1 PE=1 SV=2 3 9.7 1.7 2.9 5.7 3.34 0.30 26.5 5.3 8.9 5.0 2.97 0.34
Q791V5_MTCH2_MOUSE Mtch2 Mitochondrial carrier homolog 2 OS=Mus musculus GN=Mtch2 PE=1 SV=1 2 11.9 2.1 3.6 5.7 3.33 0.30 23.7 4.2 7.0 5.7 3.39 0.29
Q9CZM2_RL15_MOUSE Rpl15 60S ribosomal protein L15 OS=Mus musculus GN=Rpl15 PE=2 SV=4 23 123.4 21.9 37.5 5.6 3.29 0.30 3531.2 623.4 1048.3 5.7 3.37 0.30
Q61194_P3C2A_MOUSE Pik3c2a Phosphatidylinositol 4-phosphate 3-kinase C2 domain-containing subunit alpha OS=Mus musculus GN=Pik3c2a PE=1 SV=21 7.2 1.3 2.2 5.5 3.21 0.31 7.2 1.3 2.2 5.5 3.27 0.31
P62751_RL23A_MOUSE Rpl23a 60S ribosomal protein L23a OS=Mus musculus GN=Rpl23a PE=1 SV=1 21 131.5 24.2 41.5 5.4 3.17 0.32 6329.5 1223.4 2057.0 5.2 3.08 0.32
Q9CQV4_F134C_MOUSE Fam134c Protein FAM134C OS=Mus musculus GN=Fam134c PE=1 SV=1 1 14.2 2.6 4.5 5.4 3.15 0.32 14.2 2.6 4.4 5.4 3.21 0.31
Q8R0T2_ZN768_MOUSE Znf768 Zinc finger protein 768 OS=Mus musculus GN=Znf768 PE=2 SV=1 1 7.2 1.3 2.3 5.4 3.14 0.32 7.2 1.3 2.3 5.4 3.20 0.31
O54988_SLK_MOUSE Slk STE20-like serine/threonine-protein kinase OS=Mus musculus GN=Slk PE=1 SV=2 1 6.8 1.3 2.2 5.4 3.14 0.32 6.8 1.3 2.1 5.4 3.20 0.31
Q640Q5_PAN3_MOUSE Pan3 PAB-dependent poly(A)-specific ribonuclease subunit PAN3 OS=Mus musculus GN=Pan3 PE=2 SV=3 1 6.0 1.1 1.9 5.4 3.12 0.32 6.0 1.1 1.9 5.4 3.19 0.31
Q6ZQ03_FNBP4_MOUSE Fnbp4 Formin-binding protein 4 OS=Mus musculus GN=Fnbp4 PE=1 SV=2 10 14.9 2.8 4.8 5.3 3.12 0.32 179.8 33.7 56.6 5.3 3.17 0.32
Q9D823_RL37_MOUSE Rpl37 60S ribosomal protein L37 OS=Mus musculus GN=Rpl37 PE=2 SV=3 1 256.9 48.3 82.8 5.3 3.10 0.32 256.9 48.3 81.2 5.3 3.16 0.32
Q9JKW0_AR6P1_MOUSE Arl6ip1 ADP-ribosylation factor-like protein 6-interacting protein 1 OS=Mus musculus GN=Arl6ip1 PE=2 SV=1 2 21.6 4.1 7.0 5.3 3.10 0.32 43.1 8.1 13.7 5.3 3.16 0.32
Q9CR57_RL14_MOUSE Rpl14 60S ribosomal protein L14 OS=Mus musculus GN=Rpl14 PE=1 SV=3 15 141.7 26.8 45.9 5.3 3.09 0.32 6164.0 1227.3 2063.6 5.0 2.99 0.33
Q99KK1_REEP3_MOUSE Reep3 Receptor expression-enhancing protein 3 OS=Mus musculus GN=Reep3 PE=1 SV=1 1 7.6 1.4 2.5 5.3 3.08 0.32 7.6 1.4 2.4 5.3 3.14 0.32
Q64449_MRC2_MOUSE Mrc2 C-type mannose receptor 2 OS=Mus musculus GN=Mrc2 PE=1 SV=3 1 55.2 10.5 17.9 5.3 3.08 0.32 55.2 10.5 17.6 5.3 3.14 0.32
P97789_XRN1_MOUSE Xrn1 5'-3' exoribonuclease 1 OS=Mus musculus GN=Xrn1 PE=1 SV=1 3 13.4 2.6 4.4 5.2 3.04 0.33 40.6 8.2 13.8 5.0 2.95 0.34
Q8R060_ZWILC_MOUSE Zwilch Protein zwilch homolog OS=Mus musculus GN=Zwilch PE=2 SV=1 3 12.9 2.5 4.3 5.2 3.03 0.33 39.9 10.1 16.9 4.0 2.35 0.43
Q8BIW9_CTF18_MOUSE Chtf18 Chromosome transmission fidelity protein 18 homolog OS=Mus musculus GN=Chtf18 PE=2 SV=2 2 14.2 2.8 4.7 5.2 3.01 0.33 28.5 5.5 9.3 5.2 3.07 0.33
Q68FE6_FA65A_MOUSE Fam65a Protein FAM65A OS=Mus musculus GN=Fam65a PE=1 SV=2 1 8.2 1.6 2.7 5.2 3.01 0.33 8.2 1.6 2.7 5.2 3.07 0.33
P47915_RL29_MOUSE Rpl29 60S ribosomal protein L29 OS=Mus musculus GN=Rpl29 PE=2 SV=2 10 114.9 22.4 38.5 5.1 2.99 0.33 2507.2 469.0 788.6 5.3 3.18 0.31
Q8C1W1_VASH1_MOUSE Vash1 Vasohibin-1 OS=Mus musculus GN=Vash1 PE=2 SV=4 1 17.7 3.5 5.9 5.1 2.98 0.34 17.7 3.5 5.8 5.1 3.04 0.33
P20357_MTAP2_MOUSE Map2 Microtubule-associated protein 2 OS=Mus musculus GN=Map2 PE=1 SV=2 1 24.8 4.9 8.4 5.1 2.96 0.34 24.8 4.9 8.2 5.1 3.02 0.33
O88792_JAM1_MOUSE F11r Junctional adhesion molecule A OS=Mus musculus GN=F11r PE=1 SV=2 2 16.2 3.2 5.5 5.0 2.92 0.34 32.3 6.4 10.8 5.0 2.98 0.34
Q921J2_RHEB_MOUSE Rheb GTP-binding protein Rheb OS=Mus musculus GN=Rheb PE=1 SV=1 5 23.6 4.7 8.1 5.0 2.92 0.34 100.8 39.5 66.4 2.6 1.52 0.66
P84099_RL19_MOUSE Rpl19 60S ribosomal protein L19 OS=Mus musculus GN=Rpl19 PE=1 SV=1 21 57.0 11.5 19.6 5.0 2.90 0.34 5900.9 1047.8 1761.8 5.6 3.35 0.30
Q810A5_K895L_MOUSE Kiaa0895l Uncharacterized protein KIAA0895-like OS=Mus musculus GN=Kiaa0895l PE=2 SV=1 1 17.2 3.5 5.9 5.0 2.89 0.35 17.2 3.5 5.8 5.0 2.95 0.34
E9Q070_E9Q070_MOUSE Gm8730 Uncharacterized protein OS=Mus musculus GN=Gm8730 PE=3 SV=1 5 112.4 22.7 38.9 5.0 2.89 0.35 853.9 250.5 421.1 3.4 2.03 0.49
Q9WV92_E41L3_MOUSE Epb41l3 Band 4.1-like protein 3 OS=Mus musculus GN=Epb41l3 PE=1 SV=1 5 18.1 3.7 6.3 4.9 2.86 0.35 87.5 22.6 38.1 3.9 2.30 0.44
P62911_RL32_MOUSE Rpl32 60S ribosomal protein L32 OS=Mus musculus GN=Rpl32 PE=1 SV=2 10 59.0 12.1 20.8 4.9 2.84 0.35 2299.7 444.5 747.5 5.2 3.08 0.33
Q80X95_RRAGA_MOUSE Rraga Ras-related GTP-binding protein A OS=Mus musculus GN=Rraga PE=2 SV=1 1 7.6 1.6 2.7 4.8 2.82 0.35 7.6 1.6 2.7 4.8 2.87 0.35
O55100_SNG1_MOUSE Syngr1 Synaptogyrin-1 OS=Mus musculus GN=Syngr1 PE=1 SV=2 1 14.9 3.1 5.3 4.8 2.81 0.36 14.9 3.1 5.2 4.8 2.86 0.35
Q6ZWV3_RL10_MOUSE Rpl10 60S ribosomal protein L10 OS=Mus musculus GN=Rpl10 PE=1 SV=3 20 57.2 11.9 20.4 4.8 2.80 0.36 1945.8 529.9 891.0 3.7 2.18 0.46
Q9CQ49_NCBP2_MOUSE Ncbp2 Nuclear cap-binding protein subunit 2 OS=Mus musculus GN=Ncbp2 PE=1 SV=1 1 147.2 30.6 52.5 4.8 2.80 0.36 147.2 30.6 51.5 4.8 2.86 0.35
Q60775_ELF1_MOUSE Elf1 ETS-related transcription factor Elf-1 OS=Mus musculus GN=Elf1 PE=2 SV=1 1 7.1 1.5 2.5 4.8 2.80 0.36 7.1 1.5 2.5 4.8 2.86 0.35
P27659_RL3_MOUSE Rpl3 60S ribosomal protein L3 OS=Mus musculus GN=Rpl3 PE=1 SV=3 47 106.8 22.3 38.3 4.8 2.79 0.36 6465.1 1445.8 2431.1 4.5 2.66 0.38
Q3U3E2_F117B_MOUSE Fam117b Protein FAM117B OS=Mus musculus GN=Fam117b PE=1 SV=1 1 6.6 1.4 2.4 4.8 2.79 0.36 6.6 1.4 2.3 4.8 2.85 0.35
Q3TLH4_PRC2C_MOUSE Prrc2c Protein PRRC2C OS=Mus musculus GN=Prrc2c PE=1 SV=3 1 9.2 1.9 3.3 4.8 2.78 0.36 9.2 1.9 3.3 4.8 2.83 0.35
Q9D8E6_RL4_MOUSE Rpl4 60S ribosomal protein L4 OS=Mus musculus GN=Rpl4 PE=1 SV=3 34 85.0 17.9 30.7 4.8 2.77 0.36 4998.8 1082.9 1820.8 4.6 2.75 0.36
Q9D1R9_RL34_MOUSE Rpl34 60S ribosomal protein L34 OS=Mus musculus GN=Rpl34 PE=1 SV=2 7 87.5 18.4 31.6 4.7 2.77 0.36 1761.8 379.0 637.3 4.6 2.76 0.36
P19253_RL13A_MOUSE Rpl13a 60S ribosomal protein L13a OS=Mus musculus GN=Rpl13a PE=1 SV=4 16 58.9 12.4 21.3 4.7 2.76 0.36 1503.0 241.4 405.9 6.2 3.70 0.27
P83882_RL36A_MOUSE Rpl36a 60S ribosomal protein L36a OS=Mus musculus GN=Rpl36a PE=1 SV=2 6 105.3 22.3 38.2 4.7 2.75 0.36 833.0 179.1 301.1 4.7 2.77 0.36
P62754_RS6_MOUSE Rps6 40S ribosomal protein S6 OS=Mus musculus GN=Rps6 PE=1 SV=1 13 98.8 20.9 35.9 4.7 2.75 0.36 2396.9 543.5 913.9 4.4 2.62 0.38
Q6PDG5_SMRC2_MOUSE Smarcc2 SWI/SNF complex subunit SMARCC2 OS=Mus musculus GN=Smarcc2 PE=1 SV=2 31 43.2 9.2 15.8 4.7 2.73 0.37 1640.9 430.2 723.3 3.8 2.27 0.44
Q8VCG9_RFXAP_MOUSE Rfxap Regulatory factor X-associated protein OS=Mus musculus GN=Rfxap PE=2 SV=2 1 6.3 1.4 2.3 4.7 2.71 0.37 6.3 1.4 2.3 4.7 2.77 0.36
Q80UG5_SEPT9_MOUSE 9-Sep Septin-9 OS=Mus musculus GN=Sept9 PE=1 SV=1 4 18.7 4.0 6.9 4.7 2.71 0.37 71.5 14.5 24.4 4.9 2.93 0.34
P24668_MPRD_MOUSE M6pr Cation-dependent mannose-6-phosphate receptor OS=Mus musculus GN=M6pr PE=1 SV=1 5 26.8 5.8 9.9 4.6 2.70 0.37 211.0 240.5 404.4 0.9 0.52 1.92
Q7TQH0_ATX2L_MOUSE Atxn2l Ataxin-2-like protein OS=Mus musculus GN=Atxn2l PE=1 SV=1 5 15.5 3.4 5.8 4.6 2.69 0.37 67.1 24.3 40.9 2.8 1.64 0.61
Q5SRX1_TM1L2_MOUSE Tom1l2 TOM1-like protein 2 OS=Mus musculus GN=Tom1l2 PE=2 SV=1 1 11.8 2.6 4.4 4.6 2.69 0.37 11.8 2.6 4.3 4.6 2.75 0.36
P40240_CD9_MOUSE Cd9 CD9 antigen OS=Mus musculus GN=Cd9 PE=1 SV=2 1 6.3 1.4 2.4 4.6 2.69 0.37 6.3 1.4 2.3 4.6 2.74 0.36
Q9R1C0_TAF7_MOUSE Taf7 Transcription initiation factor TFIID subunit 7 OS=Mus musculus GN=Taf7 PE=1 SV=1 3 22.7 4.9 8.5 4.6 2.68 0.37 57.7 14.3 24.1 4.0 2.40 0.42
Q8R1V4_TMED4_MOUSE Tmed4 Transmembrane emp24 domain-containing protein 4 OS=Mus musculus GN=Tmed4 PE=2 SV=1 1 12.6 2.7 4.7 4.6 2.67 0.37 12.6 2.7 4.6 4.6 2.72 0.37
Q9WUU8_TNIP1_MOUSE Tnip1 TNFAIP3-interacting protein 1 OS=Mus musculus GN=Tnip1 PE=1 SV=1 1 7.2 1.6 2.7 4.6 2.67 0.37 7.2 1.6 2.6 4.6 2.72 0.37
P63038_CH60_MOUSE Hspd1 60 kDa heat shock protein, mitochondrial OS=Mus musculus GN=Hspd1 PE=1 SV=1 63 51.0 11.1 19.1 4.6 2.67 0.37 5413.8 1356.3 2280.5 4.0 2.37 0.42
P83887_TBG1_MOUSE Tubg1 Tubulin gamma-1 chain OS=Mus musculus GN=Tubg1 PE=1 SV=1 7 21.0 4.6 7.9 4.6 2.67 0.37 132.0 64.7 108.7 2.0 1.21 0.82
P12970_RL7A_MOUSE Rpl7a 60S ribosomal protein L7a OS=Mus musculus GN=Rpl7a PE=1 SV=2 28 117.7 25.9 44.3 4.6 2.65 0.38 9961.3 2521.7 4240.1 4.0 2.35 0.43
O88665_BRD7_MOUSE Brd7 Bromodomain-containing protein 7 OS=Mus musculus GN=Brd7 PE=1 SV=1 7 21.0 4.6 8.0 4.5 2.64 0.38 149.0 35.2 59.1 4.2 2.52 0.40
Q9WUR2_ECI2_MOUSE Eci2 Enoyl-CoA delta isomerase 2, mitochondrial OS=Mus musculus GN=Eci2 PE=1 SV=2 2 5.9 1.3 2.2 4.5 2.62 0.38 11.7 2.6 4.4 4.5 2.67 0.37
Q9ES97_RTN3_MOUSE Rtn3 Reticulon-3 OS=Mus musculus GN=Rtn3 PE=1 SV=2 5 91.9 20.5 35.1 4.5 2.62 0.38 552.0 149.6 251.6 3.7 2.19 0.46
P51410_RL9_MOUSE Rpl9 60S ribosomal protein L9 OS=Mus musculus GN=Rpl9 PE=1 SV=2 26 37.0 8.2 14.1 4.5 2.61 0.38 2109.4 680.4 1144.1 3.1 1.84 0.54
Q8BJ90_ZN771_MOUSE Znf771 Zinc finger protein 771 OS=Mus musculus GN=Znf771 PE=2 SV=1 1 19.5 4.4 7.5 4.5 2.61 0.38 19.5 4.4 7.3 4.5 2.67 0.38
Q9CPR4_RL17_MOUSE Rpl17 60S ribosomal protein L17 OS=Mus musculus GN=Rpl17 PE=2 SV=3 13 74.9 16.9 28.9 4.4 2.59 0.39 2022.0 528.9 889.3 3.8 2.27 0.44
P35980_RL18_MOUSE Rpl18 60S ribosomal protein L18 OS=Mus musculus GN=Rpl18 PE=2 SV=3 22 127.9 28.8 49.4 4.4 2.59 0.39 4650.5 894.2 1503.6 5.2 3.09 0.32
Q9DD03_RAB13_MOUSE Rab13 Ras-related protein Rab-13 OS=Mus musculus GN=Rab13 PE=1 SV=1 3 17.2 3.9 6.7 4.4 2.58 0.39 41.6 14.4 24.1 2.9 1.73 0.58
A2AKX3_SETX_MOUSE Setx Probable helicase senataxin OS=Mus musculus GN=Setx PE=1 SV=1 3 11.8 2.7 4.6 4.4 2.57 0.39 33.4 7.6 12.7 4.4 2.62 0.38
Q6QI06_RICTR_MOUSE Rictor Rapamycin-insensitive companion of mTOR OS=Mus musculus GN=Rictor PE=1 SV=2 3 10.5 2.4 4.1 4.4 2.57 0.39 36.4 8.0 13.4 4.6 2.72 0.37
Q80X98_Q80X98_MOUSE Dhx38 DEAH (Asp-Glu-Ala-His) box polypeptide 38 OS=Mus musculus GN=Dhx38 PE=2 SV=1 1 10.9 2.5 4.3 4.4 2.57 0.39 10.9 2.5 4.2 4.4 2.62 0.38
Q9D1G1_RAB1B_MOUSE Rab1b Ras-related protein Rab-1B OS=Mus musculus GN=Rab1b PE=1 SV=1 4 32.5 7.4 12.7 4.4 2.56 0.39 146.6 39.0 65.6 3.8 2.24 0.45
Q8BZR9_CQ085_MOUSE Uncharacterized protein C17orf85 homolog OS=Mus musculus PE=2 SV=1 8 24.7 5.6 9.6 4.4 2.56 0.39 169.4 49.3 82.9 3.4 2.04 0.49
P62717_RL18A_MOUSE Rpl18a 60S ribosomal protein L18a OS=Mus musculus GN=Rpl18a PE=1 SV=1 14 68.4 15.6 26.7 4.4 2.56 0.39 1152.6 268.2 451.0 4.3 2.56 0.39
P25444_RS2_MOUSE Rps2 40S ribosomal protein S2 OS=Mus musculus GN=Rps2 PE=2 SV=3 20 70.5 16.1 27.6 4.4 2.56 0.39 2900.3 1009.7 1697.7 2.9 1.71 0.59
Q8BZ21_KAT6A_MOUSE Kat6a Histone acetyltransferase KAT6A OS=Mus musculus GN=Kat6a PE=1 SV=2 2 8.4 1.9 3.3 4.4 2.56 0.39 16.8 3.8 6.4 4.4 2.61 0.38
Q9D439_CFA53_MOUSE Cfap53 Cilia- and flagella-associated protein 53 OS=Mus musculus GN=Cfap53 PE=2 SV=3 1 8.7 2.0 3.4 4.4 2.56 0.39 8.7 2.0 3.3 4.4 2.61 0.38
P97801_SMN_MOUSE Smn1 Survival motor neuron protein OS=Mus musculus GN=Smn1 PE=1 SV=1 1 11.2 2.6 4.4 4.4 2.55 0.39 11.2 2.6 4.3 4.4 2.60 0.38
E9QAP7_E9QAP7_MOUSE Taf4a Protein Taf4a OS=Mus musculus GN=Taf4a PE=4 SV=1 5 12.3 2.8 4.8 4.4 2.55 0.39 47.6 14.8 24.9 3.2 1.91 0.52
P33609_DPOLA_MOUSE Pola1 DNA polymerase alpha catalytic subunit OS=Mus musculus GN=Pola1 PE=1 SV=2 18 21.7 5.0 8.5 4.4 2.55 0.39 373.2 108.0 181.7 3.5 2.05 0.49
P47740_AL3A2_MOUSE Aldh3a2 Fatty aldehyde dehydrogenase OS=Mus musculus GN=Aldh3a2 PE=2 SV=2 1 6.1 1.4 2.4 4.4 2.55 0.39 6.1 1.4 2.4 4.4 2.60 0.39
F6ZQA3_F6ZQA3_MOUSE Numa1 Protein Numa1 (Fragment) OS=Mus musculus GN=Numa1 PE=1 SV=1 4 58.8 13.5 23.1 4.4 2.54 0.39 318.0 72.3 121.5 4.4 2.62 0.38
Q9D662_SC23B_MOUSE Sec23b Protein transport protein Sec23B OS=Mus musculus GN=Sec23b PE=1 SV=1 1 11.7 2.7 4.6 4.4 2.54 0.39 11.7 2.7 4.5 4.4 2.59 0.39
P61164_ACTZ_MOUSE Actr1a Alpha-centractin OS=Mus musculus GN=Actr1a PE=2 SV=1 6 27.2 6.3 10.7 4.3 2.53 0.39 238.1 84.1 141.4 2.8 1.68 0.59
Q8C9B9_DIDO1_MOUSE Dido1 Death-inducer obliterator 1 OS=Mus musculus GN=Dido1 PE=1 SV=4 17 10.1 2.3 4.0 4.3 2.53 0.40 181.4 79.2 133.1 2.3 1.36 0.73
P47963_RL13_MOUSE Rpl13 60S ribosomal protein L13 OS=Mus musculus GN=Rpl13 PE=2 SV=3 34 97.8 22.6 38.7 4.3 2.53 0.40 8905.1 2005.3 3371.8 4.4 2.64 0.38
E9Q784_E9Q784_MOUSE Zc3h13 Protein Zc3h13 OS=Mus musculus GN=Zc3h13 PE=1 SV=1 2 15.1 3.5 6.0 4.3 2.52 0.40 30.3 7.0 11.8 4.3 2.57 0.39
Q80VB6_Q80VB6_MOUSE Dclk1 Dclk1 protein OS=Mus musculus GN=Dclk1 PE=1 SV=1 12 30.9 7.2 12.3 4.3 2.51 0.40 483.5 119.1 200.3 4.1 2.41 0.41
Q6KAR6_EXOC3_MOUSE Exoc3 Exocyst complex component 3 OS=Mus musculus GN=Exoc3 PE=1 SV=2 5 14.3 3.3 5.7 4.3 2.51 0.40 64.0 22.2 37.3 2.9 1.72 0.58
Q9D0J4_ARL2_MOUSE Arl2 ADP-ribosylation factor-like protein 2 OS=Mus musculus GN=Arl2 PE=1 SV=1 1 5.0 1.2 2.0 4.3 2.50 0.40 5.0 1.2 2.0 4.3 2.55 0.39
P14115_RL27A_MOUSE Rpl27a 60S ribosomal protein L27a OS=Mus musculus GN=Rpl27a PE=2 SV=5 10 63.7 14.9 25.5 4.3 2.49 0.40 2650.3 728.8 1225.4 3.6 2.16 0.46
Q8VDN2_AT1A1_MOUSE Atp1a1 Sodium/potassium-transporting ATPase subunit alpha-1 OS=Mus musculus GN=Atp1a1 PE=1 SV=1 20 16.1 3.8 6.5 4.3 2.49 0.40 473.9 120.9 203.4 3.9 2.33 0.43
Q6NZQ2_Q6NZQ2_MOUSE Ddx31 DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 31 OS=Mus musculus GN=Ddx31 PE=2 SV=2 1 9.1 2.1 3.7 4.3 2.49 0.40 9.1 2.1 3.6 4.3 2.54 0.39
Q8BTZ4_APC5_MOUSE Anapc5 Anaphase-promoting complex subunit 5 OS=Mus musculus GN=Anapc5 PE=2 SV=1 2 9.9 2.3 4.0 4.3 2.49 0.40 19.8 4.6 7.8 4.3 2.54 0.39
Q9JJ00_PLS1_MOUSE Plscr1 Phospholipid scramblase 1 OS=Mus musculus GN=Plscr1 PE=2 SV=1 1 13.0 3.0 5.2 4.3 2.48 0.40 13.0 3.0 5.1 4.3 2.53 0.39
A2RSY1_KANL3_MOUSE Kansl3 KAT8 regulatory NSL complex subunit 3 OS=Mus musculus GN=Kansl3 PE=2 SV=1 2 13.5 3.2 5.4 4.2 2.48 0.40 26.9 6.3 10.7 4.2 2.53 0.40
Q924K8_MTA3_MOUSE Mta3 Metastasis-associated protein MTA3 OS=Mus musculus GN=Mta3 PE=1 SV=1 10 15.4 3.6 6.2 4.2 2.47 0.40 226.5 67.6 113.6 3.4 1.99 0.50
Q91VW5_GOGA4_MOUSE Golga4 Golgin subfamily A member 4 OS=Mus musculus GN=Golga4 PE=1 SV=2 8 10.9 2.6 4.4 4.2 2.46 0.41 86.6 25.1 42.3 3.4 2.05 0.49
Q60902_EP15R_MOUSE Eps15l1 Epidermal growth factor receptor substrate 15-like 1 OS=Mus musculus GN=Eps15l1 PE=1 SV=3 11 16.0 3.8 6.5 4.2 2.46 0.41 178.0 47.1 79.2 3.8 2.25 0.44
Q61127_NAB2_MOUSE Nab2 NGFI-A-binding protein 2 OS=Mus musculus GN=Nab2 PE=1 SV=2 13 31.1 7.4 12.6 4.2 2.46 0.41 419.1 90.2 151.7 4.6 2.76 0.36
Q8K3K8_OPTN_MOUSE Optn Optineurin OS=Mus musculus GN=Optn PE=1 SV=1 2 10.0 2.4 4.1 4.2 2.46 0.41 20.0 4.7 8.0 4.2 2.51 0.40
Q9JK91_MLH1_MOUSE Mlh1 DNA mismatch repair protein Mlh1 OS=Mus musculus GN=Mlh1 PE=2 SV=2 1 11.3 2.7 4.6 4.2 2.45 0.41 11.3 2.7 4.5 4.2 2.50 0.40
F8VQD1_F8VQD1_MOUSE Pbrm1 Protein polybromo-1 OS=Mus musculus GN=Pbrm1 PE=1 SV=1 55 35.7 8.5 14.6 4.2 2.45 0.41 2776.4 687.7 1156.3 4.0 2.40 0.42
Q4V9W2_SR1IP_MOUSE Srek1ip1 Protein SREK1IP1 OS=Mus musculus GN=Srek1ip1 PE=2 SV=1 2 10.6 2.5 4.3 4.2 2.45 0.41 21.2 5.0 8.5 4.2 2.49 0.40
Q8R3H7_HS2ST_MOUSE Hs2st1 Heparan sulfate 2-O-sulfotransferase 1 OS=Mus musculus GN=Hs2st1 PE=1 SV=2 1 13.1 3.1 5.4 4.2 2.44 0.41 13.1 3.1 5.3 4.2 2.49 0.40
Q9Z2Z9_GFPT2_MOUSE Gfpt2 Glutamine--fructose-6-phosphate aminotransferase [isomerizing] 2 OS=Mus musculus GN=Gfpt2 PE=2 SV=32 8.9 2.1 3.7 4.2 2.43 0.41 17.9 4.3 7.2 4.2 2.48 0.40
Q3TIX9_SNUT2_MOUSE Usp39 U4/U6.U5 tri-snRNP-associated protein 2 OS=Mus musculus GN=Usp39 PE=2 SV=2 1 7.3 1.8 3.0 4.2 2.43 0.41 7.3 1.8 3.0 4.2 2.48 0.40
Q9JI10_STK3_MOUSE Stk3 Serine/threonine-protein kinase 3 OS=Mus musculus GN=Stk3 PE=1 SV=1 5 14.0 3.4 5.8 4.1 2.42 0.41 100.2 19.1 32.2 5.2 3.11 0.32
Q91VJ2_PRDBP_MOUSE Prkcdbp Protein kinase C delta-binding protein OS=Mus musculus GN=Prkcdbp PE=1 SV=1 1 9.9 2.4 4.1 4.1 2.42 0.41 9.9 2.4 4.0 4.1 2.47 0.41
F8VPP8_F8VPP8_MOUSE Zc3h7b Protein Zc3h7b OS=Mus musculus GN=Zc3h7b PE=1 SV=1 6 20.6 5.0 8.5 4.1 2.42 0.41 121.6 32.7 55.0 3.7 2.21 0.45
D3YZZ5_D3YZZ5_MOUSE Tmed7 Protein Tmed7 OS=Mus musculus GN=Tmed7 PE=3 SV=1 2 10.0 2.4 4.1 4.1 2.41 0.42 19.9 4.8 8.1 4.1 2.46 0.41
Q9D168_INT12_MOUSE Ints12 Integrator complex subunit 12 OS=Mus musculus GN=Ints12 PE=1 SV=1 2 9.8 2.4 4.1 4.1 2.41 0.42 19.6 4.7 8.0 4.1 2.46 0.41
P20664_PRI1_MOUSE Prim1 DNA primase small subunit OS=Mus musculus GN=Prim1 PE=1 SV=1 1 8.2 2.0 3.4 4.1 2.40 0.42 8.2 2.0 3.3 4.1 2.45 0.41
P47955_RLA1_MOUSE Rplp1 60S acidic ribosomal protein P1 OS=Mus musculus GN=Rplp1 PE=2 SV=1 7 61.8 15.1 25.8 4.1 2.39 0.42 3468.1 883.7 1485.9 3.9 2.33 0.43
P61358_RL27_MOUSE Rpl27 60S ribosomal protein L27 OS=Mus musculus GN=Rpl27 PE=1 SV=2 12 68.0 16.6 28.5 4.1 2.39 0.42 4887.4 1345.5 2262.5 3.6 2.16 0.46
Q8R323_RFC3_MOUSE Rfc3 Replication factor C subunit 3 OS=Mus musculus GN=Rfc3 PE=2 SV=1 14 29.7 7.3 12.5 4.1 2.39 0.42 425.0 162.0 272.4 2.6 1.56 0.64
Q6EDY6_LR16A_MOUSE Lrrc16a Leucine-rich repeat-containing protein 16A OS=Mus musculus GN=Lrrc16a PE=1 SV=2 2 9.5 2.3 4.0 4.1 2.38 0.42 19.0 4.7 7.8 4.1 2.43 0.41
Q8C006_TRI35_MOUSE Trim35 Tripartite motif-containing protein 35 OS=Mus musculus GN=Trim35 PE=2 SV=2 1 8.5 2.1 3.6 4.1 2.38 0.42 8.5 2.1 3.5 4.1 2.43 0.41
Q8BMB3_IF4E2_MOUSE Eif4e2 Eukaryotic translation initiation factor 4E type 2 OS=Mus musculus GN=Eif4e2 PE=1 SV=1 5 21.6 5.3 9.1 4.1 2.38 0.42 117.8 35.8 60.3 3.3 1.96 0.51
Q8K212_PACS1_MOUSE Pacs1 Phosphofurin acidic cluster sorting protein 1 OS=Mus musculus GN=Pacs1 PE=2 SV=2 5 11.0 2.7 4.6 4.1 2.37 0.42 51.9 13.5 22.8 3.8 2.28 0.44
Q3UHU8_Q3UHU8_MOUSE Gtf2i General transcription factor II-I OS=Mus musculus GN=Gtf2i PE=1 SV=1 56 30.8 7.6 13.0 4.1 2.37 0.42 2258.2 557.4 937.3 4.1 2.41 0.42
Q9JIF0_ANM1_MOUSE Prmt1 Protein arginine N-methyltransferase 1 OS=Mus musculus GN=Prmt1 PE=1 SV=1 1 15.4 3.8 6.5 4.1 2.37 0.42 15.4 3.8 6.4 4.1 2.41 0.41
Q91WZ8_DTBP1_MOUSE Dtnbp1 Dysbindin OS=Mus musculus GN=Dtnbp1 PE=1 SV=1 1 19.0 4.7 8.0 4.1 2.37 0.42 19.0 4.7 7.9 4.1 2.41 0.41
E9Q7E2_E9Q7E2_MOUSE Arid2 Protein Arid2 OS=Mus musculus GN=Arid2 PE=4 SV=1 13 12.8 3.1 5.4 4.1 2.37 0.42 176.9 49.6 83.5 3.6 2.12 0.47
O35126_ATN1_MOUSE Atn1 Atrophin-1 OS=Mus musculus GN=Atn1 PE=1 SV=1 1 10.8 2.7 4.6 4.0 2.36 0.42 10.8 2.7 4.5 4.0 2.41 0.42



O35125_LRC23_MOUSE Lrrc23 Leucine-rich repeat-containing protein 23 OS=Mus musculus GN=Lrrc23 PE=2 SV=1 1 10.4 2.6 4.4 4.0 2.36 0.42 10.4 2.6 4.3 4.0 2.40 0.42
E9Q6R4_E9Q6R4_MOUSE Arid1b Protein Arid1b OS=Mus musculus GN=Arid1b PE=4 SV=1 6 8.5 2.1 3.6 4.0 2.35 0.43 50.4 14.5 24.4 3.5 2.06 0.49
P53026_RL10A_MOUSE Rpl10a 60S ribosomal protein L10a OS=Mus musculus GN=Rpl10a PE=1 SV=3 25 146.2 36.4 62.4 4.0 2.34 0.43 5088.5 1304.3 2193.2 3.9 2.32 0.43
Q8BZ03_KPCD2_MOUSE Prkd2 Serine/threonine-protein kinase D2 OS=Mus musculus GN=Prkd2 PE=1 SV=1 1 14.1 3.5 6.0 4.0 2.33 0.43 14.1 3.5 5.9 4.0 2.38 0.42
E9Q614_E9Q614_MOUSE Chd3 Protein Chd3 OS=Mus musculus GN=Chd3 PE=4 SV=1 9 11.8 3.0 5.1 4.0 2.33 0.43 128.8 43.0 72.4 3.0 1.78 0.56
Q9Z2I8_SUCB2_MOUSE Suclg2 Succinyl-CoA ligase [GDP-forming] subunit beta, mitochondrial OS=Mus musculus GN=Suclg2 PE=1 SV=3 1 7.9 2.0 3.4 4.0 2.31 0.43 7.9 2.0 3.3 4.0 2.36 0.42
Q8R2T8_TF3C5_MOUSE Gtf3c5 General transcription factor 3C polypeptide 5 OS=Mus musculus GN=Gtf3c5 PE=2 SV=2 6 16.1 4.1 7.0 4.0 2.31 0.43 94.1 24.3 40.9 3.9 2.30 0.44
Q3UHU5_MTCL1_MOUSE Mtcl1 Microtubule cross-linking factor 1 OS=Mus musculus GN=Mtcl1 PE=1 SV=1 7 12.0 3.0 5.2 4.0 2.31 0.43 75.2 22.1 37.2 3.4 2.02 0.49
Q9EST3_4ET_MOUSE Eif4enif1 Eukaryotic translation initiation factor 4E transporter OS=Mus musculus GN=Eif4enif1 PE=1 SV=2 1 7.8 2.0 3.4 4.0 2.31 0.43 7.8 2.0 3.3 4.0 2.35 0.42
Q8VBT0_TMX1_MOUSE Tmx1 Thioredoxin-related transmembrane protein 1 OS=Mus musculus GN=Tmx1 PE=1 SV=1 3 13.2 3.3 5.7 4.0 2.31 0.43 33.7 11.9 19.9 2.8 1.69 0.59
Q8K4P0_WDR33_MOUSE Wdr33 pre-mRNA 3' end processing protein WDR33 OS=Mus musculus GN=Wdr33 PE=1 SV=1 7 13.8 3.5 6.0 3.9 2.30 0.43 107.7 36.8 61.9 2.9 1.74 0.57
Q99LD4_CSN1_MOUSE Gps1 COP9 signalosome complex subunit 1 OS=Mus musculus GN=Gps1 PE=1 SV=1 6 11.6 2.9 5.0 3.9 2.30 0.43 75.1 18.4 31.0 4.1 2.42 0.41
Q8C9X6_EPC1_MOUSE Epc1 Enhancer of polycomb homolog 1 OS=Mus musculus GN=Epc1 PE=2 SV=1 3 7.2 1.8 3.1 3.9 2.30 0.43 22.6 5.9 9.9 3.8 2.28 0.44
Q8R4T9_UT2_MOUSE Slc14a2 Urea transporter 2 OS=Mus musculus GN=Slc14a2 PE=2 SV=2 1 9.5 2.4 4.2 3.9 2.29 0.44 9.5 2.4 4.1 3.9 2.34 0.43
P62281_RS11_MOUSE Rps11 40S ribosomal protein S11 OS=Mus musculus GN=Rps11 PE=1 SV=3 7 24.5 6.2 10.7 3.9 2.29 0.44 660.4 236.5 397.6 2.8 1.66 0.60
Q99LQ1_MBIP1_MOUSE Mbip MAP3K12-binding inhibitory protein 1 OS=Mus musculus GN=Mbip PE=1 SV=1 2 14.3 3.6 6.3 3.9 2.29 0.44 28.6 7.3 12.3 3.9 2.34 0.43
Q9ESU6_BRD4_MOUSE Brd4 Bromodomain-containing protein 4 OS=Mus musculus GN=Brd4 PE=1 SV=2 16 12.5 3.2 5.5 3.9 2.28 0.44 245.5 78.0 131.1 3.1 1.87 0.53
Q6DID3_SCAF8_MOUSE Scaf8 Protein SCAF8 OS=Mus musculus GN=Scaf8 PE=1 SV=1 12 14.3 3.6 6.2 3.9 2.28 0.44 275.8 85.9 144.5 3.2 1.91 0.52
Q8R4X3_RBM12_MOUSE Rbm12 RNA-binding protein 12 OS=Mus musculus GN=Rbm12 PE=1 SV=3 2 10.6 2.7 4.7 3.9 2.28 0.44 21.3 5.4 9.1 3.9 2.32 0.43
Q8VDG3_PARN_MOUSE Parn Poly(A)-specific ribonuclease PARN OS=Mus musculus GN=Parn PE=1 SV=1 3 10.7 2.7 4.7 3.9 2.27 0.44 28.0 8.2 13.7 3.4 2.04 0.49
P61255_RL26_MOUSE Rpl26 60S ribosomal protein L26 OS=Mus musculus GN=Rpl26 PE=1 SV=1 21 280.5 72.1 123.6 3.9 2.27 0.44 8359.1 2298.7 3865.3 3.6 2.16 0.46
Q6PGL7_FAM21_MOUSE Fam21 WASH complex subunit FAM21 OS=Mus musculus GN=Fam21 PE=1 SV=1 22 11.4 2.9 5.0 3.9 2.27 0.44 283.9 76.8 129.2 3.7 2.20 0.46
A6H5Z3_EXC6B_MOUSE Exoc6b Exocyst complex component 6B OS=Mus musculus GN=Exoc6b PE=2 SV=1 1 11.3 2.9 5.0 3.9 2.27 0.44 11.3 2.9 4.9 3.9 2.31 0.43
P62918_RL8_MOUSE Rpl8 60S ribosomal protein L8 OS=Mus musculus GN=Rpl8 PE=1 SV=2 22 124.4 32.0 54.9 3.9 2.27 0.44 7530.9 1743.6 2931.7 4.3 2.57 0.39
Q61543_GSLG1_MOUSE Glg1 Golgi apparatus protein 1 OS=Mus musculus GN=Glg1 PE=1 SV=1 5 19.2 4.9 8.5 3.9 2.26 0.44 99.8 26.8 45.1 3.7 2.21 0.45
A2RSX9_A2RSX9_MOUSE Arfip1 Arfip1 protein OS=Mus musculus GN=Arfip1 PE=2 SV=1 1 30.4 7.8 13.4 3.9 2.26 0.44 30.4 7.8 13.2 3.9 2.31 0.43
Q920D3_MED28_MOUSE Med28 Mediator of RNA polymerase II transcription subunit 28 OS=Mus musculus GN=Med28 PE=2 SV=2 2 9.5 2.5 4.2 3.9 2.26 0.44 19.0 4.9 8.3 3.9 2.31 0.43
Q8BY89_CTL2_MOUSE Slc44a2 Choline transporter-like protein 2 OS=Mus musculus GN=Slc44a2 PE=1 SV=2 1 8.6 2.2 3.8 3.9 2.26 0.44 8.6 2.2 3.8 3.9 2.30 0.43
O09167_RL21_MOUSE Rpl21 60S ribosomal protein L21 OS=Mus musculus GN=Rpl21 PE=2 SV=3 19 51.3 13.3 22.7 3.9 2.26 0.44 2606.8 697.1 1172.2 3.7 2.22 0.45
Q8VGJ0_Q8VGJ0_MOUSE Olfr791 Olfactory receptor 791 OS=Mus musculus GN=Olfr791 PE=3 SV=1 1 20.8 5.4 9.2 3.9 2.26 0.44 20.8 5.4 9.0 3.9 2.30 0.43
Q68FM7_Q68FM7_MOUSE Arhgef11 Protein Arhgef11 OS=Mus musculus GN=Arhgef11 PE=1 SV=1 5 13.6 3.5 6.0 3.9 2.26 0.44 54.1 17.9 30.1 3.0 1.80 0.56
Q60930_VDAC2_MOUSE Vdac2 Voltage-dependent anion-selective channel protein 2 OS=Mus musculus GN=Vdac2 PE=1 SV=2 6 52.5 13.6 23.3 3.9 2.26 0.44 295.1 84.7 142.4 3.5 2.07 0.48
E9Q616_E9Q616_MOUSE Ahnak Protein Ahnak OS=Mus musculus GN=Ahnak PE=1 SV=1 166 29.9 7.7 13.3 3.9 2.25 0.44 7570.0 1718.3 2889.3 4.4 2.62 0.38
Q91YK2_RRP1B_MOUSE Rrp1b Ribosomal RNA processing protein 1 homolog B OS=Mus musculus GN=Rrp1b PE=1 SV=2 2 11.1 2.9 4.9 3.9 2.25 0.44 22.2 5.8 9.7 3.9 2.29 0.44
Q8VCR7_ABHEB_MOUSE Abhd14b Alpha/beta hydrolase domain-containing protein 14B OS=Mus musculus GN=Abhd14b PE=2 SV=1 2 23.4 6.1 10.4 3.9 2.25 0.44 46.8 12.1 20.4 3.9 2.29 0.44
P39053_DYN1_MOUSE Dnm1 Dynamin-1 OS=Mus musculus GN=Dnm1 PE=1 SV=2 32 23.0 6.0 10.3 3.8 2.24 0.45 1081.4 584.7 983.1 1.8 1.10 0.91
Q9CXW4_RL11_MOUSE Rpl11 60S ribosomal protein L11 OS=Mus musculus GN=Rpl11 PE=1 SV=4 15 72.9 19.0 32.6 3.8 2.24 0.45 4355.7 1357.4 2282.4 3.2 1.91 0.52
Q61687_ATRX_MOUSE Atrx Transcriptional regulator ATRX OS=Mus musculus GN=Atrx PE=1 SV=3 26 16.2 4.2 7.3 3.8 2.23 0.45 462.3 126.3 212.4 3.7 2.18 0.46
Q8BU11_TOX4_MOUSE Tox4 TOX high mobility group box family member 4 OS=Mus musculus GN=Tox4 PE=1 SV=3 9 20.6 5.4 9.2 3.8 2.23 0.45 191.3 56.7 95.3 3.4 2.01 0.50
E9Q4F8_E9Q4F8_MOUSE Ankrd11 Protein Ankrd11 OS=Mus musculus GN=Ankrd11 PE=4 SV=2 3 13.4 3.5 6.0 3.8 2.23 0.45 45.1 11.8 19.9 3.8 2.26 0.44
Q3UEB3_PUF60_MOUSE Puf60 Poly(U)-binding-splicing factor PUF60 OS=Mus musculus GN=Puf60 PE=2 SV=2 25 30.2 7.9 13.5 3.8 2.23 0.45 852.2 223.1 375.1 3.8 2.27 0.44
Q9JIA7_SPHK2_MOUSE Sphk2 Sphingosine kinase 2 OS=Mus musculus GN=Sphk2 PE=1 SV=2 2 6.7 1.8 3.0 3.8 2.23 0.45 13.4 3.5 5.9 3.8 2.27 0.44
Q9QZL0_RIPK3_MOUSE Ripk3 Receptor-interacting serine/threonine-protein kinase 3 OS=Mus musculus GN=Ripk3 PE=1 SV=2 6 13.7 3.6 6.1 3.8 2.23 0.45 75.2 23.7 39.9 3.2 1.89 0.53
E9Q7G0_E9Q7G0_MOUSE Numa1 Protein Numa1 OS=Mus musculus GN=Numa1 PE=1 SV=1 196 53.2 13.9 23.9 3.8 2.23 0.45 16854.2 4383.6 7370.9 3.8 2.29 0.44
Q3UPH1_PRRC1_MOUSE Prrc1 Protein PRRC1 OS=Mus musculus GN=Prrc1 PE=2 SV=1 3 17.7 4.6 7.9 3.8 2.22 0.45 45.8 14.8 25.0 3.1 1.84 0.54
P68372_TBB4B_MOUSE Tubb4b Tubulin beta-4B chain OS=Mus musculus GN=Tubb4b PE=1 SV=1 11 201.8 52.9 90.8 3.8 2.22 0.45 2315.4 914.3 1537.3 2.5 1.51 0.66
Q3UI43_BABA1_MOUSE Babam1 BRISC and BRCA1-A complex member 1 OS=Mus musculus GN=Babam1 PE=2 SV=1 1 31.1 8.2 14.0 3.8 2.22 0.45 31.1 8.2 13.7 3.8 2.27 0.44
Q8R2N2_CIR1A_MOUSE Cirh1a Cirhin OS=Mus musculus GN=Cirh1a PE=2 SV=3 3 12.1 3.2 5.5 3.8 2.22 0.45 41.6 11.5 19.4 3.6 2.15 0.47
Q80WE4_KI20B_MOUSE Kif20b Kinesin-like protein KIF20B OS=Mus musculus GN=Kif20b PE=1 SV=3 10 8.5 2.2 3.8 3.8 2.21 0.45 96.5 30.5 51.3 3.2 1.88 0.53
P83741_WNK1_MOUSE Wnk1 Serine/threonine-protein kinase WNK1 OS=Mus musculus GN=Wnk1 PE=1 SV=2 2 9.2 2.4 4.1 3.8 2.21 0.45 18.3 4.8 8.1 3.8 2.25 0.44
Q9D394_RUFY3_MOUSE Rufy3 Protein RUFY3 OS=Mus musculus GN=Rufy3 PE=1 SV=1 2 11.8 3.1 5.4 3.8 2.21 0.45 23.7 6.3 10.5 3.8 2.25 0.44
Q9DCD5_TJAP1_MOUSE Tjap1 Tight junction-associated protein 1 OS=Mus musculus GN=Tjap1 PE=1 SV=1 7 8.8 2.3 4.0 3.8 2.21 0.45 81.3 22.5 37.8 3.6 2.15 0.46
P61226_RAP2B_MOUSE Rap2b Ras-related protein Rap-2b OS=Mus musculus GN=Rap2b PE=1 SV=1 1 7.7 2.0 3.5 3.8 2.21 0.45 7.7 2.0 3.4 3.8 2.25 0.44
Q921L5_COG2_MOUSE Cog2 Conserved oligomeric Golgi complex subunit 2 OS=Mus musculus GN=Cog2 PE=2 SV=2 4 12.2 3.2 5.5 3.8 2.20 0.46 44.1 17.4 29.3 2.5 1.50 0.67
Q8BG32_PSD11_MOUSE Psmd11 26S proteasome non-ATPase regulatory subunit 11 OS=Mus musculus GN=Psmd11 PE=1 SV=3 8 18.7 5.0 8.5 3.8 2.19 0.46 146.0 46.3 77.9 3.2 1.87 0.53
Q3UHJ0_AAK1_MOUSE Aak1 AP2-associated protein kinase 1 OS=Mus musculus GN=Aak1 PE=1 SV=2 10 12.4 3.3 5.7 3.8 2.19 0.46 146.7 40.0 67.3 3.7 2.18 0.46
P14094_AT1B1_MOUSE Atp1b1 Sodium/potassium-transporting ATPase subunit beta-1 OS=Mus musculus GN=Atp1b1 PE=1 SV=1 1 31.3 8.4 14.3 3.8 2.19 0.46 31.3 8.4 14.0 3.8 2.23 0.45
P09405_NUCL_MOUSE Ncl Nucleolin OS=Mus musculus GN=Ncl PE=1 SV=2 27 57.2 15.3 26.2 3.7 2.18 0.46 1818.1 468.0 787.0 3.9 2.31 0.43
Q9Z1T1_AP3B1_MOUSE Ap3b1 AP-3 complex subunit beta-1 OS=Mus musculus GN=Ap3b1 PE=1 SV=2 18 12.5 3.3 5.7 3.7 2.18 0.46 260.4 60.5 101.8 4.3 2.56 0.39
Q8C5L3_CNOT2_MOUSE Cnot2 CCR4-NOT transcription complex subunit 2 OS=Mus musculus GN=Cnot2 PE=2 SV=2 12 16.9 4.5 7.8 3.7 2.17 0.46 247.2 92.1 154.8 2.7 1.60 0.63
Q6KAQ7_ZZZ3_MOUSE Zzz3 ZZ-type zinc finger-containing protein 3 OS=Mus musculus GN=Zzz3 PE=1 SV=2 5 14.5 3.9 6.7 3.7 2.17 0.46 75.8 19.8 33.3 3.8 2.27 0.44
Q8K1E0_STX5_MOUSE Stx5 Syntaxin-5 OS=Mus musculus GN=Stx5 PE=1 SV=3 3 16.1 4.3 7.4 3.7 2.17 0.46 49.8 15.5 26.0 3.2 1.91 0.52
Q80YS6_AFAP1_MOUSE Afap1 Actin filament-associated protein 1 OS=Mus musculus GN=Afap1 PE=1 SV=1 5 13.8 3.7 6.4 3.7 2.16 0.46 72.0 28.4 47.7 2.5 1.51 0.66
Q61753_SERA_MOUSE Phgdh D-3-phosphoglycerate dehydrogenase OS=Mus musculus GN=Phgdh PE=1 SV=3 23 49.5 13.4 22.9 3.7 2.16 0.46 2217.0 816.5 1373.0 2.7 1.61 0.62
Q69ZN7_MYOF_MOUSE Myof Myoferlin OS=Mus musculus GN=Myof PE=1 SV=2 15 13.5 3.7 6.3 3.7 2.16 0.46 216.2 66.7 112.2 3.2 1.93 0.52
P33610_PRI2_MOUSE Prim2 DNA primase large subunit OS=Mus musculus GN=Prim2 PE=1 SV=1 12 18.8 5.1 8.7 3.7 2.16 0.46 239.1 68.7 115.5 3.5 2.07 0.48
Q9CQW1_YKT6_MOUSE Ykt6 Synaptobrevin homolog YKT6 OS=Mus musculus GN=Ykt6 PE=2 SV=1 3 13.9 3.8 6.5 3.7 2.15 0.46 34.1 12.6 21.2 2.7 1.61 0.62
Q8CIM8_INT4_MOUSE Ints4 Integrator complex subunit 4 OS=Mus musculus GN=Ints4 PE=1 SV=1 16 16.0 4.3 7.4 3.7 2.15 0.46 254.9 76.9 129.3 3.3 1.97 0.51
Q9D8M7_PHF10_MOUSE Phf10 PHD finger protein 10 OS=Mus musculus GN=Phf10 PE=1 SV=4 7 10.8 2.9 5.0 3.7 2.15 0.46 89.0 25.3 42.6 3.5 2.09 0.48
O08582_GTPB1_MOUSE Gtpbp1 GTP-binding protein 1 OS=Mus musculus GN=Gtpbp1 PE=1 SV=2 4 19.1 5.2 8.9 3.7 2.15 0.47 69.1 19.1 32.2 3.6 2.15 0.47
Q62470_ITA3_MOUSE Itga3 Integrin alpha-3 OS=Mus musculus GN=Itga3 PE=1 SV=1 6 14.7 4.0 6.9 3.7 2.15 0.47 84.5 24.8 41.8 3.4 2.02 0.49
Q3UZ39_LRRF1_MOUSE Lrrfip1 Leucine-rich repeat flightless-interacting protein 1 OS=Mus musculus GN=Lrrfip1 PE=1 SV=2 1 5.5 1.5 2.6 3.7 2.15 0.47 5.5 1.5 2.5 3.7 2.19 0.46
P41105_RL28_MOUSE Rpl28 60S ribosomal protein L28 OS=Mus musculus GN=Rpl28 PE=1 SV=2 19 107.2 29.1 49.9 3.7 2.15 0.47 4167.7 848.7 1427.1 4.9 2.92 0.34
Q9CWK3_CD2B2_MOUSE Cd2bp2 CD2 antigen cytoplasmic tail-binding protein 2 OS=Mus musculus GN=Cd2bp2 PE=1 SV=1 2 10.2 2.8 4.7 3.7 2.15 0.47 20.4 5.5 9.3 3.7 2.19 0.46
Q8R4E9_CDT1_MOUSE Cdt1 DNA replication factor Cdt1 OS=Mus musculus GN=Cdt1 PE=1 SV=1 5 13.7 3.7 6.4 3.7 2.15 0.47 298.4 121.1 203.7 2.5 1.46 0.68
Q5SV85_SYNRG_MOUSE Synrg Synergin gamma OS=Mus musculus GN=Synrg PE=1 SV=1 4 10.8 2.9 5.0 3.7 2.14 0.47 40.7 12.9 21.7 3.2 1.87 0.53
Q99NG0_ARIP4_MOUSE Rad54l2 Helicase ARIP4 OS=Mus musculus GN=Rad54l2 PE=1 SV=1 2 8.3 2.3 3.9 3.7 2.14 0.47 16.6 4.5 7.6 3.7 2.18 0.46
Q9WUN2_TBK1_MOUSE Tbk1 Serine/threonine-protein kinase TBK1 OS=Mus musculus GN=Tbk1 PE=1 SV=1 4 12.3 3.4 5.8 3.7 2.13 0.47 50.3 13.0 21.8 3.9 2.30 0.43
Q9QYC0_ADDA_MOUSE Add1 Alpha-adducin OS=Mus musculus GN=Add1 PE=1 SV=2 9 16.5 4.5 7.7 3.7 2.13 0.47 132.0 47.4 79.7 2.8 1.66 0.60
P70399_TP53B_MOUSE Tp53bp1 Tumor suppressor p53-binding protein 1 OS=Mus musculus GN=Tp53bp1 PE=1 SV=2 32 12.7 3.5 6.0 3.7 2.13 0.47 560.8 181.3 304.9 3.1 1.84 0.54
Q8VEK3_HNRPU_MOUSE Hnrnpu Heterogeneous nuclear ribonucleoprotein U OS=Mus musculus GN=Hnrnpu PE=1 SV=1 41 58.4 16.0 27.5 3.6 2.12 0.47 3983.0 1253.4 2107.6 3.2 1.89 0.53
Q922D8_C1TC_MOUSE Mthfd1 C-1-tetrahydrofolate synthase, cytoplasmic OS=Mus musculus GN=Mthfd1 PE=1 SV=4 11 15.4 4.2 7.3 3.6 2.12 0.47 151.1 59.5 100.0 2.5 1.51 0.66
Q9Z1D1_EIF3G_MOUSE Eif3g Eukaryotic translation initiation factor 3 subunit G OS=Mus musculus GN=Eif3g PE=1 SV=2 8 31.9 8.8 15.1 3.6 2.12 0.47 434.7 120.5 202.6 3.6 2.15 0.47
Q6P6L6_Q6P6L6_MOUSE Gemin4 Gem (Nuclear organelle) associated protein 4 OS=Mus musculus GN=Gemin4 PE=2 SV=1 4 6.4 1.8 3.0 3.6 2.12 0.47 26.1 8.6 14.4 3.0 1.81 0.55
Q6PIU9_YJ005_MOUSE Uncharacterized protein FLJ45252 homolog OS=Mus musculus PE=1 SV=2 7 12.5 3.4 5.9 3.6 2.12 0.47 85.5 27.2 45.7 3.1 1.87 0.53
Q5KU39_VPS41_MOUSE Vps41 Vacuolar protein sorting-associated protein 41 homolog OS=Mus musculus GN=Vps41 PE=2 SV=1 3 11.5 3.2 5.4 3.6 2.12 0.47 35.1 10.6 17.7 3.3 1.98 0.51
P54775_PRS6B_MOUSE Psmc4 26S protease regulatory subunit 6B OS=Mus musculus GN=Psmc4 PE=1 SV=2 6 18.1 5.0 8.5 3.6 2.12 0.47 126.5 39.9 67.1 3.2 1.88 0.53
Q3TWW8_SRSF6_MOUSE Srsf6 Serine/arginine-rich splicing factor 6 OS=Mus musculus GN=Srsf6 PE=1 SV=1 17 70.8 19.5 33.5 3.6 2.11 0.47 2636.2 866.6 1457.1 3.0 1.81 0.55
Q60972_RBBP4_MOUSE Rbbp4 Histone-binding protein RBBP4 OS=Mus musculus GN=Rbbp4 PE=1 SV=5 16 66.3 18.3 31.4 3.6 2.11 0.47 1606.1 599.1 1007.3 2.7 1.59 0.63
Q00899_TYY1_MOUSE Yy1 Transcriptional repressor protein YY1 OS=Mus musculus GN=Yy1 PE=1 SV=1 3 9.5 2.6 4.5 3.6 2.11 0.47 32.3 14.3 24.0 2.3 1.35 0.74
Q61122_NAB1_MOUSE Nab1 NGFI-A-binding protein 1 OS=Mus musculus GN=Nab1 PE=1 SV=2 4 17.4 4.8 8.3 3.6 2.11 0.47 123.5 27.5 46.2 4.5 2.67 0.37
Q9Z0H3_SNF5_MOUSE Smarcb1 SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily B member 1 OS=Mus musculus GN=Smarcb1 PE=1 SV=110 21.0 5.8 9.9 3.6 2.11 0.47 382.8 138.8 233.4 2.8 1.64 0.61
A1L341_A1L341_MOUSE Dyrk1a Dual-specificity tyrosine-phosphorylation-regulated kinase 1A OS=Mus musculus GN=Dyrk1a PE=1 SV=1 6 13.0 3.6 6.2 3.6 2.11 0.47 71.6 25.7 43.1 2.8 1.66 0.60
E9Q4K7_E9Q4K7_MOUSE Kif13b Kinesin-like protein OS=Mus musculus GN=Kif13b PE=1 SV=1 8 8.6 2.4 4.1 3.6 2.11 0.47 85.4 20.8 35.0 4.1 2.44 0.41
P47962_RL5_MOUSE Rpl5 60S ribosomal protein L5 OS=Mus musculus GN=Rpl5 PE=1 SV=3 20 57.0 15.8 27.1 3.6 2.10 0.48 2168.3 565.0 950.1 3.8 2.28 0.44
Q9D0F6_RFC5_MOUSE Rfc5 Replication factor C subunit 5 OS=Mus musculus GN=Rfc5 PE=2 SV=1 29 21.4 6.0 10.2 3.6 2.10 0.48 811.9 254.9 428.7 3.2 1.89 0.53
Q7TPH6_MYCB2_MOUSE Mycbp2 E3 ubiquitin-protein ligase MYCBP2 OS=Mus musculus GN=Mycbp2 PE=1 SV=2 1 10.2 2.8 4.9 3.6 2.10 0.48 10.2 2.8 4.8 3.6 2.14 0.47
Q8BRT1_CLAP2_MOUSE Clasp2 CLIP-associating protein 2 OS=Mus musculus GN=Clasp2 PE=1 SV=1 16 10.5 2.9 5.0 3.6 2.10 0.48 228.9 62.6 105.3 3.7 2.17 0.46
Q80YE7_DAPK1_MOUSE Dapk1 Death-associated protein kinase 1 OS=Mus musculus GN=Dapk1 PE=1 SV=3 1 13.1 3.7 6.3 3.6 2.10 0.48 13.1 3.7 6.2 3.6 2.14 0.47
Q8BJU2_TSN9_MOUSE Tspan9 Tetraspanin-9 OS=Mus musculus GN=Tspan9 PE=1 SV=1 1 8.2 2.3 3.9 3.6 2.10 0.48 8.2 2.3 3.9 3.6 2.14 0.47
Q80TM9_NISCH_MOUSE Nisch Nischarin OS=Mus musculus GN=Nisch PE=1 SV=2 5 11.3 3.2 5.4 3.6 2.10 0.48 62.0 23.5 39.5 2.6 1.57 0.64
P62270_RS18_MOUSE Rps18 40S ribosomal protein S18 OS=Mus musculus GN=Rps18 PE=1 SV=3 17 106.4 29.6 50.8 3.6 2.09 0.48 3942.9 1276.9 2147.0 3.1 1.84 0.54
Q8BWM0_PGES2_MOUSE Ptges2 Prostaglandin E synthase 2 OS=Mus musculus GN=Ptges2 PE=1 SV=3 2 8.2 2.3 3.9 3.6 2.09 0.48 16.3 4.5 7.7 3.6 2.14 0.47
Q8BU14_SEC62_MOUSE Sec62 Translocation protein SEC62 OS=Mus musculus GN=Sec62 PE=1 SV=1 1 8.6 2.4 4.1 3.6 2.09 0.48 8.6 2.4 4.0 3.6 2.13 0.47
Q80US4_ARP5_MOUSE Actr5 Actin-related protein 5 OS=Mus musculus GN=Actr5 PE=2 SV=3 1 8.1 2.2 3.9 3.6 2.09 0.48 8.1 2.2 3.8 3.6 2.13 0.47
Q91ZX7_LRP1_MOUSE Lrp1 Prolow-density lipoprotein receptor-related protein 1 OS=Mus musculus GN=Lrp1 PE=1 SV=1 11 13.5 3.8 6.5 3.6 2.09 0.48 145.3 52.6 88.4 2.8 1.64 0.61
Q9ET30_TM9S3_MOUSE Tm9sf3 Transmembrane 9 superfamily member 3 OS=Mus musculus GN=Tm9sf3 PE=1 SV=1 2 32.9 9.2 15.8 3.6 2.09 0.48 65.9 18.4 31.0 3.6 2.13 0.47
Q91YD3_DCP1A_MOUSE Dcp1a mRNA-decapping enzyme 1A OS=Mus musculus GN=Dcp1a PE=1 SV=1 3 8.0 2.2 3.8 3.6 2.08 0.48 28.4 11.3 19.1 2.5 1.49 0.67
Q8K3P5_CNOT6_MOUSE Cnot6 CCR4-NOT transcription complex subunit 6 OS=Mus musculus GN=Cnot6 PE=1 SV=2 1 11.5 3.2 5.5 3.6 2.08 0.48 11.5 3.2 5.4 3.6 2.12 0.47
P46460_NSF_MOUSE Nsf Vesicle-fusing ATPase OS=Mus musculus GN=Nsf PE=1 SV=2 39 30.2 8.5 14.5 3.6 2.08 0.48 1463.4 656.1 1103.2 2.2 1.33 0.75
Q8K0G5_TSSC1_MOUSE Tssc1 Protein TSSC1 OS=Mus musculus GN=Tssc1 PE=2 SV=2 2 11.8 3.3 5.7 3.6 2.08 0.48 23.5 6.6 11.1 3.6 2.12 0.47
Q9CR62_M2OM_MOUSE Slc25a11 Mitochondrial 2-oxoglutarate/malate carrier protein OS=Mus musculus GN=Slc25a11 PE=1 SV=3 1 6.4 1.8 3.1 3.6 2.07 0.48 6.4 1.8 3.0 3.6 2.11 0.47
Q52KR6_Q52KR6_MOUSE Acin1 Acin1 protein OS=Mus musculus GN=Acin1 PE=1 SV=1 1 8.3 2.3 4.0 3.5 2.07 0.48 8.3 2.3 3.9 3.5 2.11 0.47
Q9CXF4_TBC15_MOUSE Tbc1d15 TBC1 domain family member 15 OS=Mus musculus GN=Tbc1d15 PE=1 SV=1 4 11.1 3.1 5.4 3.5 2.07 0.48 40.6 12.7 21.4 3.2 1.90 0.53
Q8K1N4_SPAS2_MOUSE Spats2 Spermatogenesis-associated serine-rich protein 2 OS=Mus musculus GN=Spats2 PE=1 SV=1 7 18.0 5.1 8.7 3.5 2.06 0.48 131.5 36.8 61.9 3.6 2.13 0.47
Q6ZQF0_TOPB1_MOUSE Topbp1 DNA topoisomerase 2-binding protein 1 OS=Mus musculus GN=Topbp1 PE=2 SV=2 6 11.9 3.4 5.8 3.5 2.06 0.48 66.1 21.9 36.9 3.0 1.79 0.56
P60335_PCBP1_MOUSE Pcbp1 Poly(rC)-binding protein 1 OS=Mus musculus GN=Pcbp1 PE=1 SV=1 37 63.9 18.1 31.0 3.5 2.06 0.49 4919.0 1564.8 2631.1 3.1 1.87 0.53
Q9DCH4_EIF3F_MOUSE Eif3f Eukaryotic translation initiation factor 3 subunit F OS=Mus musculus GN=Eif3f PE=1 SV=2 26 26.9 7.6 13.1 3.5 2.05 0.49 1021.2 349.0 586.8 2.9 1.74 0.57
Q8VE22_RT23_MOUSE Mrps23 28S ribosomal protein S23, mitochondrial OS=Mus musculus GN=Mrps23 PE=1 SV=1 1 12.0 3.4 5.8 3.5 2.05 0.49 12.0 3.4 5.7 3.5 2.09 0.48
F8VPZ9_F8VPZ9_MOUSE Gltscr1 Protein Gltscr1 OS=Mus musculus GN=Gltscr1 PE=1 SV=1 1 6.1 1.7 3.0 3.5 2.05 0.49 6.1 1.7 2.9 3.5 2.09 0.48
Q9Z2X8_KEAP1_MOUSE Keap1 Kelch-like ECH-associated protein 1 OS=Mus musculus GN=Keap1 PE=1 SV=1 1 8.8 2.5 4.3 3.5 2.05 0.49 8.8 2.5 4.2 3.5 2.09 0.48
Q3UVL4_VPS51_MOUSE Vps51 Vacuolar protein sorting-associated protein 51 homolog OS=Mus musculus GN=Vps51 PE=2 SV=2 7 9.8 2.8 4.8 3.5 2.05 0.49 65.0 22.0 37.0 3.0 1.76 0.57
Q9D937_CK098_MOUSE Uncharacterized protein C11orf98 homolog OS=Mus musculus PE=2 SV=1 4 16.9 4.8 8.3 3.5 2.05 0.49 105.6 27.4 46.1 3.9 2.29 0.44
Q3UA37_QRIC1_MOUSE Qrich1 Glutamine-rich protein 1 OS=Mus musculus GN=Qrich1 PE=2 SV=1 2 5.2 1.5 2.5 3.5 2.04 0.49 10.4 3.0 5.0 3.5 2.09 0.48
P47911_RL6_MOUSE Rpl6 60S ribosomal protein L6 OS=Mus musculus GN=Rpl6 PE=1 SV=3 27 147.6 42.1 72.2 3.5 2.04 0.49 9529.0 2064.4 3471.2 4.6 2.75 0.36
Q6ZQ08_CNOT1_MOUSE Cnot1 CCR4-NOT transcription complex subunit 1 OS=Mus musculus GN=Cnot1 PE=1 SV=2 48 24.0 6.9 11.8 3.5 2.04 0.49 1443.8 393.7 662.0 3.7 2.18 0.46
Q8CHT3_INT5_MOUSE Ints5 Integrator complex subunit 5 OS=Mus musculus GN=Ints5 PE=2 SV=1 4 17.0 4.9 8.3 3.5 2.04 0.49 91.6 24.8 41.7 3.7 2.20 0.45
Q9DBZ5_EIF3K_MOUSE Eif3k Eukaryotic translation initiation factor 3 subunit K OS=Mus musculus GN=Eif3k PE=1 SV=1 4 51.7 14.8 25.4 3.5 2.04 0.49 190.0 57.9 97.4 3.3 1.95 0.51
E9PVP1_E9PVP1_MOUSE Aim1 Aurora kinase B OS=Mus musculus GN=Aim1 PE=4 SV=1 2 15.2 4.4 7.5 3.5 2.03 0.49 30.5 8.7 14.7 3.5 2.07 0.48
Q8K4M5_COMD1_MOUSE Commd1 COMM domain-containing protein 1 OS=Mus musculus GN=Commd1 PE=2 SV=2 1 9.1 2.6 4.5 3.5 2.03 0.49 9.1 2.6 4.4 3.5 2.07 0.48
Q80X82_SYMPK_MOUSE Sympk Symplekin OS=Mus musculus GN=Sympk PE=1 SV=1 25 19.1 5.5 9.4 3.5 2.03 0.49 515.4 158.5 266.5 3.3 1.93 0.52
Q04863_RELB_MOUSE Relb Transcription factor RelB OS=Mus musculus GN=Relb PE=1 SV=2 2 15.7 4.5 7.7 3.5 2.03 0.49 31.3 9.0 15.2 3.5 2.07 0.48
Q8K389_CK5P2_MOUSE Cdk5rap2 CDK5 regulatory subunit-associated protein 2 OS=Mus musculus GN=Cdk5rap2 PE=1 SV=3 1 4.9 1.4 2.4 3.5 2.03 0.49 4.9 1.4 2.4 3.5 2.07 0.48
Q8R1Q8_DC1L1_MOUSE Dync1li1 Cytoplasmic dynein 1 light intermediate chain 1 OS=Mus musculus GN=Dync1li1 PE=1 SV=1 12 17.6 5.1 8.7 3.5 2.03 0.49 243.7 85.1 143.1 2.9 1.70 0.59
P61211_ARL1_MOUSE Arl1 ADP-ribosylation factor-like protein 1 OS=Mus musculus GN=Arl1 PE=2 SV=1 4 15.9 4.6 7.9 3.5 2.03 0.49 63.1 17.1 28.7 3.7 2.20 0.46
Q9CX48_ZCH10_MOUSE Zcchc10 Zinc finger CCHC domain-containing protein 10 OS=Mus musculus GN=Zcchc10 PE=2 SV=1 1 11.2 3.2 5.5 3.5 2.03 0.49 11.2 3.2 5.4 3.5 2.07 0.48
Q99PP2_ZN318_MOUSE Znf318 Zinc finger protein 318 (Fragment) OS=Mus musculus GN=Znf318 PE=1 SV=2 1 7.6 2.2 3.8 3.5 2.02 0.49 7.6 2.2 3.7 3.5 2.06 0.48
Q8CHI8_EP400_MOUSE Ep400 E1A-binding protein p400 OS=Mus musculus GN=Ep400 PE=1 SV=3 11 7.4 2.1 3.7 3.5 2.02 0.49 87.0 35.6 59.9 2.4 1.45 0.69
Q6PGF7_EXOC8_MOUSE Exoc8 Exocyst complex component 8 OS=Mus musculus GN=Exoc8 PE=1 SV=1 2 12.2 3.5 6.0 3.5 2.02 0.49 24.4 7.0 11.8 3.5 2.06 0.48
Q9CZG3_COMD8_MOUSE Commd8 COMM domain-containing protein 8 OS=Mus musculus GN=Commd8 PE=2 SV=1 1 12.9 3.7 6.4 3.5 2.02 0.50 12.9 3.7 6.3 3.5 2.06 0.49
Q60520_SIN3A_MOUSE Sin3a Paired amphipathic helix protein Sin3a OS=Mus musculus GN=Sin3a PE=1 SV=3 7 11.7 3.4 5.8 3.5 2.02 0.50 81.1 50.4 84.7 1.6 0.96 1.05
Q61191_HCFC1_MOUSE Hcfc1 Host cell factor 1 OS=Mus musculus GN=Hcfc1 PE=1 SV=2 17 16.0 4.6 7.9 3.5 2.01 0.50 317.7 82.0 137.9 3.9 2.30 0.43
P62242_RS8_MOUSE Rps8 40S ribosomal protein S8 OS=Mus musculus GN=Rps8 PE=1 SV=2 24 76.6 22.2 38.1 3.5 2.01 0.50 4210.5 1194.7 2008.8 3.5 2.10 0.48
Q8BX09_RBBP5_MOUSE Rbbp5 Retinoblastoma-binding protein 5 OS=Mus musculus GN=Rbbp5 PE=1 SV=2 9 22.4 6.5 11.1 3.5 2.01 0.50 228.7 69.1 116.2 3.3 1.97 0.51
P97377_CDK2_MOUSE Cdk2 Cyclin-dependent kinase 2 OS=Mus musculus GN=Cdk2 PE=1 SV=2 4 18.9 5.5 9.4 3.5 2.01 0.50 91.6 29.4 49.4 3.1 1.85 0.54
P23116_EIF3A_MOUSE Eif3a Eukaryotic translation initiation factor 3 subunit A OS=Mus musculus GN=Eif3a PE=1 SV=5 49 44.7 13.0 22.2 3.4 2.01 0.50 2313.6 735.9 1237.4 3.1 1.87 0.53
Q91WK2_EIF3H_MOUSE Eif3h Eukaryotic translation initiation factor 3 subunit H OS=Mus musculus GN=Eif3h PE=1 SV=1 17 37.4 10.9 18.6 3.4 2.01 0.50 696.5 278.4 468.2 2.5 1.49 0.67
P61961_UFM1_MOUSE Ufm1 Ubiquitin-fold modifier 1 OS=Mus musculus GN=Ufm1 PE=1 SV=1 2 20.8 6.0 10.3 3.4 2.01 0.50 41.5 12.1 20.3 3.4 2.05 0.49
Q61216_MRE11_MOUSE Mre11a Double-strand break repair protein MRE11A OS=Mus musculus GN=Mre11a PE=1 SV=1 8 22.7 6.6 11.3 3.4 2.01 0.50 185.4 64.4 108.2 2.9 1.71 0.58
P99027_RLA2_MOUSE Rplp2 60S acidic ribosomal protein P2 OS=Mus musculus GN=Rplp2 PE=1 SV=3 14 272.0 79.1 135.6 3.4 2.01 0.50 9430.1 2594.1 4361.9 3.6 2.16 0.46
P47856_GFPT1_MOUSE Gfpt1 Glutamine--fructose-6-phosphate aminotransferase [isomerizing] 1 OS=Mus musculus GN=Gfpt1 PE=1 SV=325 29.9 8.7 14.9 3.4 2.00 0.50 707.5 248.0 417.0 2.9 1.70 0.59
Q9JHH9_COPZ2_MOUSE Copz2 Coatomer subunit zeta-2 OS=Mus musculus GN=Copz2 PE=2 SV=1 2 37.3 10.8 18.6 3.4 2.00 0.50 74.5 21.7 36.4 3.4 2.04 0.49
Q3UX10_TBAL3_MOUSE Tubal3 Tubulin alpha chain-like 3 OS=Mus musculus GN=Tubal3 PE=2 SV=2 1 7.2 2.1 3.6 3.4 2.00 0.50 7.2 2.1 3.6 3.4 2.04 0.49
Q5DTM8_BRE1A_MOUSE Rnf20 E3 ubiquitin-protein ligase BRE1A OS=Mus musculus GN=Rnf20 PE=2 SV=2 17 21.6 6.3 10.8 3.4 1.99 0.50 295.0 110.4 185.7 2.7 1.59 0.63
O35382_EXOC4_MOUSE Exoc4 Exocyst complex component 4 OS=Mus musculus GN=Exoc4 PE=1 SV=2 13 12.0 3.5 6.0 3.4 1.99 0.50 164.3 53.0 89.2 3.1 1.84 0.54
Q6ZWN5_RS9_MOUSE Rps9 40S ribosomal protein S9 OS=Mus musculus GN=Rps9 PE=1 SV=3 38 58.0 17.0 29.1 3.4 1.99 0.50 3674.3 1022.1 1718.6 3.6 2.14 0.47
Q99N15_Q99N15_MOUSE Hsd17b10 17beta-hydroxysteroid dehydrogenase type 10/short chain L-3-hydroxyacyl-CoA dehydrogenase OS=Mus musculus GN=Hsd17b10 PE=1 SV=19 14.8 4.4 7.5 3.4 1.99 0.50 126.4 48.7 81.9 2.6 1.54 0.65



Q8C407_YIPF4_MOUSE Yipf4 Protein YIPF4 OS=Mus musculus GN=Yipf4 PE=2 SV=1 1 42.7 12.5 21.5 3.4 1.99 0.50 42.7 12.5 21.1 3.4 2.03 0.49
O55187_CBX4_MOUSE Cbx4 E3 SUMO-protein ligase CBX4 OS=Mus musculus GN=Cbx4 PE=1 SV=2 1 10.5 3.1 5.3 3.4 1.98 0.50 10.5 3.1 5.2 3.4 2.02 0.49
Q9WV60_GSK3B_MOUSE Gsk3b Glycogen synthase kinase-3 beta OS=Mus musculus GN=Gsk3b PE=1 SV=2 1 8.0 2.3 4.0 3.4 1.98 0.50 8.0 2.3 3.9 3.4 2.02 0.49
Q7TQK1_INT7_MOUSE Ints7 Integrator complex subunit 7 OS=Mus musculus GN=Ints7 PE=2 SV=1 18 11.7 3.4 5.9 3.4 1.98 0.50 252.9 80.8 135.9 3.1 1.86 0.54
P62889_RL30_MOUSE Rpl30 60S ribosomal protein L30 OS=Mus musculus GN=Rpl30 PE=2 SV=2 17 38.7 11.4 19.5 3.4 1.98 0.50 2555.7 772.1 1298.3 3.3 1.97 0.51
P61514_RL37A_MOUSE Rpl37a 60S ribosomal protein L37a OS=Mus musculus GN=Rpl37a PE=2 SV=2 7 158.0 46.5 79.8 3.4 1.98 0.50 1417.6 404.0 679.3 3.5 2.09 0.48
P49769_PSN1_MOUSE Psen1 Presenilin-1 OS=Mus musculus GN=Psen1 PE=1 SV=1 1 6.0 1.8 3.0 3.4 1.98 0.51 6.0 1.8 3.0 3.4 2.02 0.50
Q8BP67_RL24_MOUSE Rpl24 60S ribosomal protein L24 OS=Mus musculus GN=Rpl24 PE=1 SV=2 15 42.9 12.6 21.7 3.4 1.98 0.51 3018.5 743.5 1250.1 4.1 2.41 0.41
Q5SWW4_MED13_MOUSE Med13 Mediator of RNA polymerase II transcription subunit 13 OS=Mus musculus GN=Med13 PE=2 SV=1 13 10.8 3.2 5.5 3.4 1.98 0.51 170.6 46.2 77.7 3.7 2.19 0.46
Q5SWU9_ACACA_MOUSE Acaca Acetyl-CoA carboxylase 1 OS=Mus musculus GN=Acaca PE=1 SV=1 30 15.5 4.6 7.8 3.4 1.98 0.51 649.7 195.3 328.4 3.3 1.98 0.51
Q8K305_NSL1_MOUSE Nsl1 Kinetochore-associated protein NSL1 homolog OS=Mus musculus GN=Nsl1 PE=2 SV=1 1 16.6 4.9 8.4 3.4 1.98 0.51 16.6 4.9 8.2 3.4 2.02 0.50
Q8K2A7_INT10_MOUSE Ints10 Integrator complex subunit 10 OS=Mus musculus GN=Ints10 PE=1 SV=3 8 14.6 4.3 7.4 3.4 1.97 0.51 133.4 40.9 68.8 3.3 1.94 0.52
Q8VBU8_BANP_MOUSE Banp Protein BANP OS=Mus musculus GN=Banp PE=1 SV=1 3 5.0 1.5 2.6 3.4 1.97 0.51 17.8 5.8 9.7 3.1 1.83 0.55
D3Z0M9_D3Z0M9_MOUSE Ddx23 MCG18410, isoform CRA_a OS=Mus musculus GN=Ddx23 PE=3 SV=1 22 15.4 4.6 7.8 3.4 1.97 0.51 506.5 183.1 307.8 2.8 1.65 0.61
Q8BG95_MYPT2_MOUSE Ppp1r12b Protein phosphatase 1 regulatory subunit 12B OS=Mus musculus GN=Ppp1r12b PE=1 SV=2 1 4.7 1.4 2.4 3.4 1.97 0.51 4.7 1.4 2.3 3.4 2.01 0.50
Q9D8X5_CNOT8_MOUSE Cnot8 CCR4-NOT transcription complex subunit 8 OS=Mus musculus GN=Cnot8 PE=2 SV=1 5 12.8 3.8 6.5 3.4 1.97 0.51 60.0 18.0 30.3 3.3 1.98 0.51
Q8VDJ3_VIGLN_MOUSE Hdlbp Vigilin OS=Mus musculus GN=Hdlbp PE=1 SV=1 84 43.4 12.9 22.1 3.4 1.96 0.51 4186.9 1438.3 2418.5 2.9 1.73 0.58
Q9JKC8_AP3M1_MOUSE Ap3m1 AP-3 complex subunit mu-1 OS=Mus musculus GN=Ap3m1 PE=1 SV=1 1 16.1 4.8 8.2 3.4 1.96 0.51 16.1 4.8 8.1 3.4 2.00 0.50
Q61164_CTCF_MOUSE Ctcf Transcriptional repressor CTCF OS=Mus musculus GN=Ctcf PE=1 SV=2 6 21.5 6.4 11.0 3.4 1.96 0.51 122.1 41.9 70.5 2.9 1.73 0.58
Q9D7K2_TEN1L_MOUSE Ten1 CST complex subunit TEN1 OS=Mus musculus GN=Ten1 PE=1 SV=1 1 11.6 3.5 6.0 3.4 1.96 0.51 11.6 3.5 5.8 3.4 1.99 0.50
Q9DBH5_LMAN2_MOUSE Lman2 Vesicular integral-membrane protein VIP36 OS=Mus musculus GN=Lman2 PE=2 SV=2 8 21.8 6.5 11.2 3.3 1.95 0.51 166.2 62.0 104.2 2.7 1.59 0.63
E9QLA5_E9QLA5_MOUSE Inf2 Inverted formin-2 OS=Mus musculus GN=Inf2 PE=4 SV=1 23 14.2 4.3 7.3 3.3 1.95 0.51 389.0 134.5 226.2 2.9 1.72 0.58
Q99ME2_WDR6_MOUSE Wdr6 WD repeat-containing protein 6 OS=Mus musculus GN=Wdr6 PE=2 SV=1 3 7.0 2.1 3.6 3.3 1.95 0.51 17.4 7.3 12.3 2.4 1.42 0.71
O70283_WNT2B_MOUSE Wnt2b Protein Wnt-2b OS=Mus musculus GN=Wnt2b PE=2 SV=3 1 62.8 18.8 32.2 3.3 1.95 0.51 62.8 18.8 31.6 3.3 1.99 0.50
Q6PIP5_NUDC1_MOUSE Nudcd1 NudC domain-containing protein 1 OS=Mus musculus GN=Nudcd1 PE=2 SV=2 1 13.3 4.0 6.8 3.3 1.95 0.51 13.3 4.0 6.7 3.3 1.99 0.50
Q9R0X0_MED20_MOUSE Med20 Mediator of RNA polymerase II transcription subunit 20 OS=Mus musculus GN=Med20 PE=1 SV=1 2 27.4 8.2 14.1 3.3 1.95 0.51 54.8 16.4 27.6 3.3 1.98 0.50
Q3TMP1_Q3TMP1_MOUSE Gtf3c3 General transcription factor IIIC, polypeptide 3 OS=Mus musculus GN=Gtf3c3 PE=1 SV=1 9 8.7 2.6 4.5 3.3 1.95 0.51 96.8 39.6 66.6 2.4 1.45 0.69
Q61161_M4K2_MOUSE Map4k2 Mitogen-activated protein kinase kinase kinase kinase 2 OS=Mus musculus GN=Map4k2 PE=1 SV=1 1 7.0 2.1 3.6 3.3 1.95 0.51 7.0 2.1 3.5 3.3 1.98 0.50
Q80UK8_INT2_MOUSE Ints2 Integrator complex subunit 2 OS=Mus musculus GN=Ints2 PE=2 SV=2 6 13.6 4.1 7.0 3.3 1.94 0.51 78.6 24.7 41.6 3.2 1.89 0.53
Q8CI11_GNL3_MOUSE Gnl3 Guanine nucleotide-binding protein-like 3 OS=Mus musculus GN=Gnl3 PE=1 SV=2 6 15.8 4.7 8.1 3.3 1.94 0.51 102.3 25.3 42.5 4.1 2.41 0.42
O89079_COPE_MOUSE Cope Coatomer subunit epsilon OS=Mus musculus GN=Cope PE=2 SV=3 9 56.6 17.0 29.1 3.3 1.94 0.51 647.6 303.8 510.9 2.1 1.27 0.79
Q9CR29_CCD43_MOUSE Ccdc43 Coiled-coil domain-containing protein 43 OS=Mus musculus GN=Ccdc43 PE=1 SV=1 2 16.7 5.0 8.6 3.3 1.94 0.51 33.4 10.0 16.9 3.3 1.98 0.50
P59242_CING_MOUSE Cgn Cingulin OS=Mus musculus GN=Cgn PE=1 SV=1 5 9.7 2.9 5.0 3.3 1.94 0.52 59.9 25.7 43.3 2.3 1.38 0.72
Q9D708_Q9D708_MOUSE S100a16 Protein S100a16 OS=Mus musculus GN=S100a16 PE=2 SV=1 1 9.5 2.9 4.9 3.3 1.94 0.52 9.5 2.9 4.8 3.3 1.98 0.51
Q9D281_NXP20_MOUSE Fam114a1 Protein Noxp20 OS=Mus musculus GN=Fam114a1 PE=2 SV=1 2 9.5 2.9 4.9 3.3 1.94 0.52 19.0 5.7 9.6 3.3 1.98 0.51
Q61210_ARHG1_MOUSE Arhgef1 Rho guanine nucleotide exchange factor 1 OS=Mus musculus GN=Arhgef1 PE=1 SV=2 13 10.1 3.1 5.2 3.3 1.94 0.52 137.4 45.3 76.2 3.0 1.80 0.55
Q9JHC9_ELF2_MOUSE Elf2 ETS-related transcription factor Elf-2 OS=Mus musculus GN=Elf2 PE=1 SV=1 3 9.3 2.8 4.8 3.3 1.94 0.52 30.7 13.6 22.9 2.2 1.34 0.75
O88845_AKA10_MOUSE Akap10 A-kinase anchor protein 10, mitochondrial OS=Mus musculus GN=Akap10 PE=1 SV=3 3 7.2 2.2 3.7 3.3 1.94 0.52 20.6 7.3 12.3 2.8 1.68 0.60
Q9D6K7_TTC33_MOUSE Ttc33 Tetratricopeptide repeat protein 33 OS=Mus musculus GN=Ttc33 PE=2 SV=1 2 13.7 4.1 7.1 3.3 1.94 0.52 27.4 8.3 13.9 3.3 1.97 0.51
Q52KI8_SRRM1_MOUSE Srrm1 Serine/arginine repetitive matrix protein 1 OS=Mus musculus GN=Srrm1 PE=1 SV=2 24 35.2 10.6 18.2 3.3 1.93 0.52 1242.5 364.1 612.3 3.4 2.03 0.49
O88545_CSN6_MOUSE Cops6 COP9 signalosome complex subunit 6 OS=Mus musculus GN=Cops6 PE=1 SV=1 1 22.1 6.7 11.4 3.3 1.93 0.52 22.1 6.7 11.2 3.3 1.97 0.51
Q9JHF5_Q9JHF5_MOUSE Tcirg1 A3 subunit of vacuolar-adenosine triphosphatase OS=Mus musculus GN=Tcirg1 PE=1 SV=1 1 9.0 2.7 4.7 3.3 1.93 0.52 9.0 2.7 4.6 3.3 1.97 0.51
Q8QZY1_EIF3L_MOUSE Eif3l Eukaryotic translation initiation factor 3 subunit L OS=Mus musculus GN=Eif3l PE=1 SV=1 36 37.5 11.3 19.4 3.3 1.93 0.52 1476.4 463.4 779.2 3.2 1.89 0.53
Q9WTK5_NFKB2_MOUSE Nfkb2 Nuclear factor NF-kappa-B p100 subunit OS=Mus musculus GN=Nfkb2 PE=1 SV=1 23 15.1 4.6 7.8 3.3 1.93 0.52 492.5 162.8 273.7 3.0 1.80 0.56
Q6PCM2_INT6_MOUSE Ints6 Integrator complex subunit 6 OS=Mus musculus GN=Ints6 PE=2 SV=1 19 15.0 4.6 7.8 3.3 1.93 0.52 294.8 104.2 175.2 2.8 1.68 0.59
P11499_HS90B_MOUSE Hsp90ab1 Heat shock protein HSP 90-beta OS=Mus musculus GN=Hsp90ab1 PE=1 SV=3 40 65.4 19.8 34.0 3.3 1.92 0.52 3473.4 1441.8 2424.3 2.4 1.43 0.70
Q99LC8_EI2BA_MOUSE Eif2b1 Translation initiation factor eIF-2B subunit alpha OS=Mus musculus GN=Eif2b1 PE=2 SV=1 8 15.9 4.8 8.3 3.3 1.92 0.52 126.5 54.0 90.8 2.3 1.39 0.72
P58059_RT21_MOUSE Mrps21 28S ribosomal protein S21, mitochondrial OS=Mus musculus GN=Mrps21 PE=2 SV=1 1 9.0 2.7 4.7 3.3 1.92 0.52 9.0 2.7 4.6 3.3 1.96 0.51
P21279_GNAQ_MOUSE Gnaq Guanine nucleotide-binding protein G(q) subunit alpha OS=Mus musculus GN=Gnaq PE=1 SV=4 4 11.0 3.4 5.8 3.3 1.92 0.52 44.1 12.7 21.4 3.5 2.06 0.49
Q6P4T0_ATG2A_MOUSE Atg2a Autophagy-related protein 2 homolog A OS=Mus musculus GN=Atg2a PE=1 SV=2 4 15.5 4.7 8.1 3.3 1.92 0.52 57.6 18.6 31.2 3.1 1.85 0.54
Q925J9_MED1_MOUSE Med1 Mediator of RNA polymerase II transcription subunit 1 OS=Mus musculus GN=Med1 PE=1 SV=2 5 8.9 2.7 4.6 3.3 1.92 0.52 44.4 18.6 31.2 2.4 1.42 0.70
Q8K0V4_CNOT3_MOUSE Cnot3 CCR4-NOT transcription complex subunit 3 OS=Mus musculus GN=Cnot3 PE=1 SV=1 13 11.2 3.4 5.8 3.3 1.92 0.52 304.6 144.3 242.6 2.1 1.26 0.80
O35226_PSMD4_MOUSE Psmd4 26S proteasome non-ATPase regulatory subunit 4 OS=Mus musculus GN=Psmd4 PE=1 SV=1 6 16.0 4.9 8.3 3.3 1.92 0.52 100.1 35.5 59.6 2.8 1.68 0.60
P27546_MAP4_MOUSE Map4 Microtubule-associated protein 4 OS=Mus musculus GN=Map4 PE=1 SV=3 16 15.8 4.8 8.2 3.3 1.92 0.52 277.4 89.8 150.9 3.1 1.84 0.54
Q91YD6_VILL_MOUSE Vill Villin-like protein OS=Mus musculus GN=Vill PE=2 SV=1 1 10.4 3.2 5.4 3.3 1.91 0.52 10.4 3.2 5.3 3.3 1.95 0.51
Q09XV5_CHD8_MOUSE Chd8 Chromodomain-helicase-DNA-binding protein 8 OS=Mus musculus GN=Chd8 PE=1 SV=1 4 7.1 2.2 3.7 3.3 1.91 0.52 30.6 9.2 15.4 3.3 1.98 0.50
Q9EQH4_TAF8_MOUSE Taf8 Transcription initiation factor TFIID subunit 8 OS=Mus musculus GN=Taf8 PE=2 SV=1 2 11.3 3.4 5.9 3.3 1.91 0.52 22.6 6.9 11.6 3.3 1.95 0.51
Q8VE73_CUL7_MOUSE Cul7 Cullin-7 OS=Mus musculus GN=Cul7 PE=1 SV=2 12 16.4 5.0 8.6 3.3 1.91 0.52 195.3 110.8 186.2 1.8 1.05 0.95
Q5NCR9_NSRP1_MOUSE Nsrp1 Nuclear speckle splicing regulatory protein 1 OS=Mus musculus GN=Nsrp1 PE=1 SV=1 1 4.9 1.5 2.6 3.3 1.90 0.53 4.9 1.5 2.5 3.3 1.94 0.52
Q61466_SMRD1_MOUSE Smarcd1 SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily D member 1 OS=Mus musculus GN=Smarcd1 PE=1 SV=326 19.4 5.9 10.2 3.3 1.90 0.53 564.4 154.5 259.8 3.7 2.17 0.46
Q9CQQ4_GEMI2_MOUSE Gemin2 Gem-associated protein 2 OS=Mus musculus GN=Gemin2 PE=2 SV=1 1 17.4 5.3 9.1 3.3 1.90 0.53 17.4 5.3 9.0 3.3 1.94 0.52
Q99J87_DHX58_MOUSE Dhx58 Probable ATP-dependent RNA helicase DHX58 OS=Mus musculus GN=Dhx58 PE=1 SV=2 36 21.8 6.7 11.5 3.3 1.90 0.53 904.0 262.0 440.6 3.4 2.05 0.49
Q6PGC1_DHX29_MOUSE Dhx29 ATP-dependent RNA helicase Dhx29 OS=Mus musculus GN=Dhx29 PE=2 SV=1 4 12.7 3.9 6.7 3.3 1.90 0.53 49.0 17.8 30.0 2.8 1.64 0.61
Q91VU0_FAM3C_MOUSE Fam3c Protein FAM3C OS=Mus musculus GN=Fam3c PE=1 SV=1 3 16.8 5.2 8.9 3.3 1.90 0.53 47.6 17.6 29.7 2.7 1.61 0.62
Q9CZ04_CSN7A_MOUSE Cops7a COP9 signalosome complex subunit 7a OS=Mus musculus GN=Cops7a PE=1 SV=2 3 18.5 5.7 9.7 3.3 1.90 0.53 66.4 18.2 30.5 3.7 2.18 0.46
Q8BTV2_CPSF7_MOUSE Cpsf7 Cleavage and polyadenylation specificity factor subunit 7 OS=Mus musculus GN=Cpsf7 PE=1 SV=2 12 22.9 7.1 12.1 3.2 1.89 0.53 351.6 103.0 173.1 3.4 2.03 0.49
Q76I26_Q76I26_MOUSE Methig1 Protein Methig1 OS=Mus musculus GN=Methig1 PE=2 SV=1 1 3.4 1.1 1.8 3.2 1.89 0.53 3.4 1.1 1.8 3.2 1.93 0.52
Q9ES46_PARVB_MOUSE Parvb Beta-parvin OS=Mus musculus GN=Parvb PE=1 SV=1 2 4.8 1.5 2.5 3.2 1.89 0.53 9.5 2.9 5.0 3.2 1.93 0.52
P26516_PSMD7_MOUSE Psmd7 26S proteasome non-ATPase regulatory subunit 7 OS=Mus musculus GN=Psmd7 PE=1 SV=2 2 20.1 6.2 10.6 3.2 1.89 0.53 40.2 12.4 20.9 3.2 1.93 0.52
Q8CCF0_PRP31_MOUSE Prpf31 U4/U6 small nuclear ribonucleoprotein Prp31 OS=Mus musculus GN=Prpf31 PE=1 SV=3 29 36.5 11.3 19.3 3.2 1.89 0.53 1244.2 385.6 648.4 3.2 1.92 0.52
Q8K019_BCLF1_MOUSE Bclaf1 Bcl-2-associated transcription factor 1 OS=Mus musculus GN=Bclaf1 PE=1 SV=2 38 36.4 11.2 19.3 3.2 1.89 0.53 2213.7 779.7 1311.0 2.8 1.69 0.59
Q8VHX6_FLNC_MOUSE Flnc Filamin-C OS=Mus musculus GN=Flnc PE=1 SV=3 78 71.4 22.1 37.8 3.2 1.89 0.53 7679.4 2517.7 4233.5 3.1 1.81 0.55
Q6NV83_SR140_MOUSE U2surp U2 snRNP-associated SURP motif-containing protein OS=Mus musculus GN=U2surp PE=2 SV=3 41 37.1 11.5 19.7 3.2 1.88 0.53 1830.8 1053.2 1771.0 1.7 1.03 0.97
P31324_KAP3_MOUSE Prkar2b cAMP-dependent protein kinase type II-beta regulatory subunit OS=Mus musculus GN=Prkar2b PE=1 SV=3 6 7.8 2.4 4.1 3.2 1.88 0.53 51.5 18.6 31.3 2.8 1.65 0.61
Q05AH6_CK084_MOUSE Uncharacterized protein C11orf84 homolog OS=Mus musculus PE=2 SV=1 1 10.9 3.4 5.8 3.2 1.88 0.53 10.9 3.4 5.7 3.2 1.92 0.52
P14869_RLA0_MOUSE Rplp0 60S acidic ribosomal protein P0 OS=Mus musculus GN=Rplp0 PE=1 SV=3 39 98.5 30.5 52.3 3.2 1.88 0.53 8183.5 2404.4 4042.9 3.4 2.02 0.49
Q8BQM4_HEAT3_MOUSE Heatr3 HEAT repeat-containing protein 3 OS=Mus musculus GN=Heatr3 PE=2 SV=1 2 8.8 2.7 4.7 3.2 1.88 0.53 17.6 5.5 9.2 3.2 1.92 0.52
O08602_RAE1A_MOUSE Raet1a Retinoic acid early-inducible protein 1-alpha OS=Mus musculus GN=Raet1a PE=1 SV=1 1 15.2 4.7 8.1 3.2 1.88 0.53 15.2 4.7 7.9 3.2 1.92 0.52
P61216_TAF13_MOUSE Taf13 Transcription initiation factor TFIID subunit 13 OS=Mus musculus GN=Taf13 PE=2 SV=1 1 12.2 3.8 6.5 3.2 1.88 0.53 12.2 3.8 6.4 3.2 1.92 0.52
E9PUD2_E9PUD2_MOUSE Dnm1l Dynamin-1-like protein OS=Mus musculus GN=Dnm1l PE=1 SV=1 28 17.1 5.3 9.1 3.2 1.88 0.53 480.1 192.1 323.0 2.5 1.49 0.67
E9Q1M6_E9Q1M6_MOUSE Ankhd1 Protein Ankhd1 OS=Mus musculus GN=Ankhd1 PE=4 SV=1 4 8.0 2.5 4.2 3.2 1.88 0.53 30.4 8.7 14.6 3.5 2.09 0.48
Q8CHP6_PHC3_MOUSE Phc3 Polyhomeotic-like protein 3 OS=Mus musculus GN=Phc3 PE=1 SV=2 1 5.6 1.7 3.0 3.2 1.88 0.53 5.6 1.7 2.9 3.2 1.91 0.52
Q8BFR5_EFTU_MOUSE Tufm Elongation factor Tu, mitochondrial OS=Mus musculus GN=Tufm PE=1 SV=1 11 22.6 7.0 12.1 3.2 1.87 0.53 343.4 151.6 254.8 2.3 1.35 0.74
Q91YH5_ATLA3_MOUSE Atl3 Atlastin-3 OS=Mus musculus GN=Atl3 PE=2 SV=1 16 12.9 4.0 6.9 3.2 1.87 0.53 267.5 76.1 127.9 3.5 2.09 0.48
Q99K30_ES8L2_MOUSE Eps8l2 Epidermal growth factor receptor kinase substrate 8-like protein 2 OS=Mus musculus GN=Eps8l2 PE=1 SV=14 10.6 3.3 5.7 3.2 1.87 0.54 43.5 14.7 24.7 3.0 1.76 0.57
Q80U93_NU214_MOUSE Nup214 Nuclear pore complex protein Nup214 OS=Mus musculus GN=Nup214 PE=1 SV=2 12 13.2 4.1 7.1 3.2 1.87 0.54 165.9 67.1 112.8 2.5 1.47 0.68
P51125_ICAL_MOUSE Cast Calpastatin OS=Mus musculus GN=Cast PE=1 SV=2 1 14.9 4.6 8.0 3.2 1.87 0.54 14.9 4.6 7.8 3.2 1.90 0.53
Q9EPC1_PARVA_MOUSE Parva Alpha-parvin OS=Mus musculus GN=Parva PE=1 SV=1 12 58.2 18.2 31.2 3.2 1.87 0.54 593.2 206.5 347.3 2.9 1.71 0.59
Q63829_COMD3_MOUSE Commd3 COMM domain-containing protein 3 OS=Mus musculus GN=Commd3 PE=2 SV=1 1 28.7 9.0 15.4 3.2 1.87 0.54 28.7 9.0 15.1 3.2 1.90 0.53
P41778_PBX1_MOUSE Pbx1 Pre-B-cell leukemia transcription factor 1 OS=Mus musculus GN=Pbx1 PE=1 SV=2 2 10.0 3.1 5.4 3.2 1.86 0.54 20.0 6.3 10.5 3.2 1.90 0.53
Q9D1D4_TMEDA_MOUSE Tmed10 Transmembrane emp24 domain-containing protein 10 OS=Mus musculus GN=Tmed10 PE=2 SV=1 9 29.8 9.3 16.0 3.2 1.86 0.54 671.2 200.3 336.8 3.4 1.99 0.50
P62855_RS26_MOUSE Rps26 40S ribosomal protein S26 OS=Mus musculus GN=Rps26 PE=2 SV=3 5 85.5 26.8 46.0 3.2 1.86 0.54 901.3 267.9 450.4 3.4 2.00 0.50
Q8CEC0_NUP88_MOUSE Nup88 Nuclear pore complex protein Nup88 OS=Mus musculus GN=Nup88 PE=1 SV=1 6 10.2 3.2 5.5 3.2 1.86 0.54 60.5 23.1 38.8 2.6 1.56 0.64
E1U8D0_SOGA1_MOUSE Soga1 Protein SOGA1 OS=Mus musculus GN=Soga1 PE=1 SV=3 2 11.2 3.5 6.0 3.2 1.86 0.54 22.4 7.0 11.8 3.2 1.90 0.53
Q9Z2D8_MBD3_MOUSE Mbd3 Methyl-CpG-binding domain protein 3 OS=Mus musculus GN=Mbd3 PE=1 SV=1 8 33.9 10.6 18.3 3.2 1.86 0.54 381.9 112.7 189.5 3.4 2.02 0.50
Q9JJD0_THA11_MOUSE Thap11 THAP domain-containing protein 11 OS=Mus musculus GN=Thap11 PE=1 SV=1 2 29.5 9.3 15.9 3.2 1.86 0.54 59.0 18.5 31.1 3.2 1.89 0.53
Q8R3I3_COG6_MOUSE Cog6 Conserved oligomeric Golgi complex subunit 6 OS=Mus musculus GN=Cog6 PE=2 SV=2 5 10.2 3.2 5.5 3.2 1.86 0.54 43.2 29.7 49.9 1.5 0.86 1.16
Q8K3X4_I2BPL_MOUSE Irf2bpl Interferon regulatory factor 2-binding protein-like OS=Mus musculus GN=Irf2bpl PE=1 SV=1 3 14.2 4.5 7.6 3.2 1.86 0.54 36.6 12.0 20.2 3.0 1.81 0.55
Q8BPZ8_F175A_MOUSE Fam175a BRCA1-A complex subunit Abraxas OS=Mus musculus GN=Fam175a PE=2 SV=1 3 11.7 3.7 6.3 3.2 1.85 0.54 35.2 10.9 18.3 3.2 1.92 0.52
O55142_RL35A_MOUSE Rpl35a 60S ribosomal protein L35a OS=Mus musculus GN=Rpl35a PE=1 SV=2 15 76.3 24.0 41.2 3.2 1.85 0.54 2392.7 746.3 1254.9 3.2 1.91 0.52
E0CXU4_E0CXU4_MOUSE G930045G22Rik Protein G930045G22Rik OS=Mus musculus GN=G930045G22Rik PE=4 SV=1 1 8.1 2.6 4.4 3.2 1.85 0.54 8.1 2.6 4.3 3.2 1.89 0.53
Q00422_GABPA_MOUSE Gabpa GA-binding protein alpha chain OS=Mus musculus GN=Gabpa PE=1 SV=2 5 32.3 10.2 17.5 3.2 1.85 0.54 167.3 45.2 76.0 3.7 2.20 0.45
E9QML5_E9QML5_MOUSE Zfml Zinc finger protein 638 OS=Mus musculus GN=Zfml PE=4 SV=1 33 17.2 5.4 9.3 3.2 1.85 0.54 625.0 230.1 386.8 2.7 1.62 0.62
Q8R3P6_VWA9_MOUSE Vwa9 von Willebrand factor A domain-containing protein 9 OS=Mus musculus GN=Vwa9 PE=2 SV=1 5 22.0 6.9 11.9 3.2 1.85 0.54 115.5 39.9 67.1 2.9 1.72 0.58
Q9CPT5_NOP16_MOUSE Nop16 Nucleolar protein 16 OS=Mus musculus GN=Nop16 PE=2 SV=1 3 22.6 7.1 12.2 3.2 1.85 0.54 84.9 26.6 44.7 3.2 1.90 0.53
Q5SSZ5_TENS3_MOUSE Tns3 Tensin-3 OS=Mus musculus GN=Tns3 PE=1 SV=1 4 11.8 3.7 6.4 3.2 1.85 0.54 51.4 14.3 24.1 3.6 2.13 0.47
Q9Z2W1_STK25_MOUSE Stk25 Serine/threonine-protein kinase 25 OS=Mus musculus GN=Stk25 PE=1 SV=2 1 12.0 3.8 6.5 3.2 1.85 0.54 12.0 3.8 6.4 3.2 1.88 0.53
Q9Z2E1_MBD2_MOUSE Mbd2 Methyl-CpG-binding domain protein 2 OS=Mus musculus GN=Mbd2 PE=2 SV=2 5 16.8 5.3 9.1 3.2 1.85 0.54 94.4 52.8 88.8 1.8 1.06 0.94
P70279_SURF6_MOUSE Surf6 Surfeit locus protein 6 OS=Mus musculus GN=Surf6 PE=1 SV=1 6 25.3 8.0 13.7 3.2 1.85 0.54 155.0 48.2 81.1 3.2 1.91 0.52
Q8JZQ9_EIF3B_MOUSE Eif3b Eukaryotic translation initiation factor 3 subunit B OS=Mus musculus GN=Eif3b PE=1 SV=1 31 36.7 11.6 19.9 3.2 1.84 0.54 1579.3 488.9 822.1 3.2 1.92 0.52
Q61321_SIX4_MOUSE Six4 Homeobox protein SIX4 OS=Mus musculus GN=Six4 PE=1 SV=1 1 7.2 2.3 3.9 3.2 1.84 0.54 7.2 2.3 3.8 3.2 1.88 0.53
P97496_SMRC1_MOUSE Smarcc1 SWI/SNF complex subunit SMARCC1 OS=Mus musculus GN=Smarcc1 PE=1 SV=2 48 27.1 8.6 14.7 3.2 1.84 0.54 2479.2 741.1 1246.1 3.3 1.99 0.50
Q8K3W0_BRE_MOUSE Bre BRCA1-A complex subunit BRE OS=Mus musculus GN=Bre PE=1 SV=2 2 19.8 6.3 10.8 3.2 1.84 0.54 39.7 12.6 21.1 3.2 1.88 0.53
A2AT37_A2AT37_MOUSE Upf2 Protein Upf2 OS=Mus musculus GN=Upf2 PE=2 SV=1 3 14.0 4.4 7.6 3.2 1.84 0.54 40.4 11.8 19.9 3.4 2.03 0.49
Q8R149_BUD13_MOUSE Bud13 BUD13 homolog OS=Mus musculus GN=Bud13 PE=1 SV=1 2 11.4 3.6 6.2 3.1 1.83 0.55 22.7 7.2 12.2 3.1 1.87 0.53
Q9EPU4_CPSF1_MOUSE Cpsf1 Cleavage and polyadenylation specificity factor subunit 1 OS=Mus musculus GN=Cpsf1 PE=1 SV=1 48 38.3 12.2 20.9 3.1 1.83 0.55 2230.1 695.4 1169.3 3.2 1.91 0.52
P51807_DYLT1_MOUSE Dynlt1 Dynein light chain Tctex-type 1 OS=Mus musculus GN=Dynlt1 PE=1 SV=1 1 8.4 2.7 4.6 3.1 1.83 0.55 8.4 2.7 4.5 3.1 1.87 0.53
Q8BK64_AHSA1_MOUSE Ahsa1 Activator of 90 kDa heat shock protein ATPase homolog 1 OS=Mus musculus GN=Ahsa1 PE=2 SV=2 4 18.3 5.8 10.0 3.1 1.83 0.55 84.6 34.9 58.6 2.4 1.44 0.69
P50544_ACADV_MOUSE Acadvl Very long-chain specific acyl-CoA dehydrogenase, mitochondrial OS=Mus musculus GN=Acadvl PE=1 SV=3 2 7.6 2.4 4.1 3.1 1.83 0.55 15.2 4.8 8.1 3.1 1.87 0.54
Q91WG4_ELP2_MOUSE Elp2 Elongator complex protein 2 OS=Mus musculus GN=Elp2 PE=1 SV=1 2 17.2 5.5 9.4 3.1 1.83 0.55 34.5 11.0 18.5 3.1 1.87 0.54
P62900_RL31_MOUSE Rpl31 60S ribosomal protein L31 OS=Mus musculus GN=Rpl31 PE=1 SV=1 7 163.2 52.0 89.2 3.1 1.83 0.55 3091.0 964.0 1620.9 3.2 1.91 0.52
Q924Z4_CERS2_MOUSE Cers2 Ceramide synthase 2 OS=Mus musculus GN=Cers2 PE=1 SV=1 2 12.5 4.0 6.9 3.1 1.83 0.55 25.1 8.0 13.4 3.1 1.86 0.54
Q8BN78_KAISO_MOUSE Zbtb33 Transcriptional regulator Kaiso OS=Mus musculus GN=Zbtb33 PE=1 SV=1 1 10.1 3.2 5.5 3.1 1.83 0.55 10.1 3.2 5.4 3.1 1.86 0.54
E9Q5K9_YTDC1_MOUSE Ythdc1 YTH domain-containing protein 1 OS=Mus musculus GN=Ythdc1 PE=2 SV=2 10 21.3 6.8 11.7 3.1 1.83 0.55 211.3 87.1 146.5 2.4 1.44 0.69
Q61187_TS101_MOUSE Tsg101 Tumor susceptibility gene 101 protein OS=Mus musculus GN=Tsg101 PE=1 SV=2 7 32.3 10.3 17.7 3.1 1.83 0.55 254.1 89.7 150.8 2.8 1.69 0.59
Q6R0H7_GNAS1_MOUSE Gnas Guanine nucleotide-binding protein G(s) subunit alpha isoforms XLas OS=Mus musculus GN=Gnas PE=2 SV=12 8.5 2.7 4.7 3.1 1.83 0.55 17.0 5.4 9.1 3.1 1.86 0.54
Q5SU73_COIL_MOUSE Coil Coilin OS=Mus musculus GN=Coil PE=2 SV=1 4 12.0 3.8 6.6 3.1 1.83 0.55 45.3 15.4 25.9 2.9 1.75 0.57
Q9D8T2_GSDMD_MOUSE Gsdmdc1 Gasdermin-D OS=Mus musculus GN=Gsdmdc1 PE=2 SV=1 1 8.7 2.8 4.8 3.1 1.82 0.55 8.7 2.8 4.7 3.1 1.86 0.54
Q920Q4_VPS16_MOUSE Vps16 Vacuolar protein sorting-associated protein 16 homolog OS=Mus musculus GN=Vps16 PE=1 SV=3 9 10.2 3.3 5.6 3.1 1.82 0.55 109.7 38.9 65.3 2.8 1.68 0.60
Q9D902_T2EB_MOUSE Gtf2e2 General transcription factor IIE subunit 2 OS=Mus musculus GN=Gtf2e2 PE=1 SV=2 1 7.1 2.3 3.9 3.1 1.82 0.55 7.1 2.3 3.8 3.1 1.86 0.54
Q60953_PML_MOUSE Pml Protein PML OS=Mus musculus GN=Pml PE=1 SV=3 37 40.6 13.0 22.3 3.1 1.82 0.55 1704.1 554.3 932.0 3.1 1.83 0.55
Q9WVG6_CARM1_MOUSE Carm1 Histone-arginine methyltransferase CARM1 OS=Mus musculus GN=Carm1 PE=1 SV=2 1 9.5 3.0 5.2 3.1 1.82 0.55 9.5 3.0 5.1 3.1 1.86 0.54
Q8BH78_Q8BH78_MOUSE Rtn4 RTN4 OS=Mus musculus GN=Rtn4 PE=1 SV=1 1 114.7 36.8 63.1 3.1 1.82 0.55 114.7 36.8 61.8 3.1 1.85 0.54
Q9CPQ5_CENPQ_MOUSE Cenpq Centromere protein Q OS=Mus musculus GN=Cenpq PE=2 SV=1 1 5.1 1.6 2.8 3.1 1.82 0.55 5.1 1.6 2.8 3.1 1.85 0.54
Q99JR8_SMRD2_MOUSE Smarcd2 SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily D member 2 OS=Mus musculus GN=Smarcd2 PE=2 SV=212 17.5 5.6 9.6 3.1 1.82 0.55 280.2 94.7 159.2 3.0 1.76 0.57
Q9EP69_SAC1_MOUSE Sacm1l Phosphatidylinositide phosphatase SAC1 OS=Mus musculus GN=Sacm1l PE=2 SV=1 2 7.3 2.4 4.0 3.1 1.82 0.55 14.6 4.7 7.9 3.1 1.85 0.54
Q8BGA7_CG026_MOUSE Uncharacterized protein C7orf26 homolog OS=Mus musculus PE=2 SV=1 7 11.8 3.8 6.5 3.1 1.82 0.55 79.7 24.7 41.5 3.2 1.92 0.52
P10404_ENV1_MOUSE MLV-related proviral Env polyprotein OS=Mus musculus PE=1 SV=3 4 12.1 3.9 6.7 3.1 1.81 0.55 59.4 17.7 29.7 3.4 2.00 0.50
P43136_NR2F6_MOUSE Nr2f6 Nuclear receptor subfamily 2 group F member 6 OS=Mus musculus GN=Nr2f6 PE=1 SV=2 5 12.5 4.0 6.9 3.1 1.81 0.55 58.3 24.0 40.4 2.4 1.44 0.69
G5E8E3_G5E8E3_MOUSE 2310022A10Rik Protein 2310022A10Rik OS=Mus musculus GN=2310022A10Rik PE=4 SV=1 3 21.4 6.9 11.8 3.1 1.81 0.55 96.3 326.8 549.5 0.3 0.18 5.71
Q14AI0_DCC1_MOUSE DSCC1 Sister chromatid cohesion protein DCC1 OS=Mus musculus GN=DSCC1 PE=2 SV=1 3 14.9 4.8 8.3 3.1 1.81 0.55 44.2 18.9 31.8 2.3 1.39 0.72
Q9JJY4_DDX20_MOUSE Ddx20 Probable ATP-dependent RNA helicase DDX20 OS=Mus musculus GN=Ddx20 PE=1 SV=2 7 9.8 3.1 5.4 3.1 1.81 0.55 68.5 23.2 38.9 3.0 1.76 0.57
Q6PIJ4_NFRKB_MOUSE Nfrkb Nuclear factor related to kappa-B-binding protein OS=Mus musculus GN=Nfrkb PE=2 SV=1 5 12.6 4.1 7.0 3.1 1.81 0.55 72.3 21.7 36.5 3.3 1.98 0.51
Q9DC16_ERGI1_MOUSE Ergic1 Endoplasmic reticulum-Golgi intermediate compartment protein 1 OS=Mus musculus GN=Ergic1 PE=1 SV=12 37.5 12.1 20.7 3.1 1.81 0.55 75.0 24.2 40.7 3.1 1.84 0.54
Q9D0D4_DIM1_MOUSE Dimt1 Probable dimethyladenosine transferase OS=Mus musculus GN=Dimt1 PE=2 SV=1 7 11.4 3.7 6.3 3.1 1.81 0.55 81.3 42.4 71.3 1.9 1.14 0.88
Q61696_HS71A_MOUSE Hspa1a Heat shock 70 kDa protein 1A OS=Mus musculus GN=Hspa1a PE=1 SV=2 7 61.0 19.7 33.7 3.1 1.81 0.55 834.2 364.5 612.9 2.3 1.36 0.73
Q8BH24_TM9S4_MOUSE Tm9sf4 Transmembrane 9 superfamily member 4 OS=Mus musculus GN=Tm9sf4 PE=2 SV=1 2 12.8 4.1 7.1 3.1 1.81 0.55 25.6 8.3 13.9 3.1 1.84 0.54
Q9WVM1_RGAP1_MOUSE Racgap1 Rac GTPase-activating protein 1 OS=Mus musculus GN=Racgap1 PE=2 SV=1 9 15.5 5.0 8.6 3.1 1.80 0.55 155.4 45.5 76.5 3.4 2.03 0.49
Q9JIG8_PRAF2_MOUSE Praf2 PRA1 family protein 2 OS=Mus musculus GN=Praf2 PE=2 SV=1 2 22.9 7.4 12.7 3.1 1.80 0.56 45.7 14.8 24.9 3.1 1.84 0.54
Q6PR54_RIF1_MOUSE Rif1 Telomere-associated protein RIF1 OS=Mus musculus GN=Rif1 PE=1 SV=2 38 13.2 4.3 7.4 3.1 1.80 0.56 628.1 193.4 325.2 3.2 1.93 0.52
O88685_PRS6A_MOUSE Psmc3 26S protease regulatory subunit 6A OS=Mus musculus GN=Psmc3 PE=1 SV=2 11 16.0 5.2 8.9 3.1 1.80 0.56 195.3 73.0 122.8 2.7 1.59 0.63
Q8R1B4_EIF3C_MOUSE Eif3c Eukaryotic translation initiation factor 3 subunit C OS=Mus musculus GN=Eif3c PE=1 SV=1 21 32.7 10.6 18.2 3.1 1.80 0.56 756.2 215.7 362.7 3.5 2.08 0.48
O35988_SDC4_MOUSE Sdc4 Syndecan-4 OS=Mus musculus GN=Sdc4 PE=1 SV=1 1 20.4 6.6 11.4 3.1 1.80 0.56 20.4 6.6 11.2 3.1 1.83 0.55
P62245_RS15A_MOUSE Rps15a 40S ribosomal protein S15a OS=Mus musculus GN=Rps15a PE=1 SV=2 25 54.8 17.8 30.5 3.1 1.80 0.56 1358.1 529.5 890.4 2.6 1.53 0.66
P97447_FHL1_MOUSE Fhl1 Four and a half LIM domains protein 1 OS=Mus musculus GN=Fhl1 PE=1 SV=3 2 13.9 4.5 7.7 3.1 1.79 0.56 27.7 9.0 15.2 3.1 1.83 0.55
Q8VDW0_DX39A_MOUSE Ddx39a ATP-dependent RNA helicase DDX39A OS=Mus musculus GN=Ddx39a PE=2 SV=1 30 80.3 26.1 44.8 3.1 1.79 0.56 4174.5 1450.2 2438.5 2.9 1.71 0.58
Q91VC3_IF4A3_MOUSE Eif4a3 Eukaryotic initiation factor 4A-III OS=Mus musculus GN=Eif4a3 PE=2 SV=3 49 39.3 12.8 21.9 3.1 1.79 0.56 5499.9 3206.5 5391.7 1.7 1.02 0.98



P35979_RL12_MOUSE Rpl12 60S ribosomal protein L12 OS=Mus musculus GN=Rpl12 PE=1 SV=2 13 82.3 26.8 45.9 3.1 1.79 0.56 6069.0 1779.9 2992.9 3.4 2.03 0.49
P18653_KS6A1_MOUSE Rps6ka1 Ribosomal protein S6 kinase alpha-1 OS=Mus musculus GN=Rps6ka1 PE=1 SV=1 2 8.3 2.7 4.7 3.1 1.79 0.56 16.7 5.4 9.1 3.1 1.83 0.55
Q8BMA6_SRP68_MOUSE Srp68 Signal recognition particle subunit SRP68 OS=Mus musculus GN=Srp68 PE=2 SV=2 33 18.6 6.1 10.4 3.1 1.79 0.56 849.5 256.3 431.0 3.3 1.97 0.51
P58871_TB182_MOUSE Tnks1bp1 182 kDa tankyrase-1-binding protein OS=Mus musculus GN=Tnks1bp1 PE=1 SV=2 70 20.1 6.5 11.2 3.1 1.79 0.56 1804.7 615.5 1035.0 2.9 1.74 0.57
P60762_MO4L1_MOUSE Morf4l1 Mortality factor 4-like protein 1 OS=Mus musculus GN=Morf4l1 PE=1 SV=2 5 8.8 2.9 4.9 3.1 1.79 0.56 40.9 14.9 25.1 2.7 1.63 0.61
Q689Z5_SBNO1_MOUSE Sbno1 Protein strawberry notch homolog 1 OS=Mus musculus GN=Sbno1 PE=1 SV=2 14 9.8 3.2 5.5 3.1 1.79 0.56 139.5 83.2 140.0 1.7 1.00 1.00
O08811_ERCC2_MOUSE Ercc2 TFIIH basal transcription factor complex helicase XPD subunit OS=Mus musculus GN=Ercc2 PE=2 SV=2 1 5.3 1.7 3.0 3.1 1.78 0.56 5.3 1.7 2.9 3.1 1.82 0.55
Q3UHH1_ZSWM8_MOUSE Zswim8 Zinc finger SWIM domain-containing protein 8 OS=Mus musculus GN=Zswim8 PE=1 SV=1 2 10.0 3.3 5.6 3.1 1.78 0.56 20.0 6.6 11.0 3.1 1.82 0.55
P63001_RAC1_MOUSE Rac1 Ras-related C3 botulinum toxin substrate 1 OS=Mus musculus GN=Rac1 PE=1 SV=1 1 12.2 4.0 6.8 3.1 1.78 0.56 12.2 4.0 6.7 3.1 1.82 0.55
P62862_RS30_MOUSE Fau 40S ribosomal protein S30 OS=Mus musculus GN=Fau PE=1 SV=1 1 299.7 98.2 168.4 3.1 1.78 0.56 299.7 98.2 165.1 3.1 1.81 0.55
Q8VE88_F1142_MOUSE Fam114a2 Protein FAM114A2 OS=Mus musculus GN=Fam114a2 PE=2 SV=2 2 9.2 3.0 5.1 3.1 1.78 0.56 18.3 6.0 10.1 3.1 1.81 0.55
Q8BZX4_SREK1_MOUSE Srek1 Splicing regulatory glutamine/lysine-rich protein 1 OS=Mus musculus GN=Srek1 PE=2 SV=1 6 22.2 7.3 12.5 3.0 1.78 0.56 113.0 37.3 62.8 3.0 1.80 0.56
Q6NVF9_CPSF6_MOUSE Cpsf6 Cleavage and polyadenylation specificity factor subunit 6 OS=Mus musculus GN=Cpsf6 PE=2 SV=1 7 21.4 7.0 12.0 3.0 1.78 0.56 178.3 59.5 100.0 3.0 1.78 0.56
Q8C092_TAF5_MOUSE Taf5 Transcription initiation factor TFIID subunit 5 OS=Mus musculus GN=Taf5 PE=2 SV=1 6 9.7 3.2 5.5 3.0 1.78 0.56 73.4 18.6 31.2 4.0 2.35 0.43
Q80WC1_UBN2_MOUSE Ubn2 Ubinuclein-2 OS=Mus musculus GN=Ubn2 PE=1 SV=2 3 9.7 3.2 5.5 3.0 1.78 0.56 33.8 10.3 17.3 3.3 1.96 0.51
O35326_SRSF5_MOUSE Srsf5 Serine/arginine-rich splicing factor 5 OS=Mus musculus GN=Srsf5 PE=1 SV=2 6 159.3 52.4 89.9 3.0 1.77 0.56 1012.9 361.7 608.3 2.8 1.67 0.60
Q9CYC6_DCP2_MOUSE Dcp2 m7GpppN-mRNA hydrolase OS=Mus musculus GN=Dcp2 PE=1 SV=2 1 25.3 8.3 14.3 3.0 1.77 0.56 25.3 8.3 14.0 3.0 1.81 0.55
Q8R1F1_NIBL1_MOUSE Fam129b Niban-like protein 1 OS=Mus musculus GN=Fam129b PE=2 SV=2 8 14.1 4.6 8.0 3.0 1.77 0.57 104.3 44.6 75.0 2.3 1.39 0.72
Q5HZJ0_RNC_MOUSE Drosha Ribonuclease 3 OS=Mus musculus GN=Drosha PE=1 SV=1 2 10.4 3.4 5.9 3.0 1.77 0.57 20.8 6.9 11.5 3.0 1.80 0.55
Q5SUF2_LC7L3_MOUSE Luc7l3 Luc7-like protein 3 OS=Mus musculus GN=Luc7l3 PE=1 SV=1 21 32.7 10.8 18.5 3.0 1.77 0.57 754.4 318.6 535.7 2.4 1.41 0.71
Q9R190_MTA2_MOUSE Mta2 Metastasis-associated protein MTA2 OS=Mus musculus GN=Mta2 PE=1 SV=1 20 27.8 9.2 15.7 3.0 1.77 0.57 618.0 187.6 315.4 3.3 1.96 0.51
Q9JI08_BIN3_MOUSE Bin3 Bridging integrator 3 OS=Mus musculus GN=Bin3 PE=2 SV=1 2 10.5 3.5 5.9 3.0 1.77 0.57 21.0 6.9 11.6 3.0 1.80 0.55
Q569Z5_DDX46_MOUSE Ddx46 Probable ATP-dependent RNA helicase DDX46 OS=Mus musculus GN=Ddx46 PE=1 SV=2 46 34.5 11.4 19.5 3.0 1.77 0.57 2185.7 649.5 1092.2 3.4 2.00 0.50
Q62276_MED22_MOUSE Med22 Mediator of RNA polymerase II transcription subunit 22 OS=Mus musculus GN=Med22 PE=2 SV=2 2 23.5 7.7 13.3 3.0 1.77 0.57 46.9 15.5 26.0 3.0 1.80 0.55
E9Q4X2_E9Q4X2_MOUSE Uggt2 Protein Uggt2 OS=Mus musculus GN=Uggt2 PE=4 SV=1 2 6.1 2.0 3.5 3.0 1.77 0.57 12.2 4.0 6.8 3.0 1.80 0.56
P46638_RB11B_MOUSE Rab11b Ras-related protein Rab-11B OS=Mus musculus GN=Rab11b PE=1 SV=3 2 41.9 13.8 23.7 3.0 1.77 0.57 83.8 27.7 46.5 3.0 1.80 0.56
Q8CCB4_VPS53_MOUSE Vps53 Vacuolar protein sorting-associated protein 53 homolog OS=Mus musculus GN=Vps53 PE=2 SV=1 6 11.5 3.8 6.5 3.0 1.77 0.57 74.7 21.7 36.6 3.4 2.04 0.49
P35762_CD81_MOUSE Cd81 CD81 antigen OS=Mus musculus GN=Cd81 PE=1 SV=2 1 15.9 5.2 9.0 3.0 1.77 0.57 15.9 5.2 8.8 3.0 1.80 0.56
P83940_ELOC_MOUSE Tceb1 Transcription elongation factor B polypeptide 1 OS=Mus musculus GN=Tceb1 PE=1 SV=1 1 14.5 4.8 8.2 3.0 1.76 0.57 14.5 4.8 8.1 3.0 1.80 0.56
Q9CPV5_PMF1_MOUSE Pmf1 Polyamine-modulated factor 1 OS=Mus musculus GN=Pmf1 PE=1 SV=1 3 14.8 4.9 8.4 3.0 1.76 0.57 47.4 18.0 30.2 2.6 1.57 0.64
Q8BQZ5_CPSF4_MOUSE Cpsf4 Cleavage and polyadenylation specificity factor subunit 4 OS=Mus musculus GN=Cpsf4 PE=2 SV=1 6 12.4 4.1 7.1 3.0 1.76 0.57 114.9 70.3 118.2 1.6 0.97 1.03
Q8K3A9_MEPCE_MOUSE Mepce 7SK snRNA methylphosphate capping enzyme OS=Mus musculus GN=Mepce PE=1 SV=2 1 8.2 2.7 4.6 3.0 1.76 0.57 8.2 2.7 4.5 3.0 1.80 0.56
Q8C4Y3_NELFB_MOUSE Nelfb Negative elongation factor B OS=Mus musculus GN=Nelfb PE=1 SV=2 8 17.9 5.9 10.2 3.0 1.76 0.57 176.6 51.6 86.8 3.4 2.03 0.49
F6TFN2_F6TFN2_MOUSE Lmo7 Protein Lmo7 (Fragment) OS=Mus musculus GN=Lmo7 PE=1 SV=1 2 17.0 5.6 9.6 3.0 1.76 0.57 34.0 11.2 18.9 3.0 1.80 0.56
P60229_EIF3E_MOUSE Eif3e Eukaryotic translation initiation factor 3 subunit E OS=Mus musculus GN=Eif3e PE=1 SV=1 37 22.8 7.6 13.0 3.0 1.76 0.57 950.7 561.5 944.2 1.7 1.01 0.99
Q8K301_DDX52_MOUSE Ddx52 Probable ATP-dependent RNA helicase DDX52 OS=Mus musculus GN=Ddx52 PE=2 SV=2 22 19.9 6.6 11.3 3.0 1.76 0.57 518.0 189.1 318.0 2.7 1.63 0.61
Q6ZPF4_FMNL3_MOUSE Fmnl3 Formin-like protein 3 OS=Mus musculus GN=Fmnl3 PE=1 SV=2 9 12.1 4.0 6.9 3.0 1.76 0.57 112.3 35.2 59.1 3.2 1.90 0.53
Q3UIX4_Q3UIX4_MOUSE Srsf11 Protein Srsf11 OS=Mus musculus GN=Srsf11 PE=1 SV=1 6 39.4 13.1 22.4 3.0 1.76 0.57 357.3 300.4 505.1 1.2 0.71 1.41
Q61792_LASP1_MOUSE Lasp1 LIM and SH3 domain protein 1 OS=Mus musculus GN=Lasp1 PE=1 SV=1 8 46.3 15.4 26.3 3.0 1.76 0.57 382.7 128.5 216.1 3.0 1.77 0.56
Q61666_HIRA_MOUSE Hira Protein HIRA OS=Mus musculus GN=Hira PE=1 SV=3 3 10.5 3.5 6.0 3.0 1.76 0.57 34.9 8.2 13.8 4.3 2.54 0.39
P97360_ETV6_MOUSE Etv6 Transcription factor ETV6 OS=Mus musculus GN=Etv6 PE=1 SV=1 5 21.5 7.1 12.3 3.0 1.76 0.57 111.1 37.3 62.8 3.0 1.77 0.57
E9Q1P8_I2BP2_MOUSE Irf2bp2 Interferon regulatory factor 2-binding protein 2 OS=Mus musculus GN=Irf2bp2 PE=1 SV=1 1 12.3 4.1 7.0 3.0 1.76 0.57 12.3 4.1 6.9 3.0 1.79 0.56
Q91ZU6_DYST_MOUSE Dst Dystonin OS=Mus musculus GN=Dst PE=1 SV=2 4 9.0 3.0 5.1 3.0 1.76 0.57 33.1 19.0 31.9 1.7 1.04 0.96
Q921G8_GCP2_MOUSE Tubgcp2 Gamma-tubulin complex component 2 OS=Mus musculus GN=Tubgcp2 PE=2 SV=2 11 13.6 4.5 7.7 3.0 1.76 0.57 158.9 47.2 79.3 3.4 2.00 0.50
Q8C2E7_STRUM_MOUSE Kiaa0196 WASH complex subunit strumpellin OS=Mus musculus GN=Kiaa0196 PE=2 SV=2 13 12.0 4.0 6.9 3.0 1.76 0.57 202.6 67.0 112.6 3.0 1.80 0.56
P62858_RS28_MOUSE Rps28 40S ribosomal protein S28 OS=Mus musculus GN=Rps28 PE=2 SV=1 4 52.3 17.4 29.8 3.0 1.76 0.57 414.7 166.1 279.3 2.5 1.48 0.67
P31230_AIMP1_MOUSE Aimp1 Aminoacyl tRNA synthase complex-interacting multifunctional protein 1 OS=Mus musculus GN=Aimp1 PE=1 SV=21 14.4 4.8 8.2 3.0 1.76 0.57 14.4 4.8 8.1 3.0 1.79 0.56
E9Q6H8_E9Q6H8_MOUSE Plekha5 Protein Plekha5 OS=Mus musculus GN=Plekha5 PE=1 SV=1 4 9.4 3.1 5.3 3.0 1.76 0.57 40.4 16.6 28.0 2.4 1.44 0.69
Q64512_PTN13_MOUSE Ptpn13 Tyrosine-protein phosphatase non-receptor type 13 OS=Mus musculus GN=Ptpn13 PE=1 SV=2 4 7.5 2.5 4.3 3.0 1.75 0.57 29.9 9.9 16.6 3.0 1.80 0.56
Q9ES56_TPPC4_MOUSE Trappc4 Trafficking protein particle complex subunit 4 OS=Mus musculus GN=Trappc4 PE=1 SV=1 1 5.4 1.8 3.1 3.0 1.75 0.57 5.4 1.8 3.0 3.0 1.79 0.56
Q6PDN3_MYLK_MOUSE Mylk Myosin light chain kinase, smooth muscle OS=Mus musculus GN=Mylk PE=1 SV=3 2 10.4 3.5 5.9 3.0 1.75 0.57 20.8 6.9 11.6 3.0 1.79 0.56
Q9CQJ4_RING2_MOUSE Rnf2 E3 ubiquitin-protein ligase RING2 OS=Mus musculus GN=Rnf2 PE=1 SV=1 4 22.6 7.5 12.9 3.0 1.75 0.57 88.0 29.3 49.2 3.0 1.79 0.56
P62849_RS24_MOUSE Rps24 40S ribosomal protein S24 OS=Mus musculus GN=Rps24 PE=2 SV=1 6 73.7 24.5 42.1 3.0 1.75 0.57 652.2 187.2 314.8 3.5 2.07 0.48
Q9R0Y5_KAD1_MOUSE Ak1 Adenylate kinase isoenzyme 1 OS=Mus musculus GN=Ak1 PE=1 SV=1 1 11.1 3.7 6.3 3.0 1.75 0.57 11.1 3.7 6.2 3.0 1.79 0.56
P10126_EF1A1_MOUSE Eef1a1 Elongation factor 1-alpha 1 OS=Mus musculus GN=Eef1a1 PE=1 SV=3 46 78.6 26.2 44.9 3.0 1.75 0.57 8351.1 3324.0 5589.2 2.5 1.49 0.67
O70404_VAMP8_MOUSE Vamp8 Vesicle-associated membrane protein 8 OS=Mus musculus GN=Vamp8 PE=1 SV=1 3 45.7 15.2 26.1 3.0 1.75 0.57 129.9 46.4 78.0 2.8 1.67 0.60
P08752_GNAI2_MOUSE Gnai2 Guanine nucleotide-binding protein G(i) subunit alpha-2 OS=Mus musculus GN=Gnai2 PE=1 SV=5 10 14.1 4.7 8.1 3.0 1.75 0.57 161.2 56.6 95.1 2.9 1.69 0.59
Q61292_LAMB2_MOUSE Lamb2 Laminin subunit beta-2 OS=Mus musculus GN=Lamb2 PE=2 SV=2 4 10.6 3.5 6.1 3.0 1.75 0.57 40.8 14.9 25.0 2.7 1.63 0.61
Q9DAW9_CNN3_MOUSE Cnn3 Calponin-3 OS=Mus musculus GN=Cnn3 PE=1 SV=1 14 16.7 5.6 9.6 3.0 1.75 0.57 430.2 134.9 226.8 3.2 1.90 0.53
P63087_PP1G_MOUSE Ppp1cc Serine/threonine-protein phosphatase PP1-gamma catalytic subunit OS=Mus musculus GN=Ppp1cc PE=1 SV=13 11.6 3.9 6.6 3.0 1.74 0.57 37.7 14.9 25.1 2.5 1.51 0.66
Q8BG30_NELFA_MOUSE Nelfa Negative elongation factor A OS=Mus musculus GN=Nelfa PE=2 SV=1 9 9.8 3.3 5.6 3.0 1.74 0.57 119.7 43.5 73.2 2.8 1.64 0.61
Q99JI4_PSMD6_MOUSE Psmd6 26S proteasome non-ATPase regulatory subunit 6 OS=Mus musculus GN=Psmd6 PE=1 SV=1 3 14.7 4.9 8.4 3.0 1.74 0.57 91.6 17.3 29.0 5.3 3.16 0.32
Q99PP7_TRI33_MOUSE Trim33 E3 ubiquitin-protein ligase TRIM33 OS=Mus musculus GN=Trim33 PE=1 SV=2 4 9.1 3.1 5.2 3.0 1.74 0.57 43.7 16.6 27.9 2.6 1.57 0.64
Q80XI3_IF4G3_MOUSE Eif4g3 Eukaryotic translation initiation factor 4 gamma 3 OS=Mus musculus GN=Eif4g3 PE=1 SV=2 2 18.2 6.1 10.5 3.0 1.74 0.57 36.5 12.2 20.5 3.0 1.78 0.56
P57724_PCBP4_MOUSE Pcbp4 Poly(rC)-binding protein 4 OS=Mus musculus GN=Pcbp4 PE=2 SV=1 2 9.5 3.2 5.5 3.0 1.74 0.57 19.1 6.4 10.7 3.0 1.78 0.56
Q9CQE6_ASF1A_MOUSE Asf1a Histone chaperone ASF1A OS=Mus musculus GN=Asf1a PE=2 SV=1 1 11.2 3.8 6.4 3.0 1.74 0.57 11.2 3.8 6.3 3.0 1.78 0.56
Q6PGF3_MED16_MOUSE Med16 Mediator of RNA polymerase II transcription subunit 16 OS=Mus musculus GN=Med16 PE=2 SV=2 6 10.9 3.7 6.3 3.0 1.74 0.57 64.2 26.0 43.7 2.5 1.47 0.68
O54931_AKAP2_MOUSE Akap2 A-kinase anchor protein 2 OS=Mus musculus GN=Akap2 PE=1 SV=3 10 13.9 4.7 8.0 3.0 1.74 0.58 149.9 64.3 108.1 2.3 1.39 0.72
Q8VDC1_FYCO1_MOUSE Fyco1 FYVE and coiled-coil domain-containing protein 1 OS=Mus musculus GN=Fyco1 PE=1 SV=1 1 7.8 2.6 4.5 3.0 1.74 0.58 7.8 2.6 4.4 3.0 1.77 0.56
P62331_ARF6_MOUSE Arf6 ADP-ribosylation factor 6 OS=Mus musculus GN=Arf6 PE=1 SV=2 5 28.9 9.7 16.7 3.0 1.74 0.58 158.2 77.3 130.0 2.0 1.22 0.82
Q60931_VDAC3_MOUSE Vdac3 Voltage-dependent anion-selective channel protein 3 OS=Mus musculus GN=Vdac3 PE=1 SV=1 8 14.5 4.9 8.4 3.0 1.74 0.58 142.1 50.9 85.6 2.8 1.66 0.60
Q80XJ3_TTC28_MOUSE Ttc28 Tetratricopeptide repeat protein 28 OS=Mus musculus GN=Ttc28 PE=2 SV=3 1 4.2 1.4 2.4 3.0 1.74 0.58 4.2 1.4 2.4 3.0 1.77 0.56
Q6PDK2_KMT2D_MOUSE Kmt2d Histone-lysine N-methyltransferase 2D OS=Mus musculus GN=Kmt2d PE=1 SV=2 4 7.9 2.7 4.6 3.0 1.74 0.58 47.2 12.2 20.5 3.9 2.30 0.44
P14131_RS16_MOUSE Rps16 40S ribosomal protein S16 OS=Mus musculus GN=Rps16 PE=2 SV=4 20 61.4 20.6 35.4 3.0 1.74 0.58 3513.1 1344.9 2261.4 2.6 1.55 0.64
P28704_RXRB_MOUSE Rxrb Retinoic acid receptor RXR-beta OS=Mus musculus GN=Rxrb PE=2 SV=2 5 10.1 3.4 5.8 3.0 1.74 0.58 49.9 15.7 26.4 3.2 1.89 0.53
P11983_TCPA_MOUSE Tcp1 T-complex protein 1 subunit alpha OS=Mus musculus GN=Tcp1 PE=1 SV=3 47 54.0 18.2 31.1 3.0 1.73 0.58 2825.1 1119.4 1882.3 2.5 1.50 0.67
Q9QYF1_RDH11_MOUSE Rdh11 Retinol dehydrogenase 11 OS=Mus musculus GN=Rdh11 PE=2 SV=2 2 5.5 1.9 3.2 3.0 1.73 0.58 11.0 3.7 6.2 3.0 1.77 0.57
Q99PL6_UBXN6_MOUSE Ubxn6 UBX domain-containing protein 6 OS=Mus musculus GN=Ubxn6 PE=1 SV=1 2 11.0 3.7 6.3 3.0 1.73 0.58 21.9 7.4 12.4 3.0 1.77 0.57
Q8BWW9_PKN2_MOUSE Pkn2 Serine/threonine-protein kinase N2 OS=Mus musculus GN=Pkn2 PE=1 SV=3 3 12.5 4.2 7.2 3.0 1.73 0.58 38.1 10.9 18.4 3.5 2.07 0.48
P39054_DYN2_MOUSE Dnm2 Dynamin-2 OS=Mus musculus GN=Dnm2 PE=1 SV=2 47 21.1 7.1 12.2 3.0 1.73 0.58 1364.9 435.6 732.5 3.1 1.86 0.54
Q9CQI9_MED30_MOUSE Med30 Mediator of RNA polymerase II transcription subunit 30 OS=Mus musculus GN=Med30 PE=1 SV=1 3 32.5 11.0 18.8 3.0 1.73 0.58 111.6 35.9 60.4 3.1 1.85 0.54
Q8BIF9_ZN787_MOUSE Znf787 Zinc finger protein 787 OS=Mus musculus GN=Znf787 PE=2 SV=3 1 29.7 10.0 17.2 3.0 1.73 0.58 29.7 10.0 16.9 3.0 1.76 0.57
P70268_PKN1_MOUSE Pkn1 Serine/threonine-protein kinase N1 OS=Mus musculus GN=Pkn1 PE=1 SV=3 1 10.5 3.6 6.1 3.0 1.72 0.58 10.5 3.6 6.0 3.0 1.76 0.57
A2AGT5_CKAP5_MOUSE Ckap5 Cytoskeleton-associated protein 5 OS=Mus musculus GN=Ckap5 PE=2 SV=1 34 19.6 6.6 11.4 3.0 1.72 0.58 708.7 262.0 440.6 2.7 1.61 0.62
Q9DBY5_CBX6_MOUSE Cbx6 Chromobox protein homolog 6 OS=Mus musculus GN=Cbx6 PE=2 SV=2 3 16.6 5.6 9.7 3.0 1.72 0.58 62.4 19.6 33.0 3.2 1.89 0.53
Q80X50_UBP2L_MOUSE Ubap2l Ubiquitin-associated protein 2-like OS=Mus musculus GN=Ubap2l PE=1 SV=1 38 25.2 8.5 14.6 3.0 1.72 0.58 1611.2 497.2 836.0 3.2 1.93 0.52
P14685_PSMD3_MOUSE Psmd3 26S proteasome non-ATPase regulatory subunit 3 OS=Mus musculus GN=Psmd3 PE=1 SV=3 13 11.5 3.9 6.7 3.0 1.72 0.58 181.1 243.7 409.8 0.7 0.44 2.26
D3YWX2_D3YWX2_MOUSE Ylpm1 YLP motif-containing protein 1 OS=Mus musculus GN=Ylpm1 PE=4 SV=2 23 19.8 6.7 11.5 2.9 1.72 0.58 562.0 168.5 283.3 3.3 1.98 0.50
Q6PAJ1_BCR_MOUSE Bcr Breakpoint cluster region protein OS=Mus musculus GN=Bcr PE=1 SV=3 2 7.2 2.4 4.2 2.9 1.72 0.58 14.4 4.9 8.2 2.9 1.75 0.57
A2BH40_ARI1A_MOUSE Arid1a AT-rich interactive domain-containing protein 1A OS=Mus musculus GN=Arid1a PE=1 SV=1 18 12.5 4.2 7.3 2.9 1.72 0.58 285.1 92.7 155.9 3.1 1.83 0.55
P00405_COX2_MOUSE Mtco2 Cytochrome c oxidase subunit 2 OS=Mus musculus GN=Mtco2 PE=1 SV=1 1 6.6 2.2 3.9 2.9 1.72 0.58 6.6 2.2 3.8 2.9 1.75 0.57
Q3UPL0_SC31A_MOUSE Sec31a Protein transport protein Sec31A OS=Mus musculus GN=Sec31a PE=1 SV=2 21 16.9 5.8 9.9 2.9 1.71 0.58 392.3 132.1 222.1 3.0 1.77 0.57
Q8CH18_CCAR1_MOUSE Ccar1 Cell division cycle and apoptosis regulator protein 1 OS=Mus musculus GN=Ccar1 PE=1 SV=1 19 16.4 5.6 9.6 2.9 1.71 0.58 341.1 121.6 204.6 2.8 1.67 0.60
Q91WA6_SHRPN_MOUSE Sharpin Sharpin OS=Mus musculus GN=Sharpin PE=1 SV=1 1 4.4 1.5 2.6 2.9 1.71 0.58 4.4 1.5 2.5 2.9 1.74 0.57
Q8R2K4_TAF6L_MOUSE Taf6l TAF6-like RNA polymerase II p300/CBP-associated factor-associated factor 65 kDa subunit 6L OS=Mus musculus GN=Taf6l PE=2 SV=13 6.9 2.4 4.1 2.9 1.71 0.58 20.1 7.0 11.7 2.9 1.71 0.58
P62874_GBB1_MOUSE Gnb1 Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-1 OS=Mus musculus GN=Gnb1 PE=1 SV=3 5 61.6 21.0 36.0 2.9 1.71 0.58 366.8 195.1 328.1 1.9 1.12 0.89
O88630_GOSR1_MOUSE Gosr1 Golgi SNAP receptor complex member 1 OS=Mus musculus GN=Gosr1 PE=1 SV=2 1 12.4 4.2 7.2 2.9 1.71 0.59 12.4 4.2 7.1 2.9 1.74 0.57
Q99P72_RTN4_MOUSE Rtn4 Reticulon-4 OS=Mus musculus GN=Rtn4 PE=1 SV=2 23 16.4 5.6 9.6 2.9 1.71 0.59 1478.5 532.7 895.7 2.8 1.65 0.61
P62264_RS14_MOUSE Rps14 40S ribosomal protein S14 OS=Mus musculus GN=Rps14 PE=2 SV=3 14 41.1 14.0 24.1 2.9 1.71 0.59 1880.3 711.6 1196.6 2.6 1.57 0.64
Q9WVK4_EHD1_MOUSE Ehd1 EH domain-containing protein 1 OS=Mus musculus GN=Ehd1 PE=1 SV=1 26 11.8 4.0 6.9 2.9 1.71 0.59 349.5 128.6 216.2 2.7 1.62 0.62
P70388_RAD50_MOUSE Rad50 DNA repair protein RAD50 OS=Mus musculus GN=Rad50 PE=1 SV=1 28 17.7 6.0 10.3 2.9 1.71 0.59 585.2 290.5 488.4 2.0 1.20 0.83
Q5SFM8_RBM27_MOUSE Rbm27 RNA-binding protein 27 OS=Mus musculus GN=Rbm27 PE=2 SV=3 4 11.3 3.9 6.6 2.9 1.70 0.59 47.9 17.0 28.5 2.8 1.68 0.60
P59017_B2L13_MOUSE Bcl2l13 Bcl-2-like protein 13 OS=Mus musculus GN=Bcl2l13 PE=1 SV=2 7 10.3 3.5 6.1 2.9 1.70 0.59 74.1 23.4 39.3 3.2 1.89 0.53
Q8K268_ABCF3_MOUSE Abcf3 ATP-binding cassette sub-family F member 3 OS=Mus musculus GN=Abcf3 PE=1 SV=1 8 7.3 2.5 4.3 2.9 1.70 0.59 65.6 26.8 45.1 2.4 1.45 0.69
Q99KH8_STK24_MOUSE Stk24 Serine/threonine-protein kinase 24 OS=Mus musculus GN=Stk24 PE=1 SV=1 4 14.4 5.0 8.5 2.9 1.70 0.59 79.4 20.5 34.4 3.9 2.31 0.43
Q922J3_CLIP1_MOUSE Clip1 CAP-Gly domain-containing linker protein 1 OS=Mus musculus GN=Clip1 PE=1 SV=1 9 9.5 3.3 5.6 2.9 1.70 0.59 84.3 35.4 59.5 2.4 1.42 0.71
P17427_AP2A2_MOUSE Ap2a2 AP-2 complex subunit alpha-2 OS=Mus musculus GN=Ap2a2 PE=1 SV=2 2 17.5 6.0 10.3 2.9 1.69 0.59 35.0 12.1 20.3 2.9 1.73 0.58
Q80Y44_DDX10_MOUSE Ddx10 Probable ATP-dependent RNA helicase DDX10 OS=Mus musculus GN=Ddx10 PE=1 SV=2 2 8.8 3.0 5.2 2.9 1.69 0.59 17.5 6.0 10.2 2.9 1.73 0.58
P61202_CSN2_MOUSE Cops2 COP9 signalosome complex subunit 2 OS=Mus musculus GN=Cops2 PE=1 SV=1 4 15.3 5.3 9.0 2.9 1.69 0.59 64.7 27.9 46.9 2.3 1.38 0.72
P55258_RAB8A_MOUSE Rab8a Ras-related protein Rab-8A OS=Mus musculus GN=Rab8a PE=1 SV=2 1 13.5 4.7 8.0 2.9 1.69 0.59 13.5 4.7 7.8 2.9 1.73 0.58
B2RSU7_B2RSU7_MOUSE Gcc2 GRIP and coiled-coil domain containing 2 OS=Mus musculus GN=Gcc2 PE=2 SV=1 41 21.8 7.5 12.9 2.9 1.69 0.59 1044.2 330.3 555.4 3.2 1.88 0.53
Q9CQF3_CPSF5_MOUSE Nudt21 Cleavage and polyadenylation specificity factor subunit 5 OS=Mus musculus GN=Nudt21 PE=1 SV=1 14 38.0 13.1 22.5 2.9 1.69 0.59 639.5 220.5 370.7 2.9 1.72 0.58
Q9Z1Z0_USO1_MOUSE Uso1 General vesicular transport factor p115 OS=Mus musculus GN=Uso1 PE=1 SV=2 27 31.2 10.8 18.5 2.9 1.69 0.59 954.9 383.9 645.6 2.5 1.48 0.68
Q8C3F2_F120C_MOUSE Fam120c Constitutive coactivator of PPAR-gamma-like protein 2 OS=Mus musculus GN=Fam120c PE=2 SV=3 1 16.2 5.6 9.6 2.9 1.69 0.59 16.2 5.6 9.4 2.9 1.72 0.58
Q8BMQ2_TF3C4_MOUSE Gtf3c4 General transcription factor 3C polypeptide 4 OS=Mus musculus GN=Gtf3c4 PE=2 SV=2 10 11.3 3.9 6.7 2.9 1.69 0.59 120.2 56.3 94.7 2.1 1.27 0.79
Q8R010_AIMP2_MOUSE Aimp2 Aminoacyl tRNA synthase complex-interacting multifunctional protein 2 OS=Mus musculus GN=Aimp2 PE=1 SV=21 11.7 4.0 6.9 2.9 1.69 0.59 11.7 4.0 6.8 2.9 1.72 0.58
Q8BTI8_SRRM2_MOUSE Srrm2 Serine/arginine repetitive matrix protein 2 OS=Mus musculus GN=Srrm2 PE=1 SV=3 95 32.2 11.1 19.1 2.9 1.68 0.59 4801.0 1526.5 2566.8 3.1 1.87 0.53
O35250_EXOC7_MOUSE Exoc7 Exocyst complex component 7 OS=Mus musculus GN=Exoc7 PE=1 SV=2 6 8.8 3.0 5.2 2.9 1.68 0.59 49.9 83.5 140.5 0.6 0.35 2.82
Q6NXI6_RPRD2_MOUSE Rprd2 Regulation of nuclear pre-mRNA domain-containing protein 2 OS=Mus musculus GN=Rprd2 PE=1 SV=1 31 18.9 6.6 11.2 2.9 1.68 0.59 672.8 218.6 367.5 3.1 1.83 0.55
Q8BH15_CNO10_MOUSE Cnot10 CCR4-NOT transcription complex subunit 10 OS=Mus musculus GN=Cnot10 PE=2 SV=1 12 10.0 3.5 5.9 2.9 1.68 0.59 226.0 63.3 106.4 3.6 2.12 0.47
Q9QYY8_SPAST_MOUSE Spast Spastin OS=Mus musculus GN=Spast PE=1 SV=3 2 10.0 3.5 6.0 2.9 1.68 0.60 20.0 6.9 11.7 2.9 1.71 0.58
Q8K0H5_TAF10_MOUSE Taf10 Transcription initiation factor TFIID subunit 10 OS=Mus musculus GN=Taf10 PE=1 SV=1 2 12.4 4.3 7.4 2.9 1.68 0.60 24.8 8.6 14.5 2.9 1.71 0.58
P25206_MCM3_MOUSE Mcm3 DNA replication licensing factor MCM3 OS=Mus musculus GN=Mcm3 PE=1 SV=2 39 25.5 8.9 15.2 2.9 1.68 0.60 1278.4 558.2 938.6 2.3 1.36 0.73
Q9EQM6_DGCR8_MOUSE Dgcr8 Microprocessor complex subunit DGCR8 OS=Mus musculus GN=Dgcr8 PE=2 SV=2 2 15.5 5.4 9.2 2.9 1.68 0.60 31.0 10.8 18.1 2.9 1.71 0.58
Q8VEK6_ING3_MOUSE Ing3 Inhibitor of growth protein 3 OS=Mus musculus GN=Ing3 PE=1 SV=2 2 8.7 3.0 5.2 2.9 1.68 0.60 17.3 6.0 10.1 2.9 1.71 0.58
Q9DB90_SMG9_MOUSE Smg9 Protein SMG9 OS=Mus musculus GN=Smg9 PE=2 SV=1 3 12.8 4.5 7.6 2.9 1.68 0.60 31.0 14.6 24.6 2.1 1.26 0.79
P63276_RS17_MOUSE Rps17 40S ribosomal protein S17 OS=Mus musculus GN=Rps17 PE=1 SV=2 10 20.0 6.9 11.9 2.9 1.68 0.60 523.2 168.5 283.4 3.1 1.85 0.54
Q99LC2_CSTF1_MOUSE Cstf1 Cleavage stimulation factor subunit 1 OS=Mus musculus GN=Cstf1 PE=2 SV=1 9 15.6 5.4 9.3 2.9 1.68 0.60 175.7 121.8 204.8 1.4 0.86 1.17
Q6P542_ABCF1_MOUSE Abcf1 ATP-binding cassette sub-family F member 1 OS=Mus musculus GN=Abcf1 PE=1 SV=1 24 13.5 4.7 8.0 2.9 1.68 0.60 450.8 137.8 231.7 3.3 1.95 0.51
Q8R0H9_GGA1_MOUSE Gga1 ADP-ribosylation factor-binding protein GGA1 OS=Mus musculus GN=Gga1 PE=1 SV=1 1 5.9 2.0 3.5 2.9 1.68 0.60 5.9 2.0 3.4 2.9 1.71 0.59
Q8K4Z5_SF3A1_MOUSE Sf3a1 Splicing factor 3A subunit 1 OS=Mus musculus GN=Sf3a1 PE=1 SV=1 22 27.8 9.7 16.6 2.9 1.67 0.60 755.9 331.1 556.7 2.3 1.36 0.74
Q80UM7_MOGS_MOUSE Mogs Mannosyl-oligosaccharide glucosidase OS=Mus musculus GN=Mogs PE=2 SV=1 1 10.6 3.7 6.3 2.9 1.67 0.60 10.6 3.7 6.2 2.9 1.71 0.59
Q9D2N9_VP33A_MOUSE Vps33a Vacuolar protein sorting-associated protein 33A OS=Mus musculus GN=Vps33a PE=1 SV=2 2 7.0 2.4 4.2 2.9 1.67 0.60 14.0 4.9 8.2 2.9 1.71 0.59
Q62311_TAF6_MOUSE Taf6 Transcription initiation factor TFIID subunit 6 OS=Mus musculus GN=Taf6 PE=2 SV=1 4 8.0 2.8 4.8 2.9 1.67 0.60 32.2 10.9 18.4 2.9 1.75 0.57
P52633_STAT6_MOUSE Stat6 Signal transducer and transcription activator 6 OS=Mus musculus GN=Stat6 PE=1 SV=2 2 10.5 3.6 6.3 2.9 1.67 0.60 20.9 7.3 12.3 2.9 1.71 0.59
P13439_UMPS_MOUSE Umps Uridine 5'-monophosphate synthase OS=Mus musculus GN=Umps PE=2 SV=3 4 12.6 4.4 7.5 2.9 1.67 0.60 47.4 17.6 29.7 2.7 1.60 0.63
Q9WTZ0_UXT_MOUSE Uxt Protein UXT OS=Mus musculus GN=Uxt PE=2 SV=1 1 10.8 3.8 6.4 2.9 1.67 0.60 10.8 3.8 6.3 2.9 1.70 0.59
Q3TKT4_SMCA4_MOUSE Smarca4 Transcription activator BRG1 OS=Mus musculus GN=Smarca4 PE=1 SV=1 38 29.4 10.2 17.6 2.9 1.67 0.60 1561.4 464.7 781.4 3.4 2.00 0.50
Q9Z0Y1_DCTN3_MOUSE Dctn3 Dynactin subunit 3 OS=Mus musculus GN=Dctn3 PE=2 SV=2 2 32.0 11.2 19.2 2.9 1.67 0.60 64.1 22.4 37.6 2.9 1.70 0.59
Q8R307_VPS18_MOUSE Vps18 Vacuolar protein sorting-associated protein 18 homolog OS=Mus musculus GN=Vps18 PE=1 SV=2 1 4.0 1.4 2.4 2.9 1.67 0.60 4.0 1.4 2.3 2.9 1.70 0.59
Q9JIY5_HTRA2_MOUSE Htra2 Serine protease HTRA2, mitochondrial OS=Mus musculus GN=Htra2 PE=1 SV=2 1 6.0 2.1 3.6 2.9 1.67 0.60 6.0 2.1 3.5 2.9 1.70 0.59
A2AR02_PPIG_MOUSE Ppig Peptidyl-prolyl cis-trans isomerase G OS=Mus musculus GN=Ppig PE=2 SV=1 1 31.5 11.0 18.9 2.9 1.67 0.60 31.5 11.0 18.5 2.9 1.70 0.59
A2AFQ9_A2AFQ9_MOUSE Gemin5 Gem-associated protein 5 OS=Mus musculus GN=Gemin5 PE=4 SV=1 5 8.7 3.0 5.2 2.9 1.67 0.60 59.4 36.7 61.7 1.6 0.96 1.04
Q9CXU0_MED10_MOUSE Med10 Mediator of RNA polymerase II transcription subunit 10 OS=Mus musculus GN=Med10 PE=1 SV=1 1 6.3 2.2 3.8 2.9 1.67 0.60 6.3 2.2 3.7 2.9 1.70 0.59
Q8BL97_SRSF7_MOUSE Srsf7 Serine/arginine-rich splicing factor 7 OS=Mus musculus GN=Srsf7 PE=1 SV=1 9 112.8 39.5 67.7 2.9 1.67 0.60 1295.2 595.7 1001.6 2.2 1.29 0.77
Q8C079_STRP1_MOUSE Strip1 Striatin-interacting protein 1 OS=Mus musculus GN=Strip1 PE=1 SV=2 2 8.7 3.0 5.2 2.9 1.67 0.60 17.4 6.1 10.2 2.9 1.70 0.59
Q6ZWY3_RS27L_MOUSE Rps27l 40S ribosomal protein S27-like OS=Mus musculus GN=Rps27l PE=2 SV=3 6 19.0 6.7 11.4 2.9 1.67 0.60 197.1 73.9 124.3 2.7 1.59 0.63
Q9Z0W3_NU160_MOUSE Nup160 Nuclear pore complex protein Nup160 OS=Mus musculus GN=Nup160 PE=1 SV=2 7 13.9 4.9 8.3 2.9 1.66 0.60 81.8 32.3 54.3 2.5 1.50 0.66
Q5XJY5_COPD_MOUSE Arcn1 Coatomer subunit delta OS=Mus musculus GN=Arcn1 PE=1 SV=2 40 32.9 11.5 19.8 2.9 1.66 0.60 1762.8 742.0 1247.6 2.4 1.41 0.71
A0A0A6YWB0_A0A0A6YWB0_MOUSEMbnl1 Muscleblind-like protein 1 OS=Mus musculus GN=Mbnl1 PE=4 SV=1 3 13.9 4.9 8.4 2.9 1.66 0.60 45.3 19.6 32.9 2.3 1.38 0.73
Q5DW34_EHMT1_MOUSE Ehmt1 Histone-lysine N-methyltransferase EHMT1 OS=Mus musculus GN=Ehmt1 PE=1 SV=2 10 14.2 5.0 8.5 2.8 1.66 0.60 139.7 58.3 98.1 2.4 1.42 0.70
Q9CQS9_HAUS2_MOUSE Haus2 HAUS augmin-like complex subunit 2 OS=Mus musculus GN=Haus2 PE=2 SV=1 2 17.4 6.1 10.5 2.8 1.66 0.60 34.9 12.2 20.6 2.8 1.69 0.59
Q921F4_HNRLL_MOUSE Hnrnpll Heterogeneous nuclear ribonucleoprotein L-like OS=Mus musculus GN=Hnrnpll PE=1 SV=3 15 25.6 9.0 15.4 2.8 1.66 0.60 486.2 168.3 283.0 2.9 1.72 0.58
Q8CES0_NAA30_MOUSE Naa30 N-alpha-acetyltransferase 30 OS=Mus musculus GN=Naa30 PE=1 SV=2 1 3.7 1.3 2.2 2.8 1.66 0.60 3.7 1.3 2.2 2.8 1.69 0.59
Q9Z1Z2_STRAP_MOUSE Strap Serine-threonine kinase receptor-associated protein OS=Mus musculus GN=Strap PE=1 SV=2 6 17.7 6.2 10.6 2.8 1.66 0.60 97.5 36.4 61.3 2.7 1.59 0.63
Q9D7W5_MED8_MOUSE Med8 Mediator of RNA polymerase II transcription subunit 8 OS=Mus musculus GN=Med8 PE=1 SV=1 1 16.4 5.7 9.9 2.8 1.66 0.60 16.4 5.7 9.7 2.8 1.69 0.59
Q8JZX4_SPF45_MOUSE Rbm17 Splicing factor 45 OS=Mus musculus GN=Rbm17 PE=1 SV=1 14 16.6 5.8 10.0 2.8 1.66 0.60 442.6 204.9 344.5 2.2 1.28 0.78



A2ABV5_MED14_MOUSE Med14 Mediator of RNA polymerase II transcription subunit 14 OS=Mus musculus GN=Med14 PE=1 SV=1 7 8.4 3.0 5.1 2.8 1.66 0.60 59.7 27.9 47.0 2.1 1.27 0.79
E9PVX6_E9PVX6_MOUSE Mki67 Protein Mki67 OS=Mus musculus GN=Mki67 PE=1 SV=1 22 10.1 3.5 6.1 2.8 1.66 0.60 248.3 100.2 168.6 2.5 1.47 0.68
Q8BSP2_CNDH2_MOUSE Ncaph2 Condensin-2 complex subunit H2 OS=Mus musculus GN=Ncaph2 PE=1 SV=1 8 9.7 3.4 5.9 2.8 1.66 0.60 105.3 34.3 57.6 3.1 1.83 0.55
P33611_DPOA2_MOUSE Pola2 DNA polymerase alpha subunit B OS=Mus musculus GN=Pola2 PE=1 SV=2 10 13.8 4.8 8.3 2.8 1.66 0.60 184.7 56.8 95.5 3.3 1.93 0.52
Q9D0M5_DYL2_MOUSE Dynll2 Dynein light chain 2, cytoplasmic OS=Mus musculus GN=Dynll2 PE=1 SV=1 2 26.3 9.3 15.9 2.8 1.66 0.60 52.7 18.6 31.2 2.8 1.69 0.59
A2A5V4_A2A5V4_MOUSE Sh3bp1 SH3 domain-binding protein 1 OS=Mus musculus GN=Sh3bp1 PE=4 SV=1 27 19.8 7.0 11.9 2.8 1.66 0.60 730.6 216.7 364.4 3.4 2.01 0.50
E9PVA8_E9PVA8_MOUSE Gcn1l1 Protein Gcn1l1 OS=Mus musculus GN=Gcn1l1 PE=4 SV=1 28 14.5 5.1 8.7 2.8 1.65 0.60 471.1 157.5 264.9 3.0 1.78 0.56
E9Q512_E9Q512_MOUSE Trip11 Protein Trip11 OS=Mus musculus GN=Trip11 PE=4 SV=1 23 15.2 5.3 9.2 2.8 1.65 0.60 337.8 833.7 1401.9 0.4 0.24 4.15
Q80SY5_PR38B_MOUSE Prpf38b Pre-mRNA-splicing factor 38B OS=Mus musculus GN=Prpf38b PE=1 SV=1 2 27.7 9.8 16.8 2.8 1.65 0.60 55.5 19.6 32.9 2.8 1.69 0.59
Q9QXB9_DRG2_MOUSE Drg2 Developmentally-regulated GTP-binding protein 2 OS=Mus musculus GN=Drg2 PE=1 SV=1 9 11.7 4.1 7.1 2.8 1.65 0.60 113.1 43.6 73.3 2.6 1.54 0.65
Q9CR89_ERGI2_MOUSE Ergic2 Endoplasmic reticulum-Golgi intermediate compartment protein 2 OS=Mus musculus GN=Ergic2 PE=2 SV=11 9.9 3.5 6.0 2.8 1.65 0.61 9.9 3.5 5.9 2.8 1.69 0.59
Q9QZD9_EIF3I_MOUSE Eif3i Eukaryotic translation initiation factor 3 subunit I OS=Mus musculus GN=Eif3i PE=1 SV=1 12 38.5 13.6 23.3 2.8 1.65 0.61 569.7 202.6 340.6 2.8 1.67 0.60
P07901_HS90A_MOUSE Hsp90aa1 Heat shock protein HSP 90-alpha OS=Mus musculus GN=Hsp90aa1 PE=1 SV=4 36 39.6 14.0 24.0 2.8 1.65 0.61 2149.8 879.2 1478.4 2.4 1.45 0.69
Q9Z160_COG1_MOUSE Cog1 Conserved oligomeric Golgi complex subunit 1 OS=Mus musculus GN=Cog1 PE=1 SV=3 5 9.2 3.3 5.6 2.8 1.65 0.61 49.9 17.3 29.1 2.9 1.71 0.58
Q9D0A3_ARPIN_MOUSE Arpin Arpin OS=Mus musculus GN=Arpin PE=1 SV=1 1 11.9 4.2 7.2 2.8 1.65 0.61 11.9 4.2 7.0 2.8 1.68 0.59
P70168_IMB1_MOUSE Kpnb1 Importin subunit beta-1 OS=Mus musculus GN=Kpnb1 PE=1 SV=2 14 21.9 7.8 13.3 2.8 1.65 0.61 359.6 122.1 205.3 2.9 1.75 0.57
Q9CZX8_RS19_MOUSE Rps19 40S ribosomal protein S19 OS=Mus musculus GN=Rps19 PE=1 SV=3 12 152.4 53.9 92.5 2.8 1.65 0.61 2822.8 1036.5 1742.9 2.7 1.62 0.62
Q9R112_SQRD_MOUSE Sqrdl Sulfide:quinone oxidoreductase, mitochondrial OS=Mus musculus GN=Sqrdl PE=1 SV=3 4 9.0 3.2 5.5 2.8 1.65 0.61 38.7 16.1 27.1 2.4 1.43 0.70
B2RXW8_B2RXW8_MOUSE Ppfia1 Ppfia1 protein OS=Mus musculus GN=Ppfia1 PE=1 SV=1 11 6.5 2.3 4.0 2.8 1.65 0.61 68.5 25.3 42.5 2.7 1.61 0.62
P80313_TCPH_MOUSE Cct7 T-complex protein 1 subunit eta OS=Mus musculus GN=Cct7 PE=1 SV=1 44 26.7 9.5 16.2 2.8 1.65 0.61 1611.3 667.8 1123.0 2.4 1.43 0.70
Q9D0P8_IFT27_MOUSE Ift27 Intraflagellar transport protein 27 homolog OS=Mus musculus GN=Ift27 PE=1 SV=1 1 9.6 3.4 5.8 2.8 1.65 0.61 9.6 3.4 5.7 2.8 1.68 0.60
Q3U319_BRE1B_MOUSE Rnf40 E3 ubiquitin-protein ligase BRE1B OS=Mus musculus GN=Rnf40 PE=1 SV=2 11 15.0 5.3 9.1 2.8 1.65 0.61 164.2 55.9 94.1 2.9 1.75 0.57
Q8K298_ANLN_MOUSE Anln Actin-binding protein anillin OS=Mus musculus GN=Anln PE=1 SV=2 1 12.4 4.4 7.5 2.8 1.64 0.61 12.4 4.4 7.4 2.8 1.68 0.60
Q9QWH1_PHC2_MOUSE Phc2 Polyhomeotic-like protein 2 OS=Mus musculus GN=Phc2 PE=1 SV=1 7 32.0 11.3 19.5 2.8 1.64 0.61 178.1 70.1 117.9 2.5 1.51 0.66
Q9JHS4_CLPX_MOUSE Clpx ATP-dependent Clp protease ATP-binding subunit clpX-like, mitochondrial OS=Mus musculus GN=Clpx PE=1 SV=26 11.1 3.9 6.7 2.8 1.64 0.61 62.2 25.3 42.5 2.5 1.46 0.68
Q9CYH2_F213A_MOUSE Fam213a Redox-regulatory protein FAM213A OS=Mus musculus GN=Fam213a PE=1 SV=2 1 5.0 1.8 3.1 2.8 1.64 0.61 5.0 1.8 3.0 2.8 1.67 0.60
Q8VI33_TAF9_MOUSE Taf9 Transcription initiation factor TFIID subunit 9 OS=Mus musculus GN=Taf9 PE=1 SV=1 9 11.2 4.0 6.8 2.8 1.64 0.61 123.3 42.9 72.2 2.9 1.71 0.58
O54916_REPS1_MOUSE Reps1 RalBP1-associated Eps domain-containing protein 1 OS=Mus musculus GN=Reps1 PE=1 SV=2 1 6.9 2.5 4.2 2.8 1.64 0.61 6.9 2.5 4.2 2.8 1.67 0.60
Q9D1A2_CNDP2_MOUSE Cndp2 Cytosolic non-specific dipeptidase OS=Mus musculus GN=Cndp2 PE=1 SV=1 1 4.6 1.7 2.8 2.8 1.64 0.61 4.6 1.7 2.8 2.8 1.67 0.60
Q99KG3_RBM10_MOUSE Rbm10 RNA-binding protein 10 OS=Mus musculus GN=Rbm10 PE=1 SV=1 21 32.6 11.6 19.9 2.8 1.64 0.61 997.9 441.4 742.3 2.3 1.34 0.74
Q3ULL6_Q3ULL6_MOUSE Upf3b Protein Upf3b OS=Mus musculus GN=Upf3b PE=2 SV=1 3 13.7 4.9 8.4 2.8 1.64 0.61 36.4 16.7 28.1 2.2 1.30 0.77
Q5HZG4_TAF3_MOUSE Taf3 Transcription initiation factor TFIID subunit 3 OS=Mus musculus GN=Taf3 PE=1 SV=2 2 8.6 3.1 5.3 2.8 1.64 0.61 17.3 6.2 10.3 2.8 1.67 0.60
D3Z4Z0_D3Z4Z0_MOUSE Tada2b MCG49644 OS=Mus musculus GN=Tada2b PE=4 SV=1 1 19.5 7.0 11.9 2.8 1.64 0.61 19.5 7.0 11.7 2.8 1.67 0.60
Q3TZX8_NOL9_MOUSE Nol9 Polynucleotide 5'-hydroxyl-kinase NOL9 OS=Mus musculus GN=Nol9 PE=1 SV=1 10 11.8 4.2 7.2 2.8 1.63 0.61 122.9 41.9 70.5 2.9 1.74 0.57
Q80TP3_UBR5_MOUSE Ubr5 E3 ubiquitin-protein ligase UBR5 OS=Mus musculus GN=Ubr5 PE=1 SV=2 9 10.9 3.9 6.7 2.8 1.63 0.61 92.6 37.4 62.9 2.5 1.47 0.68
P97868_RBBP6_MOUSE Rbbp6 E3 ubiquitin-protein ligase RBBP6 OS=Mus musculus GN=Rbbp6 PE=1 SV=5 10 15.0 5.4 9.2 2.8 1.63 0.61 141.3 53.1 89.3 2.7 1.58 0.63
Q99J62_RFC4_MOUSE Rfc4 Replication factor C subunit 4 OS=Mus musculus GN=Rfc4 PE=1 SV=1 21 26.0 9.3 16.0 2.8 1.63 0.61 974.4 333.7 561.1 2.9 1.74 0.58
P61957_SUMO2_MOUSE Sumo2 Small ubiquitin-related modifier 2 OS=Mus musculus GN=Sumo2 PE=1 SV=1 1 10.2 3.6 6.3 2.8 1.63 0.61 10.2 3.6 6.1 2.8 1.66 0.60
Q99PT3_IN80B_MOUSE Ino80b INO80 complex subunit B OS=Mus musculus GN=Ino80b PE=1 SV=2 2 16.3 5.8 10.0 2.8 1.63 0.61 32.6 11.6 19.6 2.8 1.66 0.60
Q8BT07_CEP55_MOUSE Cep55 Centrosomal protein of 55 kDa OS=Mus musculus GN=Cep55 PE=1 SV=2 11 16.1 5.7 9.8 2.8 1.63 0.61 205.8 73.6 123.8 2.8 1.66 0.60
A2RSY6_TRM1L_MOUSE Trmt1l TRMT1-like protein OS=Mus musculus GN=Trmt1l PE=2 SV=1 8 6.1 2.2 3.7 2.8 1.63 0.61 50.1 20.2 34.0 2.5 1.48 0.68
Q8VE19_MIO_MOUSE Mios WD repeat-containing protein mio OS=Mus musculus GN=Mios PE=2 SV=2 2 5.0 1.8 3.1 2.8 1.63 0.61 10.1 3.6 6.1 2.8 1.66 0.60
O09012_PEX5_MOUSE Pex5 Peroxisomal targeting signal 1 receptor OS=Mus musculus GN=Pex5 PE=2 SV=2 2 9.8 3.5 6.0 2.8 1.63 0.61 19.6 7.0 11.8 2.8 1.66 0.60
E9Q447_E9Q447_MOUSE Sptan1 Spectrin alpha chain, non-erythrocytic 1 OS=Mus musculus GN=Sptan1 PE=1 SV=1 2 31.7 11.3 19.5 2.8 1.63 0.61 63.3 22.7 38.2 2.8 1.66 0.60
Q9ESN9_JIP3_MOUSE Mapk8ip3 C-Jun-amino-terminal kinase-interacting protein 3 OS=Mus musculus GN=Mapk8ip3 PE=1 SV=1 1 5.7 2.0 3.5 2.8 1.63 0.61 5.7 2.0 3.4 2.8 1.66 0.60
B2RY56_RBM25_MOUSE Rbm25 RNA-binding protein 25 OS=Mus musculus GN=Rbm25 PE=1 SV=2 23 31.4 11.3 19.3 2.8 1.63 0.62 1342.8 415.0 697.8 3.2 1.92 0.52
Q91Z40_Q91Z40_MOUSE Gbp7 Gbp6 protein OS=Mus musculus GN=Gbp7 PE=2 SV=2 1 6.5 2.3 4.0 2.8 1.62 0.62 6.5 2.3 3.9 2.8 1.66 0.60
Q9CX56_PSMD8_MOUSE Psmd8 26S proteasome non-ATPase regulatory subunit 8 OS=Mus musculus GN=Psmd8 PE=1 SV=2 2 12.9 4.6 7.9 2.8 1.62 0.62 25.8 9.3 15.6 2.8 1.66 0.60
Q60737_CSK21_MOUSE Csnk2a1 Casein kinase II subunit alpha OS=Mus musculus GN=Csnk2a1 PE=1 SV=2 9 46.1 16.5 28.4 2.8 1.62 0.62 439.8 153.0 257.2 2.9 1.71 0.58
Q9WUJ8_ORC6_MOUSE Orc6 Origin recognition complex subunit 6 OS=Mus musculus GN=Orc6 PE=1 SV=1 2 19.5 7.0 12.0 2.8 1.62 0.62 39.1 14.0 23.6 2.8 1.66 0.60
Q9CZV5_ST65G_MOUSE Supt7l STAGA complex 65 subunit gamma OS=Mus musculus GN=Supt7l PE=2 SV=1 2 7.9 2.8 4.9 2.8 1.62 0.62 15.8 5.7 9.6 2.8 1.65 0.60
Q9WVR4_FXR2_MOUSE Fxr2 Fragile X mental retardation syndrome-related protein 2 OS=Mus musculus GN=Fxr2 PE=1 SV=1 8 13.2 4.8 8.2 2.8 1.62 0.62 138.1 60.9 102.4 2.3 1.35 0.74
P16254_SRP14_MOUSE Srp14 Signal recognition particle 14 kDa protein OS=Mus musculus GN=Srp14 PE=1 SV=1 4 10.6 3.8 6.5 2.8 1.62 0.62 71.8 25.7 43.2 2.8 1.66 0.60
Q9QZE5_COPG1_MOUSE Copg1 Coatomer subunit gamma-1 OS=Mus musculus GN=Copg1 PE=2 SV=1 40 39.5 14.2 24.3 2.8 1.62 0.62 2176.5 751.5 1263.6 2.9 1.72 0.58
Q9CWN7_CNO11_MOUSE Cnot11 CCR4-NOT transcription complex subunit 11 OS=Mus musculus GN=Cnot11 PE=2 SV=1 9 19.4 7.0 12.0 2.8 1.62 0.62 197.2 60.4 101.6 3.3 1.94 0.51
Q921C5_BICD2_MOUSE Bicd2 Protein bicaudal D homolog 2 OS=Mus musculus GN=Bicd2 PE=1 SV=1 8 16.3 5.9 10.1 2.8 1.62 0.62 138.5 52.0 87.4 2.7 1.58 0.63
Q61235_SNTB2_MOUSE Sntb2 Beta-2-syntrophin OS=Mus musculus GN=Sntb2 PE=1 SV=2 13 17.9 6.5 11.1 2.8 1.62 0.62 262.4 111.3 187.1 2.4 1.40 0.71
F8VPU2_FARP1_MOUSE Farp1 FERM, RhoGEF and pleckstrin domain-containing protein 1 OS=Mus musculus GN=Farp1 PE=1 SV=1 18 20.3 7.3 12.5 2.8 1.62 0.62 444.0 159.7 268.4 2.8 1.65 0.60
P62137_PP1A_MOUSE Ppp1ca Serine/threonine-protein phosphatase PP1-alpha catalytic subunit OS=Mus musculus GN=Ppp1ca PE=1 SV=19 17.6 6.4 10.9 2.8 1.61 0.62 178.8 94.2 158.5 1.9 1.13 0.89
Q9WTM5_RUVB2_MOUSE Ruvbl2 RuvB-like 2 OS=Mus musculus GN=Ruvbl2 PE=2 SV=3 47 24.8 9.0 15.4 2.8 1.61 0.62 4648.3 1761.9 2962.6 2.6 1.57 0.64
Q80YQ2_MED23_MOUSE Med23 Mediator of RNA polymerase II transcription subunit 23 OS=Mus musculus GN=Med23 PE=1 SV=2 6 14.2 5.1 8.8 2.8 1.61 0.62 82.7 31.0 52.1 2.7 1.59 0.63
P60670_NPL4_MOUSE Nploc4 Nuclear protein localization protein 4 homolog OS=Mus musculus GN=Nploc4 PE=1 SV=3 5 13.4 4.9 8.3 2.8 1.61 0.62 63.4 26.4 44.3 2.4 1.43 0.70
Q9EP71_RAI14_MOUSE Rai14 Ankycorbin OS=Mus musculus GN=Rai14 PE=1 SV=1 28 31.1 11.3 19.3 2.8 1.61 0.62 1044.5 345.6 581.1 3.0 1.80 0.56
O35984_PBX2_MOUSE Pbx2 Pre-B-cell leukemia transcription factor 2 OS=Mus musculus GN=Pbx2 PE=1 SV=1 2 8.8 3.2 5.4 2.8 1.61 0.62 17.6 6.4 10.7 2.8 1.65 0.61
Q9CW46_RAVR1_MOUSE Raver1 Ribonucleoprotein PTB-binding 1 OS=Mus musculus GN=Raver1 PE=1 SV=2 10 12.2 4.4 7.6 2.8 1.61 0.62 141.3 51.5 86.6 2.7 1.63 0.61
Q7TQK5_CCD93_MOUSE Ccdc93 Coiled-coil domain-containing protein 93 OS=Mus musculus GN=Ccdc93 PE=2 SV=1 1 6.6 2.4 4.1 2.8 1.61 0.62 6.6 2.4 4.0 2.8 1.64 0.61
Q60974_NCOR1_MOUSE Ncor1 Nuclear receptor corepressor 1 OS=Mus musculus GN=Ncor1 PE=1 SV=1 7 8.2 3.0 5.1 2.8 1.61 0.62 48.7 22.3 37.5 2.2 1.30 0.77
Q9D554_SF3A3_MOUSE Sf3a3 Splicing factor 3A subunit 3 OS=Mus musculus GN=Sf3a3 PE=2 SV=2 12 11.7 4.2 7.3 2.8 1.61 0.62 239.0 102.3 172.0 2.3 1.39 0.72
Q3TUF7_YETS2_MOUSE Yeats2 YEATS domain-containing protein 2 OS=Mus musculus GN=Yeats2 PE=2 SV=2 20 11.3 4.1 7.1 2.8 1.61 0.62 268.1 87.8 147.6 3.1 1.82 0.55
P24788_CD11B_MOUSE Cdk11b Cyclin-dependent kinase 11B OS=Mus musculus GN=Cdk11b PE=1 SV=2 11 21.8 7.9 13.6 2.8 1.61 0.62 279.2 119.8 201.5 2.3 1.39 0.72
A2CG76_A2CG76_MOUSE Ehmt2 Histone-lysine N-methyltransferase EHMT2 OS=Mus musculus GN=Ehmt2 PE=4 SV=1 11 11.1 4.0 6.9 2.8 1.61 0.62 114.4 63.8 107.3 1.8 1.07 0.94
Q8VBV7_CSN8_MOUSE Cops8 COP9 signalosome complex subunit 8 OS=Mus musculus GN=Cops8 PE=1 SV=1 4 20.4 7.4 12.7 2.8 1.60 0.62 87.6 30.9 52.0 2.8 1.68 0.59
P62852_RS25_MOUSE Rps25 40S ribosomal protein S25 OS=Mus musculus GN=Rps25 PE=1 SV=1 8 87.5 31.8 54.5 2.8 1.60 0.62 1671.2 548.5 922.3 3.0 1.81 0.55
F8VQC1_F8VQC1_MOUSE Srp72 Signal recognition particle subunit SRP72 OS=Mus musculus GN=Srp72 PE=1 SV=1 28 17.9 6.5 11.2 2.8 1.60 0.62 762.6 263.8 443.6 2.9 1.72 0.58
Q8BVU0_LRCH3_MOUSE Lrch3 Leucine-rich repeat and calponin homology domain-containing protein 3 OS=Mus musculus GN=Lrch3 PE=2 SV=38 16.8 6.1 10.5 2.8 1.60 0.62 122.7 53.7 90.3 2.3 1.36 0.74
P62192_PRS4_MOUSE Psmc1 26S protease regulatory subunit 4 OS=Mus musculus GN=Psmc1 PE=1 SV=1 8 9.4 3.4 5.9 2.8 1.60 0.62 100.3 35.3 59.4 2.8 1.69 0.59
F6ZDS4_TPR_MOUSE Tpr Nucleoprotein TPR OS=Mus musculus GN=Tpr PE=1 SV=1 41 20.9 7.6 13.1 2.7 1.60 0.62 1126.5 403.5 678.5 2.8 1.66 0.60
Q9D7H3_RTCA_MOUSE RtcA RNA 3'-terminal phosphate cyclase OS=Mus musculus GN=RtcA PE=2 SV=2 9 8.8 3.2 5.5 2.7 1.60 0.62 88.6 40.1 67.5 2.2 1.31 0.76
Q3UKR0_Q3UKR0_MOUSE Daxx Death domain-associated protein 6 OS=Mus musculus GN=Daxx PE=2 SV=1 4 10.3 3.7 6.4 2.7 1.60 0.62 51.2 24.9 41.9 2.1 1.22 0.82
Q60766_IRGM1_MOUSE Irgm1 Immunity-related GTPase family M protein 1 OS=Mus musculus GN=Irgm1 PE=1 SV=1 8 19.3 7.0 12.0 2.7 1.60 0.62 167.3 70.8 119.0 2.4 1.41 0.71
Q8C5N3_CWC22_MOUSE Cwc22 Pre-mRNA-splicing factor CWC22 homolog OS=Mus musculus GN=Cwc22 PE=1 SV=1 16 23.7 8.6 14.8 2.7 1.60 0.62 471.0 159.7 268.6 2.9 1.75 0.57
Q9CQ22_LTOR1_MOUSE Lamtor1 Ragulator complex protein LAMTOR1 OS=Mus musculus GN=Lamtor1 PE=1 SV=1 3 10.2 3.7 6.4 2.7 1.60 0.63 42.2 19.4 32.6 2.2 1.29 0.77
P52479_UBP10_MOUSE Usp10 Ubiquitin carboxyl-terminal hydrolase 10 OS=Mus musculus GN=Usp10 PE=1 SV=3 9 17.6 6.4 11.0 2.7 1.60 0.63 167.5 1144.9 1925.1 0.1 0.09 11.49
Q6A099_Q6A099_MOUSE Gbf1 MKIAA0248 protein (Fragment) OS=Mus musculus GN=Gbf1 PE=1 SV=1 13 8.9 3.3 5.6 2.7 1.60 0.63 119.1 177.0 297.6 0.7 0.40 2.50
Q9ERU3_ZNF22_MOUSE Znf22 Zinc finger protein 22 OS=Mus musculus GN=Znf22 PE=1 SV=2 2 6.6 2.4 4.1 2.7 1.60 0.63 13.1 4.8 8.1 2.7 1.63 0.61
Q91ZN5_S35B2_MOUSE Slc35b2 Adenosine 3'-phospho 5'-phosphosulfate transporter 1 OS=Mus musculus GN=Slc35b2 PE=2 SV=1 2 22.1 8.1 13.8 2.7 1.60 0.63 44.1 16.1 27.1 2.7 1.63 0.61
Q60809_CNOT7_MOUSE Cnot7 CCR4-NOT transcription complex subunit 7 OS=Mus musculus GN=Cnot7 PE=1 SV=1 9 20.0 7.3 12.5 2.7 1.60 0.63 270.8 77.0 129.4 3.5 2.09 0.48
P80315_TCPD_MOUSE Cct4 T-complex protein 1 subunit delta OS=Mus musculus GN=Cct4 PE=1 SV=3 40 39.3 14.3 24.6 2.7 1.60 0.63 2403.0 1033.8 1738.2 2.3 1.38 0.72
Q91Z50_Q91Z50_MOUSE Fen1 Flap endonuclease 1 OS=Mus musculus GN=Fen1 PE=2 SV=1 6 24.9 9.1 15.6 2.7 1.60 0.63 192.6 72.6 122.0 2.7 1.58 0.63
Q91YR7_PRP6_MOUSE Prpf6 Pre-mRNA-processing factor 6 OS=Mus musculus GN=Prpf6 PE=2 SV=1 34 23.4 8.6 14.7 2.7 1.59 0.63 875.1 299.0 502.8 2.9 1.74 0.57
Q8BJ71_NUP93_MOUSE Nup93 Nuclear pore complex protein Nup93 OS=Mus musculus GN=Nup93 PE=2 SV=1 21 17.2 6.3 10.8 2.7 1.59 0.63 360.3 152.5 256.5 2.4 1.40 0.71
Q9CXE7_TMED5_MOUSE Tmed5 Transmembrane emp24 domain-containing protein 5 OS=Mus musculus GN=Tmed5 PE=2 SV=1 1 6.5 2.4 4.1 2.7 1.59 0.63 6.5 2.4 4.0 2.7 1.62 0.62
P84104_SRSF3_MOUSE Srsf3 Serine/arginine-rich splicing factor 3 OS=Mus musculus GN=Srsf3 PE=1 SV=1 10 119.2 43.7 74.9 2.7 1.59 0.63 2830.7 1332.8 2241.1 2.1 1.26 0.79
Q8R1G6_PDLI2_MOUSE Pdlim2 PDZ and LIM domain protein 2 OS=Mus musculus GN=Pdlim2 PE=1 SV=1 1 10.9 4.0 6.8 2.7 1.59 0.63 10.9 4.0 6.7 2.7 1.62 0.62
E9Q6J5_E9Q6J5_MOUSE Bod1l Protein Bod1l OS=Mus musculus GN=Bod1l PE=1 SV=1 1 4.4 1.6 2.7 2.7 1.59 0.63 4.4 1.6 2.7 2.7 1.62 0.62
Q9CQL1_MGN2_MOUSE Magohb Protein mago nashi homolog 2 OS=Mus musculus GN=Magohb PE=2 SV=1 8 66.0 24.2 41.5 2.7 1.59 0.63 536.0 221.8 372.9 2.4 1.44 0.70
O88477_IF2B1_MOUSE Igf2bp1 Insulin-like growth factor 2 mRNA-binding protein 1 OS=Mus musculus GN=Igf2bp1 PE=1 SV=1 11 23.2 8.5 14.6 2.7 1.59 0.63 281.4 130.9 220.2 2.1 1.28 0.78
Q99KJ8_DCTN2_MOUSE Dctn2 Dynactin subunit 2 OS=Mus musculus GN=Dctn2 PE=1 SV=3 24 50.6 18.6 31.9 2.7 1.59 0.63 1476.2 541.2 909.9 2.7 1.62 0.62
P53995_APC1_MOUSE Anapc1 Anaphase-promoting complex subunit 1 OS=Mus musculus GN=Anapc1 PE=2 SV=2 9 9.4 3.4 5.9 2.7 1.59 0.63 89.1 35.2 59.2 2.5 1.51 0.66
Q9CQA5_MED4_MOUSE Med4 Mediator of RNA polymerase II transcription subunit 4 OS=Mus musculus GN=Med4 PE=2 SV=1 8 15.4 5.7 9.7 2.7 1.59 0.63 138.8 43.7 73.4 3.2 1.89 0.53
Q6PAL0_BEND3_MOUSE Bend3 BEN domain-containing protein 3 OS=Mus musculus GN=Bend3 PE=2 SV=1 1 7.3 2.7 4.6 2.7 1.59 0.63 7.3 2.7 4.5 2.7 1.62 0.62
Q9CQN1_TRAP1_MOUSE Trap1 Heat shock protein 75 kDa, mitochondrial OS=Mus musculus GN=Trap1 PE=1 SV=1 7 13.2 4.8 8.3 2.7 1.59 0.63 82.6 48.8 82.1 1.7 1.01 0.99
P62274_RS29_MOUSE Rps29 40S ribosomal protein S29 OS=Mus musculus GN=Rps29 PE=2 SV=2 1 342.1 125.8 215.7 2.7 1.59 0.63 342.1 125.8 211.5 2.7 1.62 0.62
O35638_STAG2_MOUSE Stag2 Cohesin subunit SA-2 OS=Mus musculus GN=Stag2 PE=1 SV=3 6 12.9 4.8 8.1 2.7 1.58 0.63 77.1 25.8 43.4 3.0 1.78 0.56
Q8BGZ4_CDC23_MOUSE Cdc23 Cell division cycle protein 23 homolog OS=Mus musculus GN=Cdc23 PE=1 SV=2 4 7.3 2.7 4.6 2.7 1.58 0.63 32.0 10.6 17.8 3.0 1.80 0.56
P35601_RFC1_MOUSE Rfc1 Replication factor C subunit 1 OS=Mus musculus GN=Rfc1 PE=1 SV=2 39 27.5 10.1 17.4 2.7 1.58 0.63 1543.3 554.6 932.5 2.8 1.65 0.60
P60843_IF4A1_MOUSE Eif4a1 Eukaryotic initiation factor 4A-I OS=Mus musculus GN=Eif4a1 PE=1 SV=1 72 66.4 24.4 41.9 2.7 1.58 0.63 10851.2 4035.3 6785.2 2.7 1.60 0.63
P55937_GOGA3_MOUSE Golga3 Golgin subfamily A member 3 OS=Mus musculus GN=Golga3 PE=1 SV=3 39 11.2 4.1 7.1 2.7 1.58 0.63 529.4 241.8 406.5 2.2 1.30 0.77
Q9DCT6_BAP18_MOUSE Bap18 Chromatin complexes subunit BAP18 OS=Mus musculus GN=Bap18 PE=1 SV=1 2 21.7 8.0 13.7 2.7 1.58 0.63 43.4 16.0 26.9 2.7 1.61 0.62
Q6NZN0_RBM26_MOUSE Rbm26 RNA-binding protein 26 OS=Mus musculus GN=Rbm26 PE=1 SV=2 2 7.8 2.9 4.9 2.7 1.58 0.63 15.6 5.8 9.7 2.7 1.61 0.62
Q9JKY0_RCD1_MOUSE Rqcd1 Cell differentiation protein RCD1 homolog OS=Mus musculus GN=Rqcd1 PE=1 SV=1 13 24.6 9.1 15.6 2.7 1.58 0.63 788.3 160.5 269.8 4.9 2.92 0.34
P62071_RRAS2_MOUSE Rras2 Ras-related protein R-Ras2 OS=Mus musculus GN=Rras2 PE=1 SV=1 2 8.6 3.2 5.5 2.7 1.58 0.63 17.3 6.4 10.7 2.7 1.61 0.62
Q8R3Y8_I2BP1_MOUSE Irf2bp1 Interferon regulatory factor 2-binding protein 1 OS=Mus musculus GN=Irf2bp1 PE=1 SV=2 3 10.3 3.8 6.5 2.7 1.58 0.63 29.1 14.2 23.9 2.0 1.21 0.82
Q3UU35_OVOS_MOUSE Ovos Ovostatin homolog OS=Mus musculus GN=Ovos PE=2 SV=2 1 15.8 5.8 10.0 2.7 1.58 0.63 15.8 5.8 9.8 2.7 1.61 0.62
Q9WTX8_MD1L1_MOUSE Mad1l1 Mitotic spindle assembly checkpoint protein MAD1 OS=Mus musculus GN=Mad1l1 PE=2 SV=1 26 21.8 8.0 13.8 2.7 1.58 0.63 618.7 236.1 397.0 2.6 1.56 0.64
Q99LI7_CSTF3_MOUSE Cstf3 Cleavage stimulation factor subunit 3 OS=Mus musculus GN=Cstf3 PE=1 SV=1 14 17.6 6.5 11.1 2.7 1.58 0.63 336.4 109.7 184.5 3.1 1.82 0.55
P61924_COPZ1_MOUSE Copz1 Coatomer subunit zeta-1 OS=Mus musculus GN=Copz1 PE=2 SV=1 10 26.3 9.7 16.6 2.7 1.58 0.63 824.0 253.6 426.4 3.2 1.93 0.52
Q91VS8_FARP2_MOUSE Farp2 FERM, RhoGEF and pleckstrin domain-containing protein 2 OS=Mus musculus GN=Farp2 PE=1 SV=2 1 7.0 2.6 4.4 2.7 1.58 0.63 7.0 2.6 4.3 2.7 1.61 0.62
O55106_STRN_MOUSE Strn Striatin OS=Mus musculus GN=Strn PE=1 SV=2 3 10.9 4.0 6.9 2.7 1.58 0.63 32.3 20.1 33.9 1.6 0.96 1.05
O55029_COPB2_MOUSE Copb2 Coatomer subunit beta' OS=Mus musculus GN=Copb2 PE=2 SV=2 39 33.9 12.5 21.4 2.7 1.58 0.63 1999.1 791.9 1331.6 2.5 1.50 0.67
P62869_ELOB_MOUSE Tceb2 Transcription elongation factor B polypeptide 2 OS=Mus musculus GN=Tceb2 PE=1 SV=1 3 44.8 16.6 28.4 2.7 1.58 0.63 138.3 45.4 76.4 3.0 1.81 0.55
P21995_EMB_MOUSE Emb Embigin OS=Mus musculus GN=Emb PE=1 SV=2 1 5.0 1.9 3.2 2.7 1.58 0.63 5.0 1.9 3.1 2.7 1.61 0.62
Q9D1C2_CBY1_MOUSE Cby1 Protein chibby homolog 1 OS=Mus musculus GN=Cby1 PE=2 SV=1 1 15.3 5.6 9.7 2.7 1.58 0.63 15.3 5.6 9.5 2.7 1.61 0.62
Q8R331_ZNHI1_MOUSE Znhit1 Zinc finger HIT domain-containing protein 1 OS=Mus musculus GN=Znhit1 PE=2 SV=1 1 5.9 2.2 3.7 2.7 1.58 0.63 5.9 2.2 3.7 2.7 1.61 0.62
Q9D1C8_VPS28_MOUSE Vps28 Vacuolar protein sorting-associated protein 28 homolog OS=Mus musculus GN=Vps28 PE=2 SV=1 3 23.5 8.7 14.9 2.7 1.57 0.64 89.6 37.6 63.2 2.4 1.42 0.71
Q9CYX7_RRP15_MOUSE Rrp15 RRP15-like protein OS=Mus musculus GN=Rrp15 PE=1 SV=2 2 12.4 4.6 7.9 2.7 1.57 0.64 24.8 9.2 15.4 2.7 1.61 0.62
Q9D071_MMS19_MOUSE Mms19 MMS19 nucleotide excision repair protein homolog OS=Mus musculus GN=Mms19 PE=2 SV=1 1 9.1 3.4 5.8 2.7 1.57 0.64 9.1 3.4 5.7 2.7 1.60 0.62
Q64727_VINC_MOUSE Vcl Vinculin OS=Mus musculus GN=Vcl PE=1 SV=4 44 34.5 12.8 22.0 2.7 1.57 0.64 1694.4 739.5 1243.4 2.3 1.36 0.73
P58802_TB10A_MOUSE Tbc1d10a TBC1 domain family member 10A OS=Mus musculus GN=Tbc1d10a PE=2 SV=1 1 12.4 4.6 7.9 2.7 1.57 0.64 12.4 4.6 7.7 2.7 1.60 0.62
Q9CPX6_ATG3_MOUSE Atg3 Ubiquitin-like-conjugating enzyme ATG3 OS=Mus musculus GN=Atg3 PE=1 SV=1 1 7.3 2.7 4.7 2.7 1.57 0.64 7.3 2.7 4.6 2.7 1.60 0.62
Q8CG70_P3H3_MOUSE Leprel2 Prolyl 3-hydroxylase 3 OS=Mus musculus GN=Leprel2 PE=2 SV=1 3 12.0 4.5 7.6 2.7 1.57 0.64 36.4 17.0 28.6 2.1 1.27 0.79
Q9CQ92_FIS1_MOUSE Fis1 Mitochondrial fission 1 protein OS=Mus musculus GN=Fis1 PE=1 SV=1 2 18.9 7.0 12.0 2.7 1.57 0.64 37.8 14.0 23.6 2.7 1.60 0.63
Q8BKH7_SIN1_MOUSE Mapkap1 Target of rapamycin complex 2 subunit MAPKAP1 OS=Mus musculus GN=Mapkap1 PE=1 SV=1 1 15.5 5.8 9.9 2.7 1.57 0.64 15.5 5.8 9.7 2.7 1.60 0.63
Q9D3E6_STAG1_MOUSE Stag1 Cohesin subunit SA-1 OS=Mus musculus GN=Stag1 PE=2 SV=3 16 14.5 5.4 9.3 2.7 1.57 0.64 299.5 118.9 199.9 2.5 1.50 0.67
P35550_FBRL_MOUSE Fbl rRNA 2'-O-methyltransferase fibrillarin OS=Mus musculus GN=Fbl PE=2 SV=2 22 25.9 9.7 16.6 2.7 1.57 0.64 1177.3 617.7 1038.7 1.9 1.13 0.88
O54692_ZW10_MOUSE Zw10 Centromere/kinetochore protein zw10 homolog OS=Mus musculus GN=Zw10 PE=2 SV=3 3 13.3 4.9 8.5 2.7 1.57 0.64 33.5 16.9 28.4 2.0 1.18 0.85
O08917_FLOT1_MOUSE Flot1 Flotillin-1 OS=Mus musculus GN=Flot1 PE=1 SV=1 1 6.7 2.5 4.3 2.7 1.57 0.64 6.7 2.5 4.2 2.7 1.60 0.63
Q9QYJ0_DNJA2_MOUSE Dnaja2 DnaJ homolog subfamily A member 2 OS=Mus musculus GN=Dnaja2 PE=1 SV=1 11 40.4 15.0 25.8 2.7 1.57 0.64 523.0 242.8 408.2 2.2 1.28 0.78
A0A087WPH4_A0A087WPH4_MOUSEGm6358 Protein Gm6358 OS=Mus musculus GN=Gm6358 PE=4 SV=1 1 16.3 6.1 10.4 2.7 1.57 0.64 16.3 6.1 10.2 2.7 1.60 0.63
O35218_CPSF2_MOUSE Cpsf2 Cleavage and polyadenylation specificity factor subunit 2 OS=Mus musculus GN=Cpsf2 PE=1 SV=1 21 22.5 8.4 14.4 2.7 1.57 0.64 507.7 311.6 524.0 1.6 0.97 1.03
Q6P9Q6_FKB15_MOUSE Fkbp15 FK506-binding protein 15 OS=Mus musculus GN=Fkbp15 PE=1 SV=2 7 9.9 3.7 6.3 2.7 1.57 0.64 71.3 27.5 46.2 2.6 1.54 0.65
P12367_KAP2_MOUSE Prkar2a cAMP-dependent protein kinase type II-alpha regulatory subunit OS=Mus musculus GN=Prkar2a PE=1 SV=2 4 11.9 4.4 7.6 2.7 1.57 0.64 48.0 18.2 30.6 2.6 1.57 0.64
Q9JJA4_WDR12_MOUSE Wdr12 Ribosome biogenesis protein WDR12 OS=Mus musculus GN=Wdr12 PE=2 SV=1 3 9.5 3.5 6.0 2.7 1.56 0.64 34.9 25.1 42.2 1.4 0.83 1.21
Q3UH28_Q3UH28_MOUSE Zmynd8 Protein Zmynd8 OS=Mus musculus GN=Zmynd8 PE=1 SV=1 7 7.1 2.6 4.5 2.7 1.56 0.64 86.7 28.6 48.1 3.0 1.80 0.55
Q64028_PHC1_MOUSE Phc1 Polyhomeotic-like protein 1 OS=Mus musculus GN=Phc1 PE=1 SV=2 1 6.3 2.3 4.0 2.7 1.56 0.64 6.3 2.3 3.9 2.7 1.59 0.63
Q30D77_COOA1_MOUSE Col24a1 Collagen alpha-1(XXIV) chain OS=Mus musculus GN=Col24a1 PE=2 SV=2 1 5.5 2.0 3.5 2.7 1.56 0.64 5.5 2.0 3.4 2.7 1.59 0.63
Q9JM62_REEP6_MOUSE Reep6 Receptor expression-enhancing protein 6 OS=Mus musculus GN=Reep6 PE=1 SV=1 1 22.6 8.4 14.4 2.7 1.56 0.64 22.6 8.4 14.2 2.7 1.59 0.63
Q8R361_RFIP5_MOUSE Rab11fip5 Rab11 family-interacting protein 5 OS=Mus musculus GN=Rab11fip5 PE=1 SV=2 2 12.5 4.7 8.0 2.7 1.56 0.64 24.9 9.3 15.6 2.7 1.59 0.63
P58501_PAXB1_MOUSE Paxbp1 PAX3- and PAX7-binding protein 1 OS=Mus musculus GN=Paxbp1 PE=1 SV=3 9 15.7 5.9 10.1 2.7 1.56 0.64 132.2 52.6 88.5 2.5 1.49 0.67
Q80U49_C170B_MOUSE Cep170b Centrosomal protein of 170 kDa protein B OS=Mus musculus GN=Cep170b PE=1 SV=2 2 8.3 3.1 5.3 2.7 1.56 0.64 16.6 6.2 10.5 2.7 1.59 0.63
Q6PB44_PTN23_MOUSE Ptpn23 Tyrosine-protein phosphatase non-receptor type 23 OS=Mus musculus GN=Ptpn23 PE=1 SV=2 20 18.0 6.7 11.5 2.7 1.56 0.64 440.8 153.1 257.4 2.9 1.71 0.58
Q9D7Z3_NOL7_MOUSE Nol7 Nucleolar protein 7 OS=Mus musculus GN=Nol7 PE=1 SV=1 3 9.1 3.4 5.8 2.7 1.56 0.64 23.2 10.1 17.0 2.3 1.36 0.73
Q3UJB9_EDC4_MOUSE Edc4 Enhancer of mRNA-decapping protein 4 OS=Mus musculus GN=Edc4 PE=1 SV=2 52 22.6 8.4 14.5 2.7 1.56 0.64 1711.2 622.6 1046.8 2.7 1.63 0.61
Q8CAS9_PARP9_MOUSE Parp9 Poly [ADP-ribose] polymerase 9 OS=Mus musculus GN=Parp9 PE=1 SV=2 28 28.8 10.8 18.5 2.7 1.56 0.64 943.8 449.8 756.4 2.1 1.25 0.80
P42932_TCPQ_MOUSE Cct8 T-complex protein 1 subunit theta OS=Mus musculus GN=Cct8 PE=1 SV=3 50 40.6 15.2 26.0 2.7 1.56 0.64 2396.9 1020.4 1715.7 2.3 1.40 0.72
D6RI42_D6RI42_MOUSE Zc3h7a Protein Zc3h7a OS=Mus musculus GN=Zc3h7a PE=4 SV=1 1 6.2 2.3 4.0 2.7 1.56 0.64 6.2 2.3 3.9 2.7 1.59 0.63
Q91W53_GOGA7_MOUSE Golga7 Golgin subfamily A member 7 OS=Mus musculus GN=Golga7 PE=2 SV=1 2 7.4 2.8 4.8 2.7 1.56 0.64 14.8 5.5 9.3 2.7 1.59 0.63



Q3UMG5_LRCH2_MOUSE Lrch2 Leucine-rich repeat and calponin homology domain-containing protein 2 OS=Mus musculus GN=Lrch2 PE=2 SV=23 13.0 4.9 8.4 2.7 1.56 0.64 31.8 12.8 21.5 2.5 1.48 0.68
Q8CI95_OSB11_MOUSE Osbpl11 Oxysterol-binding protein-related protein 11 OS=Mus musculus GN=Osbpl11 PE=1 SV=2 2 17.6 6.6 11.3 2.7 1.56 0.64 35.1 13.2 22.2 2.7 1.59 0.63
Q8VHR5_P66B_MOUSE Gatad2b Transcriptional repressor p66-beta OS=Mus musculus GN=Gatad2b PE=1 SV=1 18 22.2 8.3 14.3 2.7 1.55 0.64 483.7 178.0 299.3 2.7 1.62 0.62
E9Q6R7_E9Q6R7_MOUSE Utrn Protein Utrn OS=Mus musculus GN=Utrn PE=1 SV=1 54 22.1 8.3 14.2 2.7 1.55 0.64 1150.3 462.3 777.3 2.5 1.48 0.68
P30415_NKTR_MOUSE Nktr NK-tumor recognition protein OS=Mus musculus GN=Nktr PE=1 SV=4 2 14.0 5.2 9.0 2.7 1.55 0.64 27.9 10.5 17.6 2.7 1.58 0.63
Q91Z31_PTBP2_MOUSE Ptbp2 Polypyrimidine tract-binding protein 2 OS=Mus musculus GN=Ptbp2 PE=1 SV=2 25 25.5 9.6 16.4 2.7 1.55 0.64 1297.1 400.5 673.4 3.2 1.93 0.52
Q9QZB7_ARP10_MOUSE Actr10 Actin-related protein 10 OS=Mus musculus GN=Actr10 PE=1 SV=2 2 8.7 3.2 5.6 2.7 1.55 0.64 17.3 6.5 10.9 2.7 1.58 0.63
Q6P5B0_RRP12_MOUSE Rrp12 RRP12-like protein OS=Mus musculus GN=Rrp12 PE=1 SV=1 7 10.8 4.1 6.9 2.7 1.55 0.65 79.8 29.3 49.2 2.7 1.62 0.62
Q61545_EWS_MOUSE Ewsr1 RNA-binding protein EWS OS=Mus musculus GN=Ewsr1 PE=1 SV=2 3 25.1 9.4 16.2 2.7 1.55 0.65 78.0 27.4 46.0 2.8 1.69 0.59
Q8BNV1_TRM2A_MOUSE Trmt2a tRNA (uracil-5-)-methyltransferase homolog A OS=Mus musculus GN=Trmt2a PE=2 SV=1 1 11.2 4.2 7.2 2.7 1.55 0.65 11.2 4.2 7.1 2.7 1.58 0.63
Q62448_IF4G2_MOUSE Eif4g2 Eukaryotic translation initiation factor 4 gamma 2 OS=Mus musculus GN=Eif4g2 PE=1 SV=2 10 11.5 4.3 7.4 2.7 1.55 0.65 239.7 144.7 243.3 1.7 0.99 1.02
Q04692_SMRCD_MOUSE Smarcad1 SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily A containing DEAD/H box 1 OS=Mus musculus GN=Smarcad1 PE=1 SV=21 8.5 3.2 5.5 2.7 1.55 0.65 8.5 3.2 5.4 2.7 1.58 0.63
Q91YE6_IPO9_MOUSE Ipo9 Importin-9 OS=Mus musculus GN=Ipo9 PE=1 SV=3 3 7.4 2.8 4.8 2.7 1.55 0.65 19.9 55.2 92.9 0.4 0.21 4.66
Q8R570_SNP47_MOUSE Snap47 Synaptosomal-associated protein 47 OS=Mus musculus GN=Snap47 PE=1 SV=1 3 8.2 3.1 5.3 2.7 1.55 0.65 21.4 8.4 14.2 2.5 1.51 0.66
Q9R1R2_TRIM3_MOUSE Trim3 Tripartite motif-containing protein 3 OS=Mus musculus GN=Trim3 PE=1 SV=1 5 15.7 5.9 10.2 2.7 1.55 0.65 77.0 29.1 49.0 2.6 1.57 0.64
P81069_GABP2_MOUSE Gabpb2 GA-binding protein subunit beta-2 OS=Mus musculus GN=Gabpb2 PE=2 SV=2 3 9.1 3.4 5.9 2.7 1.55 0.65 24.5 15.7 26.3 1.6 0.93 1.07
Q8VI84_NOC3L_MOUSE Noc3l Nucleolar complex protein 3 homolog OS=Mus musculus GN=Noc3l PE=2 SV=2 1 22.5 8.5 14.6 2.7 1.55 0.65 22.5 8.5 14.3 2.7 1.58 0.63
P70271_PDLI4_MOUSE Pdlim4 PDZ and LIM domain protein 4 OS=Mus musculus GN=Pdlim4 PE=1 SV=3 11 31.8 12.0 20.6 2.7 1.55 0.65 379.0 150.4 253.0 2.5 1.50 0.67
Q9D1H7_GET4_MOUSE Get4 Golgi to ER traffic protein 4 homolog OS=Mus musculus GN=Get4 PE=2 SV=2 2 16.3 6.1 10.5 2.7 1.55 0.65 32.6 12.3 20.7 2.7 1.58 0.63
Q80ZM5_Q80ZM5_MOUSE H1fx H1 histone family, member X OS=Mus musculus GN=H1fx PE=1 SV=1 12 74.6 28.1 48.2 2.7 1.55 0.65 1481.5 510.9 859.1 2.9 1.72 0.58
Q99J95_CDK9_MOUSE Cdk9 Cyclin-dependent kinase 9 OS=Mus musculus GN=Cdk9 PE=1 SV=1 5 12.8 4.8 8.3 2.7 1.55 0.65 61.9 22.5 37.8 2.8 1.64 0.61
Q99JX4_EIF3M_MOUSE Eif3m Eukaryotic translation initiation factor 3 subunit M OS=Mus musculus GN=Eif3m PE=2 SV=1 6 21.2 8.0 13.7 2.7 1.55 0.65 195.8 51.5 86.5 3.8 2.26 0.44
Q9D8C6_MED11_MOUSE Med11 Mediator of RNA polymerase II transcription subunit 11 OS=Mus musculus GN=Med11 PE=1 SV=1 2 23.9 9.0 15.4 2.7 1.55 0.65 47.7 18.0 30.3 2.7 1.58 0.63
P61620_S61A1_MOUSE Sec61a1 Protein transport protein Sec61 subunit alpha isoform 1 OS=Mus musculus GN=Sec61a1 PE=2 SV=2 2 29.5 11.1 19.1 2.6 1.55 0.65 59.0 22.3 37.4 2.6 1.58 0.63
Q9CQ80_VPS25_MOUSE Vps25 Vacuolar protein-sorting-associated protein 25 OS=Mus musculus GN=Vps25 PE=2 SV=1 1 8.7 3.3 5.6 2.6 1.55 0.65 8.7 3.3 5.5 2.6 1.58 0.63
Q8R5C5_ACTY_MOUSE Actr1b Beta-centractin OS=Mus musculus GN=Actr1b PE=1 SV=1 13 24.9 9.4 16.1 2.6 1.54 0.65 568.2 275.2 462.7 2.1 1.23 0.81
Q61087_LAMB3_MOUSE Lamb3 Laminin subunit beta-3 OS=Mus musculus GN=Lamb3 PE=2 SV=2 1 4.5 1.7 2.9 2.6 1.54 0.65 4.5 1.7 2.8 2.6 1.57 0.64
Q6PHZ5_RB15B_MOUSE Rbm15b Putative RNA-binding protein 15B OS=Mus musculus GN=Rbm15b PE=1 SV=2 9 15.5 5.8 10.0 2.6 1.54 0.65 129.4 51.8 87.1 2.5 1.49 0.67
Q8BKI2_TNR6B_MOUSE Tnrc6b Trinucleotide repeat-containing gene 6B protein OS=Mus musculus GN=Tnrc6b PE=2 SV=2 3 8.9 3.4 5.8 2.6 1.54 0.65 27.2 11.2 18.8 2.4 1.45 0.69
Q9D4H1_EXOC2_MOUSE Exoc2 Exocyst complex component 2 OS=Mus musculus GN=Exoc2 PE=1 SV=1 8 15.6 5.9 10.1 2.6 1.54 0.65 122.8 44.4 74.7 2.8 1.64 0.61
A2AIV2_VIR_MOUSE Kiaa1429 Protein virilizer homolog OS=Mus musculus GN=Kiaa1429 PE=1 SV=1 7 10.1 3.8 6.6 2.6 1.54 0.65 70.7 29.9 50.3 2.4 1.41 0.71
P43247_MSH2_MOUSE Msh2 DNA mismatch repair protein Msh2 OS=Mus musculus GN=Msh2 PE=1 SV=1 31 22.0 8.3 14.3 2.6 1.54 0.65 676.6 610.6 1026.8 1.1 0.66 1.52
O35609_SCAM3_MOUSE Scamp3 Secretory carrier-associated membrane protein 3 OS=Mus musculus GN=Scamp3 PE=1 SV=3 5 35.5 13.4 23.1 2.6 1.54 0.65 155.1 50.6 85.2 3.1 1.82 0.55
P70288_HDAC2_MOUSE Hdac2 Histone deacetylase 2 OS=Mus musculus GN=Hdac2 PE=1 SV=1 7 17.8 6.7 11.6 2.6 1.54 0.65 121.6 43.0 72.3 2.8 1.68 0.59
Q8BZQ7_ANC2_MOUSE Anapc2 Anaphase-promoting complex subunit 2 OS=Mus musculus GN=Anapc2 PE=1 SV=2 3 8.8 3.3 5.7 2.6 1.54 0.65 29.1 9.6 16.1 3.0 1.81 0.55
E9PYH6_E9PYH6_MOUSE Setd1a Protein Setd1a OS=Mus musculus GN=Setd1a PE=4 SV=1 16 11.4 4.3 7.4 2.6 1.54 0.65 238.9 72.8 122.5 3.3 1.95 0.51
P61750_ARF4_MOUSE Arf4 ADP-ribosylation factor 4 OS=Mus musculus GN=Arf4 PE=1 SV=2 3 16.0 6.1 10.4 2.6 1.54 0.65 44.8 20.8 35.0 2.1 1.28 0.78
Q4FK66_PR38A_MOUSE Prpf38a Pre-mRNA-splicing factor 38A OS=Mus musculus GN=Prpf38a PE=1 SV=1 6 20.4 7.8 13.3 2.6 1.54 0.65 106.7 66.5 111.8 1.6 0.95 1.05
Q64364_CD2A2_MOUSE Cdkn2a Cyclin-dependent kinase inhibitor 2A, isoform 3 OS=Mus musculus GN=Cdkn2a PE=1 SV=1 1 26.9 10.2 17.5 2.6 1.54 0.65 26.9 10.2 17.2 2.6 1.57 0.64
P97351_RS3A_MOUSE Rps3a 40S ribosomal protein S3a OS=Mus musculus GN=Rps3a PE=1 SV=3 22 85.2 32.4 55.5 2.6 1.54 0.65 3146.4 1214.7 2042.5 2.6 1.54 0.65
P01902_HA1D_MOUSE H2-K1 H-2 class I histocompatibility antigen, K-D alpha chain OS=Mus musculus GN=H2-K1 PE=1 SV=1 1 10.4 4.0 6.8 2.6 1.54 0.65 10.4 4.0 6.7 2.6 1.57 0.64
Q07417_ACADS_MOUSE Acads Short-chain specific acyl-CoA dehydrogenase, mitochondrial OS=Mus musculus GN=Acads PE=1 SV=2 1 6.2 2.4 4.1 2.6 1.54 0.65 6.2 2.4 4.0 2.6 1.57 0.64
Q58A65_JIP4_MOUSE Spag9 C-Jun-amino-terminal kinase-interacting protein 4 OS=Mus musculus GN=Spag9 PE=1 SV=2 1 5.6 2.1 3.6 2.6 1.53 0.65 5.6 2.1 3.6 2.6 1.56 0.64
P0CG15_CTF8_MOUSE Chtf8 Chromosome transmission fidelity protein 8 homolog OS=Mus musculus GN=Chtf8 PE=2 SV=1 2 18.8 7.1 12.3 2.6 1.53 0.65 37.6 14.3 24.0 2.6 1.56 0.64
P68373_TBA1C_MOUSE Tuba1c Tubulin alpha-1C chain OS=Mus musculus GN=Tuba1c PE=1 SV=1 6 54.3 20.7 35.4 2.6 1.53 0.65 545.5 245.5 412.7 2.2 1.32 0.76
P42208_SEPT2_MOUSE 2-Sep Septin-2 OS=Mus musculus GN=Sept2 PE=1 SV=2 5 19.4 7.4 12.7 2.6 1.53 0.65 107.5 36.4 61.2 3.0 1.76 0.57
Q65Z40_WAPL_MOUSE Wapal Wings apart-like protein homolog OS=Mus musculus GN=Wapal PE=1 SV=2 11 11.8 4.5 7.7 2.6 1.53 0.65 149.1 52.0 87.4 2.9 1.70 0.59
Q62481_VPS72_MOUSE Vps72 Vacuolar protein sorting-associated protein 72 homolog OS=Mus musculus GN=Vps72 PE=2 SV=2 3 28.1 10.7 18.4 2.6 1.53 0.65 123.3 50.7 85.2 2.4 1.45 0.69
Q9DBT5_AMPD2_MOUSE Ampd2 AMP deaminase 2 OS=Mus musculus GN=Ampd2 PE=1 SV=1 1 7.6 2.9 5.0 2.6 1.53 0.65 7.6 2.9 4.9 2.6 1.56 0.64
Q8CGZ0_CHERP_MOUSE Cherp Calcium homeostasis endoplasmic reticulum protein OS=Mus musculus GN=Cherp PE=1 SV=1 16 29.0 11.0 18.9 2.6 1.53 0.65 769.6 231.2 388.8 3.3 1.98 0.51
Q8CIB5_FERM2_MOUSE Fermt2 Fermitin family homolog 2 OS=Mus musculus GN=Fermt2 PE=1 SV=1 9 20.2 7.7 13.2 2.6 1.53 0.65 164.4 58.2 97.8 2.8 1.68 0.59
P14576_SRP54_MOUSE Srp54 Signal recognition particle 54 kDa protein OS=Mus musculus GN=Srp54 PE=1 SV=2 22 26.1 9.9 17.0 2.6 1.53 0.65 853.0 397.2 667.9 2.1 1.28 0.78
Q8K273_MMGT1_MOUSE Mmgt1 Membrane magnesium transporter 1 OS=Mus musculus GN=Mmgt1 PE=2 SV=1 1 14.9 5.7 9.7 2.6 1.53 0.65 14.9 5.7 9.5 2.6 1.56 0.64
B9EJ54_B9EJ54_MOUSE Nup205 MCG21756, isoform CRA_b OS=Mus musculus GN=Nup205 PE=2 SV=1 5 8.4 3.2 5.5 2.6 1.53 0.65 45.1 18.6 31.2 2.4 1.45 0.69
P16330_CN37_MOUSE Cnp 2',3'-cyclic-nucleotide 3'-phosphodiesterase OS=Mus musculus GN=Cnp PE=1 SV=3 1 8.0 3.1 5.2 2.6 1.53 0.65 8.0 3.1 5.1 2.6 1.56 0.64
Q3UZ01_RBM40_MOUSE Rnpc3 RNA-binding protein 40 OS=Mus musculus GN=Rnpc3 PE=2 SV=2 1 7.2 2.8 4.7 2.6 1.53 0.65 7.2 2.8 4.6 2.6 1.56 0.64
P62196_PRS8_MOUSE Psmc5 26S protease regulatory subunit 8 OS=Mus musculus GN=Psmc5 PE=1 SV=1 12 19.4 7.4 12.7 2.6 1.53 0.65 258.7 87.7 147.5 2.9 1.75 0.57
Q6ZPV2_INO80_MOUSE Ino80 DNA helicase INO80 OS=Mus musculus GN=Ino80 PE=2 SV=2 1 4.9 1.9 3.2 2.6 1.53 0.65 4.9 1.9 3.1 2.6 1.56 0.64
Q7TMI3_UHRF2_MOUSE Uhrf2 E3 ubiquitin-protein ligase UHRF2 OS=Mus musculus GN=Uhrf2 PE=1 SV=1 3 5.3 2.0 3.5 2.6 1.53 0.66 14.9 8.4 14.2 1.8 1.05 0.95
P80317_TCPZ_MOUSE Cct6a T-complex protein 1 subunit zeta OS=Mus musculus GN=Cct6a PE=1 SV=3 33 79.8 30.5 52.3 2.6 1.53 0.66 3343.9 1291.2 2171.1 2.6 1.54 0.65
Q8R0L9_TADA3_MOUSE Tada3 Transcriptional adapter 3 OS=Mus musculus GN=Tada3 PE=1 SV=1 6 20.3 7.8 13.3 2.6 1.53 0.66 125.2 45.2 75.9 2.8 1.65 0.61
Q61510_TRI25_MOUSE Trim25 E3 ubiquitin/ISG15 ligase TRIM25 OS=Mus musculus GN=Trim25 PE=1 SV=2 9 12.8 4.9 8.4 2.6 1.52 0.66 120.3 62.6 105.2 1.9 1.14 0.87
P42567_EPS15_MOUSE Eps15 Epidermal growth factor receptor substrate 15 OS=Mus musculus GN=Eps15 PE=1 SV=1 2 6.2 2.4 4.1 2.6 1.52 0.66 12.4 4.7 8.0 2.6 1.55 0.64
Q9Z2X1_HNRPF_MOUSE Hnrnpf Heterogeneous nuclear ribonucleoprotein F OS=Mus musculus GN=Hnrnpf PE=1 SV=3 27 100.1 38.3 65.8 2.6 1.52 0.66 6973.5 3476.5 5845.6 2.0 1.19 0.84
Q8CD76_Q8CD76_MOUSE Klc1 Kinesin light chain 1 OS=Mus musculus GN=Klc1 PE=1 SV=1 7 13.4 5.1 8.8 2.6 1.52 0.66 81.2 34.1 57.4 2.4 1.42 0.71
D3YVW2_D3YVW2_MOUSE Golim4 Golgi integral membrane protein 4 OS=Mus musculus GN=Golim4 PE=1 SV=1 4 16.8 6.4 11.0 2.6 1.52 0.66 56.3 23.2 39.0 2.4 1.44 0.69
Q9R078_AAKB1_MOUSE Prkab1 5'-AMP-activated protein kinase subunit beta-1 OS=Mus musculus GN=Prkab1 PE=1 SV=2 4 11.3 4.3 7.4 2.6 1.52 0.66 57.3 21.6 36.3 2.7 1.58 0.63
P62908_RS3_MOUSE Rps3 40S ribosomal protein S3 OS=Mus musculus GN=Rps3 PE=1 SV=1 34 96.4 37.0 63.4 2.6 1.52 0.66 5987.8 2298.4 3864.6 2.6 1.55 0.65
F7AI87_F7AI87_MOUSE Psmd4 26S proteasome non-ATPase regulatory subunit 4 (Fragment) OS=Mus musculus GN=Psmd4 PE=1 SV=1 2 7.1 2.7 4.7 2.6 1.52 0.66 14.2 5.4 9.2 2.6 1.55 0.64
O35648_CETN3_MOUSE Cetn3 Centrin-3 OS=Mus musculus GN=Cetn3 PE=2 SV=1 1 8.7 3.3 5.7 2.6 1.52 0.66 8.7 3.3 5.6 2.6 1.55 0.65
Q60932_VDAC1_MOUSE Vdac1 Voltage-dependent anion-selective channel protein 1 OS=Mus musculus GN=Vdac1 PE=1 SV=3 9 40.6 15.6 26.7 2.6 1.52 0.66 470.7 129.9 218.5 3.6 2.15 0.46
Q9Z0U1_ZO2_MOUSE Tjp2 Tight junction protein ZO-2 OS=Mus musculus GN=Tjp2 PE=1 SV=2 55 35.3 13.5 23.2 2.6 1.52 0.66 2393.5 931.3 1566.0 2.6 1.53 0.65
Q99JH8_ERD21_MOUSE Kdelr1 ER lumen protein-retaining receptor 1 OS=Mus musculus GN=Kdelr1 PE=2 SV=1 2 32.8 12.6 21.6 2.6 1.52 0.66 65.6 25.2 42.3 2.6 1.55 0.65
G5E8V9_G5E8V9_MOUSE Arfip1 MCG18094 OS=Mus musculus GN=Arfip1 PE=4 SV=1 11 26.3 10.1 17.3 2.6 1.52 0.66 314.1 113.7 191.3 2.8 1.64 0.61
Q9JL61_RFX5_MOUSE Rfx5 DNA-binding protein Rfx5 OS=Mus musculus GN=Rfx5 PE=1 SV=2 4 8.3 3.2 5.5 2.6 1.52 0.66 40.7 13.1 22.1 3.1 1.84 0.54
Q3UM18_LSG1_MOUSE Lsg1 Large subunit GTPase 1 homolog OS=Mus musculus GN=Lsg1 PE=2 SV=2 2 17.2 6.6 11.3 2.6 1.52 0.66 34.3 13.2 22.2 2.6 1.55 0.65
Q80YV2_NIPA_MOUSE Zc3hc1 Nuclear-interacting partner of ALK OS=Mus musculus GN=Zc3hc1 PE=1 SV=1 7 8.1 3.1 5.4 2.6 1.52 0.66 58.2 28.0 47.2 2.1 1.23 0.81
Q9QXK7_CPSF3_MOUSE Cpsf3 Cleavage and polyadenylation specificity factor subunit 3 OS=Mus musculus GN=Cpsf3 PE=1 SV=2 13 36.1 13.9 23.8 2.6 1.52 0.66 618.1 290.1 487.8 2.1 1.27 0.79
Q9CQT2_RBM7_MOUSE Rbm7 RNA-binding protein 7 OS=Mus musculus GN=Rbm7 PE=2 SV=1 8 31.6 12.2 20.9 2.6 1.52 0.66 327.0 130.5 219.4 2.5 1.49 0.67
O54941_SMCE1_MOUSE Smarce1 SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily E member 1 OS=Mus musculus GN=Smarce1 PE=1 SV=124 27.7 10.6 18.3 2.6 1.52 0.66 993.3 642.6 1080.6 1.5 0.92 1.09
Q91X20_ASH2L_MOUSE Ash2l Set1/Ash2 histone methyltransferase complex subunit ASH2 OS=Mus musculus GN=Ash2l PE=1 SV=1 3 10.2 3.9 6.8 2.6 1.52 0.66 39.3 14.8 24.9 2.7 1.58 0.63
Q8BQZ4_RLGPB_MOUSE Ralgapb Ral GTPase-activating protein subunit beta OS=Mus musculus GN=Ralgapb PE=1 SV=2 2 6.0 2.3 4.0 2.6 1.52 0.66 12.0 4.6 7.8 2.6 1.55 0.65
P97390_VPS45_MOUSE Vps45 Vacuolar protein sorting-associated protein 45 OS=Mus musculus GN=Vps45 PE=1 SV=1 3 10.9 4.2 7.2 2.6 1.52 0.66 34.2 12.8 21.5 2.7 1.59 0.63
Q64337_SQSTM_MOUSE Sqstm1 Sequestosome-1 OS=Mus musculus GN=Sqstm1 PE=1 SV=1 3 10.8 4.2 7.1 2.6 1.51 0.66 34.7 13.4 22.6 2.6 1.54 0.65
Q5SF07_IF2B2_MOUSE Igf2bp2 Insulin-like growth factor 2 mRNA-binding protein 2 OS=Mus musculus GN=Igf2bp2 PE=1 SV=1 29 31.1 12.0 20.6 2.6 1.51 0.66 1283.6 409.5 688.5 3.1 1.86 0.54
Q8CH72_TRI32_MOUSE Trim32 E3 ubiquitin-protein ligase TRIM32 OS=Mus musculus GN=Trim32 PE=1 SV=2 2 10.5 4.1 6.9 2.6 1.51 0.66 21.0 8.1 13.6 2.6 1.54 0.65
Q9Z2I9_SUCB1_MOUSE Sucla2 Succinyl-CoA ligase [ADP-forming] subunit beta, mitochondrial OS=Mus musculus GN=Sucla2 PE=1 SV=2 2 16.6 6.4 11.0 2.6 1.51 0.66 33.3 12.8 21.6 2.6 1.54 0.65
Q91VA7_Q91VA7_MOUSE Idh3b Isocitrate dehydrogenase 3 (NAD+) beta OS=Mus musculus GN=Idh3b PE=2 SV=1 8 24.0 9.2 15.8 2.6 1.51 0.66 183.6 91.3 153.5 2.0 1.20 0.84
P80314_TCPB_MOUSE Cct2 T-complex protein 1 subunit beta OS=Mus musculus GN=Cct2 PE=1 SV=4 41 34.2 13.2 22.6 2.6 1.51 0.66 3376.8 1359.8 2286.5 2.5 1.48 0.68
Q61881_MCM7_MOUSE Mcm7 DNA replication licensing factor MCM7 OS=Mus musculus GN=Mcm7 PE=1 SV=1 24 17.8 6.9 11.8 2.6 1.51 0.66 457.0 216.1 363.3 2.1 1.26 0.80
P62301_RS13_MOUSE Rps13 40S ribosomal protein S13 OS=Mus musculus GN=Rps13 PE=1 SV=2 8 135.6 52.4 89.8 2.6 1.51 0.66 1828.8 672.3 1130.4 2.7 1.62 0.62
Q6DFV1_CNDG2_MOUSE Ncapg2 Condensin-2 complex subunit G2 OS=Mus musculus GN=Ncapg2 PE=2 SV=2 8 14.6 5.6 9.6 2.6 1.51 0.66 137.9 51.4 86.5 2.7 1.59 0.63
Q6PDH0_PHLB1_MOUSE Phldb1 Pleckstrin homology-like domain family B member 1 OS=Mus musculus GN=Phldb1 PE=1 SV=1 34 15.8 6.1 10.5 2.6 1.51 0.66 631.4 252.1 423.9 2.5 1.49 0.67
Q9CQJ2_PIHD1_MOUSE Pih1d1 PIH1 domain-containing protein 1 OS=Mus musculus GN=Pih1d1 PE=1 SV=1 3 20.2 7.8 13.4 2.6 1.51 0.66 51.4 26.6 44.7 1.9 1.15 0.87
Q9ERF3_WDR61_MOUSE Wdr61 WD repeat-containing protein 61 OS=Mus musculus GN=Wdr61 PE=2 SV=1 4 12.4 4.8 8.2 2.6 1.51 0.66 66.4 21.3 35.8 3.1 1.85 0.54
Q8VDM4_PSMD2_MOUSE Psmd2 26S proteasome non-ATPase regulatory subunit 2 OS=Mus musculus GN=Psmd2 PE=1 SV=1 7 12.9 5.0 8.6 2.6 1.51 0.66 95.6 41.1 69.1 2.3 1.38 0.72
F8WHY8_F8WHY8_MOUSE Mta1 Metastasis-associated protein MTA1 OS=Mus musculus GN=Mta1 PE=1 SV=1 11 15.2 5.9 10.1 2.6 1.51 0.66 188.3 82.5 138.8 2.3 1.36 0.74
P70404_IDHG1_MOUSE Idh3g Isocitrate dehydrogenase [NAD] subunit gamma 1, mitochondrial OS=Mus musculus GN=Idh3g PE=1 SV=1 2 66.4 25.7 44.1 2.6 1.51 0.66 132.8 51.4 86.4 2.6 1.54 0.65
Q99J93_IFM2_MOUSE Ifitm2 Interferon-induced transmembrane protein 2 OS=Mus musculus GN=Ifitm2 PE=1 SV=1 3 20.0 7.8 13.3 2.6 1.51 0.66 106.9 58.4 98.2 1.8 1.09 0.92
Q9D6R2_IDH3A_MOUSE Idh3a Isocitrate dehydrogenase [NAD] subunit alpha, mitochondrial OS=Mus musculus GN=Idh3a PE=1 SV=1 15 30.2 11.7 20.0 2.6 1.51 0.66 701.7 242.6 408.0 2.9 1.72 0.58
P63017_HSP7C_MOUSE Hspa8 Heat shock cognate 71 kDa protein OS=Mus musculus GN=Hspa8 PE=1 SV=1 57 51.6 20.0 34.3 2.6 1.51 0.66 6441.5 2757.8 4637.1 2.3 1.39 0.72
Q8K4L0_DDX54_MOUSE Ddx54 ATP-dependent RNA helicase DDX54 OS=Mus musculus GN=Ddx54 PE=1 SV=1 10 9.7 3.8 6.5 2.6 1.50 0.67 137.5 50.9 85.5 2.7 1.61 0.62
Q9CXF7_CHD1L_MOUSE Chd1l Chromodomain-helicase-DNA-binding protein 1-like OS=Mus musculus GN=Chd1l PE=2 SV=1 1 7.3 2.8 4.8 2.6 1.50 0.67 7.3 2.8 4.7 2.6 1.53 0.65
Q9DAS9_GBG12_MOUSE Gng12 Guanine nucleotide-binding protein G(I)/G(S)/G(O) subunit gamma-12 OS=Mus musculus GN=Gng12 PE=1 SV=32 13.3 5.2 8.8 2.6 1.50 0.67 26.5 10.3 17.3 2.6 1.53 0.65
P63037_DNJA1_MOUSE Dnaja1 DnaJ homolog subfamily A member 1 OS=Mus musculus GN=Dnaja1 PE=1 SV=1 9 30.7 11.9 20.5 2.6 1.50 0.67 421.8 207.0 348.1 2.0 1.21 0.83
Q6DID5_MUM1_MOUSE Mum1 PWWP domain-containing protein MUM1 OS=Mus musculus GN=Mum1 PE=2 SV=1 1 13.2 5.1 8.8 2.6 1.50 0.67 13.2 5.1 8.7 2.6 1.53 0.65
Q80U72_SCRIB_MOUSE Scrib Protein scribble homolog OS=Mus musculus GN=Scrib PE=1 SV=2 11 11.2 4.4 7.5 2.6 1.50 0.67 141.1 47.0 79.1 3.0 1.78 0.56
Q99PU8_DHX30_MOUSE Dhx30 Putative ATP-dependent RNA helicase DHX30 OS=Mus musculus GN=Dhx30 PE=2 SV=1 15 12.9 5.0 8.6 2.6 1.50 0.67 208.7 86.3 145.1 2.4 1.44 0.70
Q9WU00_NRF1_MOUSE Nrf1 Nuclear respiratory factor 1 OS=Mus musculus GN=Nrf1 PE=2 SV=2 3 19.6 7.6 13.1 2.6 1.50 0.67 62.7 24.5 41.2 2.6 1.52 0.66
E9Q586_E9Q586_MOUSE Dctn1 Dynactin subunit 1 OS=Mus musculus GN=Dctn1 PE=4 SV=1 47 18.6 7.2 12.4 2.6 1.50 0.67 1176.2 469.7 789.8 2.5 1.49 0.67
Q99PL5_RRBP1_MOUSE Rrbp1 Ribosome-binding protein 1 OS=Mus musculus GN=Rrbp1 PE=1 SV=2 5 7.3 2.9 4.9 2.6 1.50 0.67 38.9 21.4 36.0 1.8 1.08 0.92
P48036_ANXA5_MOUSE Anxa5 Annexin A5 OS=Mus musculus GN=Anxa5 PE=1 SV=1 9 44.0 17.2 29.4 2.6 1.49 0.67 360.7 151.5 254.7 2.4 1.42 0.71
P67871_CSK2B_MOUSE Csnk2b Casein kinase II subunit beta OS=Mus musculus GN=Csnk2b PE=1 SV=1 6 37.2 14.5 24.9 2.6 1.49 0.67 234.3 94.8 159.5 2.5 1.47 0.68
Q80V26_IMPA3_MOUSE Impad1 Inositol monophosphatase 3 OS=Mus musculus GN=Impad1 PE=1 SV=1 1 9.5 3.7 6.3 2.6 1.49 0.67 9.5 3.7 6.2 2.6 1.52 0.66
P62492_RB11A_MOUSE Rab11a Ras-related protein Rab-11A OS=Mus musculus GN=Rab11a PE=1 SV=3 14 39.5 15.4 26.4 2.6 1.49 0.67 1268.5 443.5 745.7 2.9 1.70 0.59
Q8CHY6_P66A_MOUSE Gatad2a Transcriptional repressor p66 alpha OS=Mus musculus GN=Gatad2a PE=1 SV=2 16 16.0 6.2 10.7 2.6 1.49 0.67 283.3 110.8 186.2 2.6 1.52 0.66
Q9JKP5_MBNL1_MOUSE Mbnl1 Muscleblind-like protein 1 OS=Mus musculus GN=Mbnl1 PE=1 SV=1 1 8.3 3.2 5.6 2.6 1.49 0.67 8.3 3.2 5.5 2.6 1.52 0.66
Q8C9S4_CC186_MOUSE Ccdc186 Coiled-coil domain-containing protein 186 OS=Mus musculus GN=Ccdc186 PE=2 SV=2 1 9.3 3.6 6.2 2.6 1.49 0.67 9.3 3.6 6.1 2.6 1.52 0.66
P61406_EST1A_MOUSE Smg6 Telomerase-binding protein EST1A OS=Mus musculus GN=Smg6 PE=1 SV=1 1 4.9 1.9 3.3 2.6 1.49 0.67 4.9 1.9 3.2 2.6 1.52 0.66
Q8BHZ4_ZN592_MOUSE Znf592 Zinc finger protein 592 OS=Mus musculus GN=Znf592 PE=2 SV=3 3 7.7 3.0 5.2 2.6 1.49 0.67 27.0 9.1 15.4 3.0 1.76 0.57
Q9DCN2_NB5R3_MOUSE Cyb5r3 NADH-cytochrome b5 reductase 3 OS=Mus musculus GN=Cyb5r3 PE=1 SV=3 17 22.7 8.9 15.2 2.6 1.49 0.67 486.8 167.0 280.9 2.9 1.73 0.58
Q8VEH3_ARL8A_MOUSE Arl8a ADP-ribosylation factor-like protein 8A OS=Mus musculus GN=Arl8a PE=2 SV=1 4 13.8 5.4 9.3 2.6 1.49 0.67 53.9 19.4 32.7 2.8 1.65 0.61
Q05D44_IF2P_MOUSE Eif5b Eukaryotic translation initiation factor 5B OS=Mus musculus GN=Eif5b PE=1 SV=2 1 11.2 4.4 7.5 2.6 1.49 0.67 11.2 4.4 7.3 2.6 1.52 0.66
Q60973_RBBP7_MOUSE Rbbp7 Histone-binding protein RBBP7 OS=Mus musculus GN=Rbbp7 PE=1 SV=1 4 22.9 9.0 15.4 2.6 1.49 0.67 100.1 37.7 63.5 2.7 1.58 0.63
Q8CGY8_OGT1_MOUSE Ogt UDP-N-acetylglucosamine--peptide N-acetylglucosaminyltransferase 110 kDa subunit OS=Mus musculus GN=Ogt PE=1 SV=214 11.5 4.5 7.7 2.6 1.49 0.67 179.0 67.9 114.2 2.6 1.57 0.64
P52432_RPAC1_MOUSE Polr1c DNA-directed RNA polymerases I and III subunit RPAC1 OS=Mus musculus GN=Polr1c PE=1 SV=3 4 24.6 9.6 16.5 2.6 1.49 0.67 111.5 61.0 102.5 1.8 1.09 0.92
Q9CYZ2_TPD54_MOUSE Tpd52l2 Tumor protein D54 OS=Mus musculus GN=Tpd52l2 PE=1 SV=1 4 14.6 5.7 9.8 2.6 1.49 0.67 68.4 27.4 46.1 2.5 1.48 0.67
P61965_WDR5_MOUSE Wdr5 WD repeat-containing protein 5 OS=Mus musculus GN=Wdr5 PE=1 SV=1 9 15.1 5.9 10.1 2.6 1.49 0.67 293.5 181.3 304.9 1.6 0.96 1.04
P99024_TBB5_MOUSE Tubb5 Tubulin beta-5 chain OS=Mus musculus GN=Tubb5 PE=1 SV=1 20 167.4 65.5 112.4 2.6 1.49 0.67 4368.2 2260.9 3801.6 1.9 1.15 0.87
Q9Z1X4_ILF3_MOUSE Ilf3 Interleukin enhancer-binding factor 3 OS=Mus musculus GN=Ilf3 PE=1 SV=2 32 22.1 8.6 14.8 2.6 1.49 0.67 890.6 373.3 627.7 2.4 1.42 0.70
P10630_IF4A2_MOUSE Eif4a2 Eukaryotic initiation factor 4A-II OS=Mus musculus GN=Eif4a2 PE=2 SV=2 8 15.4 6.1 10.4 2.6 1.49 0.67 195.0 75.3 126.7 2.6 1.54 0.65
O35350_CAN1_MOUSE Capn1 Calpain-1 catalytic subunit OS=Mus musculus GN=Capn1 PE=1 SV=1 11 11.3 4.4 7.6 2.6 1.49 0.67 124.9 49.7 83.5 2.5 1.50 0.67
Q8BG81_PDIP3_MOUSE Poldip3 Polymerase delta-interacting protein 3 OS=Mus musculus GN=Poldip3 PE=1 SV=1 10 32.6 12.8 21.9 2.6 1.49 0.67 358.6 131.3 220.8 2.7 1.62 0.62
Q9JIK5_DDX21_MOUSE Ddx21 Nucleolar RNA helicase 2 OS=Mus musculus GN=Ddx21 PE=1 SV=3 57 45.7 17.9 30.8 2.5 1.48 0.67 3772.1 1705.9 2868.5 2.2 1.32 0.76
Q6NZQ4_PAXI1_MOUSE Paxip1 PAX-interacting protein 1 OS=Mus musculus GN=Paxip1 PE=1 SV=1 1 7.1 2.8 4.8 2.5 1.48 0.67 7.1 2.8 4.7 2.5 1.51 0.66
Q8BKS9_K0020_MOUSE Kiaa0020 Pumilio domain-containing protein KIAA0020 OS=Mus musculus GN=Kiaa0020 PE=1 SV=2 3 16.6 6.5 11.2 2.5 1.48 0.67 47.1 19.0 31.9 2.5 1.47 0.68
Q61655_DD19A_MOUSE Ddx19a ATP-dependent RNA helicase DDX19A OS=Mus musculus GN=Ddx19a PE=2 SV=2 35 18.2 7.2 12.3 2.5 1.48 0.68 995.9 393.5 661.6 2.5 1.51 0.66
Q8K2X3_STN1_MOUSE Obfc1 CST complex subunit STN1 OS=Mus musculus GN=Obfc1 PE=1 SV=2 3 12.3 4.8 8.3 2.5 1.48 0.68 46.4 17.6 29.6 2.6 1.57 0.64
P38585_TTL_MOUSE Ttl Tubulin--tyrosine ligase OS=Mus musculus GN=Ttl PE=2 SV=2 1 6.8 2.7 4.6 2.5 1.48 0.68 6.8 2.7 4.5 2.5 1.51 0.66
Q3UQN2_FCHO2_MOUSE Fcho2 F-BAR domain only protein 2 OS=Mus musculus GN=Fcho2 PE=1 SV=1 1 4.0 1.6 2.7 2.5 1.48 0.68 4.0 1.6 2.7 2.5 1.51 0.66
Q8CGC7_SYEP_MOUSE Eprs Bifunctional glutamate/proline--tRNA ligase OS=Mus musculus GN=Eprs PE=1 SV=4 4 8.5 3.4 5.7 2.5 1.48 0.68 39.3 17.5 29.5 2.2 1.33 0.75
Q6NZJ6_IF4G1_MOUSE Eif4g1 Eukaryotic translation initiation factor 4 gamma 1 OS=Mus musculus GN=Eif4g1 PE=1 SV=1 49 17.4 6.9 11.7 2.5 1.48 0.68 1153.5 444.3 747.1 2.6 1.54 0.65
Q9Z2W0_DNPEP_MOUSE Dnpep Aspartyl aminopeptidase OS=Mus musculus GN=Dnpep PE=2 SV=2 7 27.5 10.9 18.6 2.5 1.48 0.68 184.2 102.9 173.0 1.8 1.06 0.94
Q922F4_TBB6_MOUSE Tubb6 Tubulin beta-6 chain OS=Mus musculus GN=Tubb6 PE=1 SV=1 23 17.1 6.7 11.6 2.5 1.48 0.68 473.8 272.2 457.7 1.7 1.04 0.97
Q9D6K8_FUND2_MOUSE Fundc2 FUN14 domain-containing protein 2 OS=Mus musculus GN=Fundc2 PE=2 SV=1 1 8.8 3.5 6.0 2.5 1.48 0.68 8.8 3.5 5.9 2.5 1.51 0.66
Q80W00_PP1RA_MOUSE Ppp1r10 Serine/threonine-protein phosphatase 1 regulatory subunit 10 OS=Mus musculus GN=Ppp1r10 PE=1 SV=116 12.9 5.1 8.7 2.5 1.48 0.68 377.4 113.6 191.0 3.3 1.98 0.51
O88196_TTC3_MOUSE Ttc3 E3 ubiquitin-protein ligase TTC3 OS=Mus musculus GN=Ttc3 PE=2 SV=2 1 5.8 2.3 3.9 2.5 1.47 0.68 5.8 2.3 3.9 2.5 1.50 0.67
Q5ND34_WDR81_MOUSE Wdr81 WD repeat-containing protein 81 OS=Mus musculus GN=Wdr81 PE=1 SV=2 2 8.2 3.2 5.6 2.5 1.47 0.68 16.4 6.5 10.9 2.5 1.50 0.67
Q6PDQ2_CHD4_MOUSE Chd4 Chromodomain-helicase-DNA-binding protein 4 OS=Mus musculus GN=Chd4 PE=1 SV=1 83 24.7 9.8 16.8 2.5 1.47 0.68 3037.2 1196.5 2011.9 2.5 1.51 0.66
Q61656_DDX5_MOUSE Ddx5 Probable ATP-dependent RNA helicase DDX5 OS=Mus musculus GN=Ddx5 PE=1 SV=2 53 78.8 31.2 53.6 2.5 1.47 0.68 6511.2 2754.0 4630.8 2.4 1.41 0.71
Q80VI1_TRI56_MOUSE Trim56 E3 ubiquitin-protein ligase TRIM56 OS=Mus musculus GN=Trim56 PE=1 SV=1 12 16.8 6.7 11.4 2.5 1.47 0.68 200.0 85.0 142.9 2.4 1.40 0.71
Q99KQ4_NAMPT_MOUSE Nampt Nicotinamide phosphoribosyltransferase OS=Mus musculus GN=Nampt PE=1 SV=1 27 24.6 9.8 16.8 2.5 1.47 0.68 946.1 465.5 782.7 2.0 1.21 0.83
F7DBB3_F7DBB3_MOUSE Ahnak2 Protein Ahnak2 (Fragment) OS=Mus musculus GN=Ahnak2 PE=1 SV=1 4 14.9 5.9 10.1 2.5 1.47 0.68 60.2 23.0 38.7 2.6 1.55 0.64
Q9QYB5_ADDG_MOUSE Add3 Gamma-adducin OS=Mus musculus GN=Add3 PE=1 SV=2 4 10.0 4.0 6.8 2.5 1.47 0.68 37.1 16.5 27.7 2.2 1.34 0.75
E9Q5G3_KIF23_MOUSE Kif23 Kinesin-like protein KIF23 OS=Mus musculus GN=Kif23 PE=1 SV=1 11 6.8 2.7 4.6 2.5 1.47 0.68 100.5 34.8 58.4 2.9 1.72 0.58
Q61103_REQU_MOUSE Dpf2 Zinc finger protein ubi-d4 OS=Mus musculus GN=Dpf2 PE=1 SV=1 11 29.1 11.6 19.8 2.5 1.47 0.68 315.9 118.9 200.0 2.7 1.58 0.63
Q6NZL1_Q6NZL1_MOUSE Dhx37 DEAH (Asp-Glu-Ala-His) box polypeptide 37 OS=Mus musculus GN=Dhx37 PE=2 SV=1 1 16.2 6.4 11.0 2.5 1.47 0.68 16.2 6.4 10.8 2.5 1.50 0.67



Q9R1C7_PR40A_MOUSE Prpf40a Pre-mRNA-processing factor 40 homolog A OS=Mus musculus GN=Prpf40a PE=1 SV=1 39 35.2 14.0 24.0 2.5 1.47 0.68 2513.8 1019.7 1714.5 2.5 1.47 0.68
Q9D4H2_GCC1_MOUSE Gcc1 GRIP and coiled-coil domain-containing protein 1 OS=Mus musculus GN=Gcc1 PE=1 SV=2 3 6.8 2.7 4.7 2.5 1.47 0.68 21.9 9.2 15.4 2.4 1.42 0.70
Q71LX4_TLN2_MOUSE Tln2 Talin-2 OS=Mus musculus GN=Tln2 PE=1 SV=3 9 6.5 2.6 4.5 2.5 1.47 0.68 68.1 26.6 44.7 2.6 1.53 0.66
E9Q987_E9Q987_MOUSE Trim12c Protein Trim12c OS=Mus musculus GN=Trim12c PE=4 SV=1 10 18.9 7.5 12.9 2.5 1.46 0.68 237.6 122.1 205.3 1.9 1.16 0.86
P56399_UBP5_MOUSE Usp5 Ubiquitin carboxyl-terminal hydrolase 5 OS=Mus musculus GN=Usp5 PE=1 SV=1 11 12.2 4.8 8.3 2.5 1.46 0.68 135.8 61.8 104.0 2.2 1.31 0.77
Q3TZZ7_ESYT2_MOUSE Esyt2 Extended synaptotagmin-2 OS=Mus musculus GN=Esyt2 PE=1 SV=1 14 11.6 4.6 7.9 2.5 1.46 0.68 158.2 63.4 106.6 2.5 1.48 0.67
Q99KF1_TMED9_MOUSE Tmed9 Transmembrane emp24 domain-containing protein 9 OS=Mus musculus GN=Tmed9 PE=1 SV=2 11 23.2 9.2 15.8 2.5 1.46 0.68 221.2 86.1 144.8 2.6 1.53 0.65
Q8K114_INT9_MOUSE Ints9 Integrator complex subunit 9 OS=Mus musculus GN=Ints9 PE=2 SV=1 3 9.8 3.9 6.7 2.5 1.46 0.68 28.4 11.6 19.5 2.4 1.46 0.69
Q8C1B7_SEP11_MOUSE 11-Sep Septin-11 OS=Mus musculus GN=Sept11 PE=1 SV=4 7 13.9 5.5 9.5 2.5 1.46 0.68 117.0 43.6 73.3 2.7 1.60 0.63
O70194_EIF3D_MOUSE Eif3d Eukaryotic translation initiation factor 3 subunit D OS=Mus musculus GN=Eif3d PE=1 SV=2 17 20.8 8.3 14.2 2.5 1.46 0.68 401.6 155.0 260.7 2.6 1.54 0.65
Q91W69_EPN3_MOUSE Epn3 Epsin-3 OS=Mus musculus GN=Epn3 PE=2 SV=1 3 4.3 1.7 2.9 2.5 1.46 0.68 11.7 6.6 11.1 1.8 1.06 0.94
Q8BS54_Q8BS54_MOUSE Zmym6 Protein Zmym6 OS=Mus musculus GN=Zmym6 PE=2 SV=1 1 4.8 1.9 3.3 2.5 1.46 0.69 4.8 1.9 3.2 2.5 1.49 0.67
Q91W36_UBP3_MOUSE Usp3 Ubiquitin carboxyl-terminal hydrolase 3 OS=Mus musculus GN=Usp3 PE=2 SV=1 2 18.0 7.2 12.3 2.5 1.46 0.69 35.9 14.4 24.1 2.5 1.49 0.67
Q9CS00_CATIN_MOUSE Cactin Cactin OS=Mus musculus GN=Cactin PE=1 SV=2 4 8.2 3.3 5.6 2.5 1.46 0.69 42.1 13.5 22.7 3.1 1.85 0.54
Q7TQI3_OTUB1_MOUSE Otub1 Ubiquitin thioesterase OTUB1 OS=Mus musculus GN=Otub1 PE=1 SV=2 3 6.6 2.6 4.5 2.5 1.46 0.69 27.0 14.9 25.1 1.8 1.08 0.93
Q9CZU3_SK2L2_MOUSE Skiv2l2 Superkiller viralicidic activity 2-like 2 OS=Mus musculus GN=Skiv2l2 PE=1 SV=1 28 20.3 8.1 13.9 2.5 1.46 0.69 770.9 297.4 500.1 2.6 1.54 0.65
P51150_RAB7A_MOUSE Rab7a Ras-related protein Rab-7a OS=Mus musculus GN=Rab7a PE=1 SV=2 25 15.6 6.2 10.7 2.5 1.46 0.69 691.4 249.7 419.8 2.8 1.65 0.61
Q9JKC7_AP4M1_MOUSE Ap4m1 AP-4 complex subunit mu-1 OS=Mus musculus GN=Ap4m1 PE=2 SV=1 1 8.0 3.2 5.5 2.5 1.46 0.69 8.0 3.2 5.4 2.5 1.49 0.67
Q6ZQ58_LARP1_MOUSE Larp1 La-related protein 1 OS=Mus musculus GN=Larp1 PE=1 SV=3 28 15.7 6.3 10.7 2.5 1.46 0.69 570.1 231.1 388.6 2.5 1.47 0.68
Q80Y56_RBNS5_MOUSE Rbsn Rabenosyn-5 OS=Mus musculus GN=Rbsn PE=2 SV=1 3 9.4 3.8 6.4 2.5 1.46 0.69 26.4 9.3 15.6 2.8 1.69 0.59
Q8CID0_CSR2B_MOUSE Csrp2bp Cysteine-rich protein 2-binding protein OS=Mus musculus GN=Csrp2bp PE=1 SV=2 2 5.6 2.2 3.8 2.5 1.46 0.69 11.2 4.5 7.5 2.5 1.49 0.67
E9PYB0_E9PYB0_MOUSE Ahnak2 Protein Ahnak2 (Fragment) OS=Mus musculus GN=Ahnak2 PE=1 SV=4 12 17.2 6.9 11.8 2.5 1.46 0.69 446.6 150.8 253.6 3.0 1.76 0.57
Q76KJ5_RPA34_MOUSE Cd3eap DNA-directed RNA polymerase I subunit RPA34 OS=Mus musculus GN=Cd3eap PE=1 SV=2 4 10.3 4.1 7.1 2.5 1.46 0.69 42.7 18.3 30.8 2.3 1.38 0.72
Q99P88_NU155_MOUSE Nup155 Nuclear pore complex protein Nup155 OS=Mus musculus GN=Nup155 PE=1 SV=1 12 14.0 5.6 9.6 2.5 1.46 0.69 178.9 76.5 128.6 2.3 1.39 0.72
P62835_RAP1A_MOUSE Rap1a Ras-related protein Rap-1A OS=Mus musculus GN=Rap1a PE=2 SV=1 8 13.3 5.3 9.2 2.5 1.46 0.69 182.3 81.2 136.5 2.2 1.34 0.75
P70698_PYRG1_MOUSE Ctps1 CTP synthase 1 OS=Mus musculus GN=Ctps1 PE=1 SV=2 23 22.8 9.2 15.7 2.5 1.45 0.69 623.2 287.7 483.7 2.2 1.29 0.78
Q9D7X3_DUS3_MOUSE Dusp3 Dual specificity protein phosphatase 3 OS=Mus musculus GN=Dusp3 PE=1 SV=1 1 7.3 2.9 5.0 2.5 1.45 0.69 7.3 2.9 4.9 2.5 1.48 0.67
Q61009_SCRB1_MOUSE Scarb1 Scavenger receptor class B member 1 OS=Mus musculus GN=Scarb1 PE=1 SV=1 2 9.2 3.7 6.3 2.5 1.45 0.69 18.3 7.4 12.4 2.5 1.48 0.67
P33174_KIF4_MOUSE Kif4 Chromosome-associated kinesin KIF4 OS=Mus musculus GN=Kif4 PE=1 SV=3 21 10.2 4.1 7.0 2.5 1.45 0.69 262.0 146.0 245.5 1.8 1.07 0.94
Q9Z266_SNAPN_MOUSE Snapin SNARE-associated protein Snapin OS=Mus musculus GN=Snapin PE=1 SV=1 1 16.2 6.5 11.2 2.5 1.45 0.69 16.2 6.5 10.9 2.5 1.48 0.68
Q8BR65_SDS3_MOUSE Suds3 Sin3 histone deacetylase corepressor complex component SDS3 OS=Mus musculus GN=Suds3 PE=1 SV=1 2 10.7 4.3 7.4 2.5 1.45 0.69 21.4 8.6 14.5 2.5 1.48 0.68
Q5EG47_AAPK1_MOUSE Prkaa1 5'-AMP-activated protein kinase catalytic subunit alpha-1 OS=Mus musculus GN=Prkaa1 PE=1 SV=2 15 11.9 4.8 8.2 2.5 1.45 0.69 242.0 117.6 197.7 2.1 1.22 0.82
Q8C0D7_ING4_MOUSE Ing4 Inhibitor of growth protein 4 OS=Mus musculus GN=Ing4 PE=1 SV=2 1 57.0 22.9 39.2 2.5 1.45 0.69 57.0 22.9 38.5 2.5 1.48 0.68
O55131_SEPT7_MOUSE 7-Sep Septin-7 OS=Mus musculus GN=Sept7 PE=1 SV=1 4 7.7 3.1 5.3 2.5 1.45 0.69 30.9 12.5 21.0 2.5 1.47 0.68
Q9EP97_SENP3_MOUSE Senp3 Sentrin-specific protease 3 OS=Mus musculus GN=Senp3 PE=1 SV=1 5 12.0 4.8 8.3 2.5 1.45 0.69 51.9 21.1 35.6 2.5 1.46 0.69
Q497V5_SRBD1_MOUSE Srbd1 S1 RNA-binding domain-containing protein 1 OS=Mus musculus GN=Srbd1 PE=2 SV=2 1 18.5 7.4 12.7 2.5 1.45 0.69 18.5 7.4 12.5 2.5 1.48 0.68
Q8VDD8_WASH1_MOUSE Wash1 WAS protein family homolog 1 OS=Mus musculus GN=Wash1 PE=1 SV=1 6 12.7 5.1 8.8 2.5 1.45 0.69 83.2 31.4 52.9 2.6 1.57 0.64
O35691_PININ_MOUSE Pnn Pinin OS=Mus musculus GN=Pnn PE=1 SV=4 49 24.5 9.9 16.9 2.5 1.45 0.69 2273.7 1036.6 1743.0 2.2 1.30 0.77
Q08093_CNN2_MOUSE Cnn2 Calponin-2 OS=Mus musculus GN=Cnn2 PE=1 SV=1 12 50.0 20.2 34.6 2.5 1.45 0.69 973.1 304.4 511.9 3.2 1.90 0.53
F8WHT3_F8WHT3_MOUSE Prrc2b Protein PRRC2B OS=Mus musculus GN=Prrc2b PE=1 SV=1 5 7.3 2.9 5.0 2.5 1.44 0.69 44.9 15.5 26.1 2.9 1.72 0.58
Q99LI5_ZN281_MOUSE Znf281 Zinc finger protein 281 OS=Mus musculus GN=Znf281 PE=1 SV=1 1 10.5 4.2 7.3 2.5 1.44 0.69 10.5 4.2 7.1 2.5 1.47 0.68
Q8BHK9_ERC6L_MOUSE Ercc6l DNA excision repair protein ERCC-6-like OS=Mus musculus GN=Ercc6l PE=1 SV=1 2 6.6 2.7 4.5 2.5 1.44 0.69 13.1 5.3 8.9 2.5 1.47 0.68
Q8VEH5_EPMIP_MOUSE Epm2aip1 EPM2A-interacting protein 1 OS=Mus musculus GN=Epm2aip1 PE=2 SV=1 1 6.1 2.5 4.2 2.5 1.44 0.69 6.1 2.5 4.2 2.5 1.47 0.68
Q91YU8_SSF1_MOUSE Ppan Suppressor of SWI4 1 homolog OS=Mus musculus GN=Ppan PE=1 SV=2 4 8.0 3.2 5.5 2.5 1.44 0.69 28.7 12.7 21.4 2.2 1.34 0.75
Q9DCT5_SDF2_MOUSE Sdf2 Stromal cell-derived factor 2 OS=Mus musculus GN=Sdf2 PE=2 SV=1 1 5.4 2.2 3.7 2.5 1.44 0.69 5.4 2.2 3.7 2.5 1.47 0.68
Q3UHX0_NOL8_MOUSE Nol8 Nucleolar protein 8 OS=Mus musculus GN=Nol8 PE=1 SV=2 2 5.2 2.1 3.6 2.5 1.44 0.69 10.5 4.2 7.1 2.5 1.47 0.68
B2KF50_B2KF50_MOUSE Uhrf1bp1 Protein Uhrf1bp1 OS=Mus musculus GN=Uhrf1bp1 PE=1 SV=1 2 3.4 1.4 2.4 2.5 1.44 0.69 6.8 2.8 4.6 2.5 1.47 0.68
P56183_RRP1_MOUSE Rrp1 Ribosomal RNA processing protein 1 homolog A OS=Mus musculus GN=Rrp1 PE=2 SV=2 4 10.0 4.1 7.0 2.5 1.44 0.69 40.1 18.7 31.5 2.1 1.27 0.79
Q3V009_TMED1_MOUSE Tmed1 Transmembrane emp24 domain-containing protein 1 OS=Mus musculus GN=Tmed1 PE=2 SV=1 2 10.1 4.1 7.0 2.5 1.44 0.69 20.3 8.2 13.8 2.5 1.47 0.68
Q9CWS4_INT11_MOUSE Cpsf3l Integrator complex subunit 11 OS=Mus musculus GN=Cpsf3l PE=2 SV=1 6 15.7 6.4 10.9 2.5 1.44 0.69 96.6 44.4 74.6 2.2 1.29 0.77
Q99ME9_NOG1_MOUSE Gtpbp4 Nucleolar GTP-binding protein 1 OS=Mus musculus GN=Gtpbp4 PE=2 SV=3 8 11.8 4.8 8.2 2.5 1.44 0.69 128.1 62.7 105.4 2.0 1.22 0.82
Q9DBD5_PELP1_MOUSE Pelp1 Proline-, glutamic acid- and leucine-rich protein 1 OS=Mus musculus GN=Pelp1 PE=1 SV=2 13 21.5 8.7 15.0 2.5 1.44 0.70 319.8 125.2 210.4 2.6 1.52 0.66
Q9CPR1_RWDD4_MOUSE Rwdd4 RWD domain-containing protein 4 OS=Mus musculus GN=Rwdd4 PE=2 SV=1 2 14.7 6.0 10.2 2.5 1.44 0.70 29.3 11.9 20.0 2.5 1.47 0.68
P29341_PABP1_MOUSE Pabpc1 Polyadenylate-binding protein 1 OS=Mus musculus GN=Pabpc1 PE=1 SV=2 45 77.6 31.5 54.0 2.5 1.44 0.70 4665.9 2174.0 3655.5 2.1 1.28 0.78
O70152_DPM1_MOUSE Dpm1 Dolichol-phosphate mannosyltransferase subunit 1 OS=Mus musculus GN=Dpm1 PE=2 SV=1 1 8.5 3.4 5.9 2.5 1.44 0.70 8.5 3.4 5.8 2.5 1.46 0.68
E9PYF4_E9PYF4_MOUSE Lmo7 Protein Lmo7 OS=Mus musculus GN=Lmo7 PE=1 SV=1 35 14.1 5.7 9.8 2.5 1.44 0.70 671.0 257.0 432.1 2.6 1.55 0.64
Q80U35_ARHGH_MOUSE Arhgef17 Rho guanine nucleotide exchange factor 17 OS=Mus musculus GN=Arhgef17 PE=2 SV=2 9 10.6 4.3 7.4 2.5 1.43 0.70 93.7 45.4 76.3 2.1 1.23 0.81
Q924C1_XPO5_MOUSE Xpo5 Exportin-5 OS=Mus musculus GN=Xpo5 PE=2 SV=1 2 7.4 3.0 5.1 2.5 1.43 0.70 14.7 6.0 10.1 2.5 1.46 0.68
Q9D083_SPC24_MOUSE Spc24 Kinetochore protein Spc24 OS=Mus musculus GN=Spc24 PE=2 SV=1 1 8.7 3.5 6.0 2.5 1.43 0.70 8.7 3.5 5.9 2.5 1.46 0.68
Q60848_HELLS_MOUSE Hells Lymphocyte-specific helicase OS=Mus musculus GN=Hells PE=1 SV=2 20 16.2 6.6 11.3 2.5 1.43 0.70 461.1 165.7 278.6 2.8 1.66 0.60
Q9CPQ3_TOM22_MOUSE Tomm22 Mitochondrial import receptor subunit TOM22 homolog OS=Mus musculus GN=Tomm22 PE=2 SV=3 4 12.1 4.9 8.4 2.5 1.43 0.70 51.2 19.3 32.5 2.6 1.58 0.63
Q9JKX6_NUDT5_MOUSE Nudt5 ADP-sugar pyrophosphatase OS=Mus musculus GN=Nudt5 PE=1 SV=1 1 29.1 11.9 20.3 2.5 1.43 0.70 29.1 11.9 20.0 2.5 1.46 0.69
P70349_HINT1_MOUSE Hint1 Histidine triad nucleotide-binding protein 1 OS=Mus musculus GN=Hint1 PE=1 SV=3 1 18.7 7.6 13.1 2.5 1.43 0.70 18.7 7.6 12.9 2.5 1.46 0.69
Q61937_NPM_MOUSE Npm1 Nucleophosmin OS=Mus musculus GN=Npm1 PE=1 SV=1 24 22.2 9.1 15.5 2.5 1.43 0.70 1536.2 620.5 1043.3 2.5 1.47 0.68
P35283_RAB12_MOUSE Rab12 Ras-related protein Rab-12 OS=Mus musculus GN=Rab12 PE=1 SV=3 1 7.9 3.2 5.6 2.5 1.43 0.70 7.9 3.2 5.4 2.5 1.46 0.69
P19973_LSP1_MOUSE Lsp1 Lymphocyte-specific protein 1 OS=Mus musculus GN=Lsp1 PE=1 SV=2 1 5.5 2.2 3.8 2.4 1.43 0.70 5.5 2.2 3.8 2.4 1.46 0.69
Q99LJ0_CT2NL_MOUSE Cttnbp2nl CTTNBP2 N-terminal-like protein OS=Mus musculus GN=Cttnbp2nl PE=1 SV=1 7 8.8 3.6 6.1 2.4 1.43 0.70 66.3 22.1 37.2 3.0 1.78 0.56
Q9ER80_RTP4_MOUSE Rtp4 Receptor-transporting protein 4 OS=Mus musculus GN=Rtp4 PE=2 SV=1 3 8.6 3.5 6.0 2.4 1.43 0.70 26.6 11.9 20.1 2.2 1.32 0.75
P55200_KMT2A_MOUSE Kmt2a Histone-lysine N-methyltransferase 2A OS=Mus musculus GN=Kmt2a PE=1 SV=3 6 8.0 3.3 5.6 2.4 1.43 0.70 54.6 29.5 49.5 1.9 1.10 0.91
Q9DBR1_XRN2_MOUSE Xrn2 5'-3' exoribonuclease 2 OS=Mus musculus GN=Xrn2 PE=1 SV=1 4 10.4 4.2 7.3 2.4 1.43 0.70 45.9 14.5 24.4 3.2 1.89 0.53
Q91Z49_UIF_MOUSE Fyttd1 UAP56-interacting factor OS=Mus musculus GN=Fyttd1 PE=1 SV=1 9 26.6 10.9 18.7 2.4 1.43 0.70 220.6 106.3 178.7 2.1 1.23 0.81
Q8BKG3_PTK7_MOUSE Ptk7 Inactive tyrosine-protein kinase 7 OS=Mus musculus GN=Ptk7 PE=1 SV=1 3 11.6 4.7 8.1 2.4 1.43 0.70 36.0 48.0 80.7 0.8 0.45 2.24
A2AQ19_RTF1_MOUSE Rtf1 RNA polymerase-associated protein RTF1 homolog OS=Mus musculus GN=Rtf1 PE=1 SV=1 1 17.2 7.0 12.0 2.4 1.43 0.70 17.2 7.0 11.8 2.4 1.45 0.69
O54825_BYST_MOUSE Bysl Bystin OS=Mus musculus GN=Bysl PE=1 SV=3 6 15.3 6.3 10.8 2.4 1.43 0.70 82.0 85.8 144.3 1.0 0.57 1.76
P70362_UFD1_MOUSE Ufd1l Ubiquitin fusion degradation protein 1 homolog OS=Mus musculus GN=Ufd1l PE=1 SV=2 4 20.5 8.4 14.4 2.4 1.43 0.70 87.8 32.7 55.0 2.7 1.60 0.63
E9Q8K8_E9Q8K8_MOUSE Zc3h4 Zinc finger CCCH domain-containing protein 4 OS=Mus musculus GN=Zc3h4 PE=1 SV=1 16 16.8 6.9 11.8 2.4 1.42 0.70 476.0 147.7 248.4 3.2 1.92 0.52
Q62432_SMAD2_MOUSE Smad2 Mothers against decapentaplegic homolog 2 OS=Mus musculus GN=Smad2 PE=1 SV=2 4 12.3 5.0 8.6 2.4 1.42 0.70 49.6 25.0 42.1 2.0 1.18 0.85
Q8K4G5_ABLM1_MOUSE Ablim1 Actin-binding LIM protein 1 OS=Mus musculus GN=Ablim1 PE=1 SV=1 15 19.0 7.8 13.4 2.4 1.42 0.70 291.9 133.5 224.4 2.2 1.30 0.77
Q99LM9_TADA1_MOUSE Tada1 Transcriptional adapter 1 OS=Mus musculus GN=Tada1 PE=2 SV=1 1 11.3 4.6 8.0 2.4 1.42 0.70 11.3 4.6 7.8 2.4 1.45 0.69
Q8BUK6_HOOK3_MOUSE Hook3 Protein Hook homolog 3 OS=Mus musculus GN=Hook3 PE=1 SV=2 12 12.8 5.2 9.0 2.4 1.42 0.70 159.5 68.2 114.8 2.3 1.39 0.72
P80318_TCPG_MOUSE Cct3 T-complex protein 1 subunit gamma OS=Mus musculus GN=Cct3 PE=1 SV=1 36 35.5 14.6 25.0 2.4 1.42 0.70 2119.5 912.8 1534.9 2.3 1.38 0.72
Q6PHQ8_NAA35_MOUSE Naa35 N-alpha-acetyltransferase 35, NatC auxiliary subunit OS=Mus musculus GN=Naa35 PE=1 SV=1 1 7.7 3.2 5.4 2.4 1.42 0.70 7.7 3.2 5.3 2.4 1.45 0.69
Q8C754_VPS52_MOUSE Vps52 Vacuolar protein sorting-associated protein 52 homolog OS=Mus musculus GN=Vps52 PE=2 SV=1 4 7.8 3.2 5.5 2.4 1.42 0.70 31.4 12.9 21.7 2.4 1.44 0.69
Q5RJ54_ZSC26_MOUSE Zscan26 Zinc finger and SCAN domain-containing protein 26 OS=Mus musculus GN=Zscan26 PE=2 SV=1 1 11.3 4.6 7.9 2.4 1.42 0.70 11.3 4.6 7.8 2.4 1.45 0.69
P17426_AP2A1_MOUSE Ap2a1 AP-2 complex subunit alpha-1 OS=Mus musculus GN=Ap2a1 PE=1 SV=1 10 11.4 4.7 8.0 2.4 1.42 0.70 300.0 188.7 317.2 1.6 0.95 1.06
E9QN31_E9QN31_MOUSE Nop2 Probable 28S rRNA (cytosine-C(5))-methyltransferase OS=Mus musculus GN=Nop2 PE=4 SV=1 11 25.6 10.5 18.1 2.4 1.42 0.70 331.3 164.3 276.3 2.0 1.20 0.83
P23249_MOV10_MOUSE Mov10 Putative helicase MOV-10 OS=Mus musculus GN=Mov10 PE=1 SV=2 42 31.3 12.9 22.1 2.4 1.42 0.70 1271.9 518.3 871.6 2.5 1.46 0.69
E9PY55_E9PY55_MOUSE Ncor2 Nuclear receptor corepressor 2 OS=Mus musculus GN=Ncor2 PE=1 SV=1 1 8.2 3.4 5.8 2.4 1.42 0.70 8.2 3.4 5.7 2.4 1.45 0.69
Q6PHN9_RAB35_MOUSE Rab35 Ras-related protein Rab-35 OS=Mus musculus GN=Rab35 PE=1 SV=1 3 10.7 4.4 7.6 2.4 1.42 0.71 50.9 15.4 25.9 3.3 1.96 0.51
P62821_RAB1A_MOUSE Rab1A Ras-related protein Rab-1A OS=Mus musculus GN=Rab1A PE=1 SV=3 20 19.4 8.0 13.7 2.4 1.42 0.71 609.2 236.7 397.9 2.6 1.53 0.65
Q8VBV3_EXOS2_MOUSE Exosc2 Exosome complex component RRP4 OS=Mus musculus GN=Exosc2 PE=2 SV=1 3 6.6 2.7 4.6 2.4 1.42 0.71 17.2 9.0 15.2 1.9 1.14 0.88
Q8VEG6_CNO6L_MOUSE Cnot6l CCR4-NOT transcription complex subunit 6-like OS=Mus musculus GN=Cnot6l PE=1 SV=2 4 5.3 2.2 3.8 2.4 1.42 0.71 21.1 8.9 14.9 2.4 1.42 0.71
Q810A7_DDX42_MOUSE Ddx42 ATP-dependent RNA helicase DDX42 OS=Mus musculus GN=Ddx42 PE=1 SV=3 16 33.0 13.6 23.3 2.4 1.42 0.71 474.9 197.4 331.9 2.4 1.43 0.70
Q6PDI5_ECM29_MOUSE Ecm29 Proteasome-associated protein ECM29 homolog OS=Mus musculus GN=Ecm29 PE=1 SV=3 7 11.0 4.5 7.7 2.4 1.42 0.71 70.7 31.5 53.0 2.2 1.34 0.75
P29533_VCAM1_MOUSE Vcam1 Vascular cell adhesion protein 1 OS=Mus musculus GN=Vcam1 PE=1 SV=1 5 9.0 3.7 6.3 2.4 1.42 0.71 44.1 17.4 29.3 2.5 1.50 0.67
O55101_SNG2_MOUSE Syngr2 Synaptogyrin-2 OS=Mus musculus GN=Syngr2 PE=2 SV=1 2 32.6 13.4 23.1 2.4 1.42 0.71 65.3 26.9 45.2 2.4 1.44 0.69
Q8R0K4_CC137_MOUSE Ccdc137 Coiled-coil domain-containing protein 137 OS=Mus musculus GN=Ccdc137 PE=2 SV=1 4 9.0 3.7 6.4 2.4 1.42 0.71 39.6 17.7 29.7 2.2 1.33 0.75
Q9JIM1_S29A1_MOUSE Slc29a1 Equilibrative nucleoside transporter 1 OS=Mus musculus GN=Slc29a1 PE=1 SV=3 1 19.4 8.0 13.7 2.4 1.42 0.71 19.4 8.0 13.5 2.4 1.44 0.69
P62743_AP2S1_MOUSE Ap2s1 AP-2 complex subunit sigma OS=Mus musculus GN=Ap2s1 PE=1 SV=1 2 24.3 10.0 17.2 2.4 1.41 0.71 48.6 20.0 33.7 2.4 1.44 0.69
P28700_RXRA_MOUSE Rxra Retinoic acid receptor RXR-alpha OS=Mus musculus GN=Rxra PE=1 SV=1 8 10.3 4.3 7.3 2.4 1.41 0.71 103.7 38.1 64.0 2.7 1.62 0.62
Q9D6Z1_NOP56_MOUSE Nop56 Nucleolar protein 56 OS=Mus musculus GN=Nop56 PE=1 SV=2 38 29.5 12.2 20.9 2.4 1.41 0.71 1185.2 525.6 883.7 2.3 1.34 0.75
Q62351_TFR1_MOUSE Tfrc Transferrin receptor protein 1 OS=Mus musculus GN=Tfrc PE=1 SV=1 10 11.4 4.7 8.1 2.4 1.41 0.71 117.3 48.9 82.1 2.4 1.43 0.70
B2RQG2_B2RQG2_MOUSE Phf3 PHD finger protein 3 OS=Mus musculus GN=Phf3 PE=1 SV=1 20 10.1 4.2 7.1 2.4 1.41 0.71 203.5 79.2 133.1 2.6 1.53 0.65
Q9CYA6_ZCHC8_MOUSE Zcchc8 Zinc finger CCHC domain-containing protein 8 OS=Mus musculus GN=Zcchc8 PE=2 SV=3 18 14.9 6.2 10.5 2.4 1.41 0.71 388.6 154.5 259.8 2.5 1.50 0.67
B1AZI6_THOC2_MOUSE Thoc2 THO complex subunit 2 OS=Mus musculus GN=Thoc2 PE=1 SV=1 5 17.9 7.4 12.7 2.4 1.41 0.71 84.9 40.5 68.1 2.1 1.25 0.80
Q4VGL6_RC3H1_MOUSE Rc3h1 Roquin-1 OS=Mus musculus GN=Rc3h1 PE=1 SV=1 2 7.1 3.0 5.1 2.4 1.41 0.71 14.3 5.9 9.9 2.4 1.44 0.69
Q9CSU0_RPR1B_MOUSE Rprd1b Regulation of nuclear pre-mRNA domain-containing protein 1B OS=Mus musculus GN=Rprd1b PE=1 SV=2 6 33.9 14.0 24.0 2.4 1.41 0.71 203.2 93.3 156.8 2.2 1.30 0.77
P97855_G3BP1_MOUSE G3bp1 Ras GTPase-activating protein-binding protein 1 OS=Mus musculus GN=G3bp1 PE=1 SV=1 3 11.6 4.8 8.2 2.4 1.41 0.71 32.1 15.7 26.5 2.0 1.21 0.82
Q9Z2B9_KS6A4_MOUSE Rps6ka4 Ribosomal protein S6 kinase alpha-4 OS=Mus musculus GN=Rps6ka4 PE=1 SV=2 1 11.0 4.5 7.8 2.4 1.41 0.71 11.0 4.5 7.6 2.4 1.44 0.70
P97429_ANXA4_MOUSE Anxa4 Annexin A4 OS=Mus musculus GN=Anxa4 PE=2 SV=4 4 13.3 5.5 9.4 2.4 1.41 0.71 47.1 21.6 36.3 2.2 1.30 0.77
Q8CBE3_WDR37_MOUSE Wdr37 WD repeat-containing protein 37 OS=Mus musculus GN=Wdr37 PE=2 SV=1 4 9.6 4.0 6.8 2.4 1.41 0.71 39.5 16.8 28.2 2.4 1.40 0.71
Q6P9Q4_FHOD1_MOUSE Fhod1 FH1/FH2 domain-containing protein 1 OS=Mus musculus GN=Fhod1 PE=1 SV=3 2 7.1 2.9 5.0 2.4 1.41 0.71 14.2 5.9 9.9 2.4 1.44 0.70
Q6A026_PDS5A_MOUSE Pds5a Sister chromatid cohesion protein PDS5 homolog A OS=Mus musculus GN=Pds5a PE=1 SV=3 10 9.1 3.8 6.5 2.4 1.41 0.71 134.4 53.9 90.6 2.5 1.48 0.67
Q9D8N0_EF1G_MOUSE Eef1g Elongation factor 1-gamma OS=Mus musculus GN=Eef1g PE=1 SV=3 4 20.1 8.3 14.3 2.4 1.41 0.71 83.4 46.0 77.3 1.8 1.08 0.93
O88456_CPNS1_MOUSE Capns1 Calpain small subunit 1 OS=Mus musculus GN=Capns1 PE=2 SV=1 8 11.1 4.6 7.9 2.4 1.41 0.71 94.3 45.4 76.3 2.1 1.24 0.81
P70441_NHRF1_MOUSE Slc9a3r1 Na(+)/H(+) exchange regulatory cofactor NHE-RF1 OS=Mus musculus GN=Slc9a3r1 PE=1 SV=3 1 6.5 2.7 4.6 2.4 1.41 0.71 6.5 2.7 4.5 2.4 1.43 0.70
Q8R326_PSPC1_MOUSE Pspc1 Paraspeckle component 1 OS=Mus musculus GN=Pspc1 PE=1 SV=1 6 20.9 8.7 14.9 2.4 1.40 0.71 144.6 74.3 125.0 1.9 1.16 0.86
Q8VDU3_Q8VDU3_MOUSE Apol9a Apol9a protein OS=Mus musculus GN=Apol9a PE=2 SV=1 2 248.7 103.3 177.2 2.4 1.40 0.71 497.5 206.7 347.5 2.4 1.43 0.70
Q8CI51_PDLI5_MOUSE Pdlim5 PDZ and LIM domain protein 5 OS=Mus musculus GN=Pdlim5 PE=1 SV=4 24 17.2 7.2 12.3 2.4 1.40 0.71 533.6 220.5 370.8 2.4 1.44 0.69
P97329_KI20A_MOUSE Kif20a Kinesin-like protein KIF20A OS=Mus musculus GN=Kif20a PE=2 SV=1 6 7.5 3.1 5.3 2.4 1.40 0.71 46.7 22.5 37.9 2.1 1.23 0.81
Q9D0R4_DDX56_MOUSE Ddx56 Probable ATP-dependent RNA helicase DDX56 OS=Mus musculus GN=Ddx56 PE=2 SV=1 3 11.4 4.7 8.1 2.4 1.40 0.71 36.6 15.0 25.3 2.4 1.45 0.69
Q9CYI0_NJMU_MOUSE Protein Njmu-R1 OS=Mus musculus PE=2 SV=2 2 5.2 2.2 3.7 2.4 1.40 0.71 10.4 4.3 7.2 2.4 1.43 0.70
Q8K2Q0_COMD9_MOUSE Commd9 COMM domain-containing protein 9 OS=Mus musculus GN=Commd9 PE=2 SV=3 4 7.6 3.1 5.4 2.4 1.40 0.71 30.8 12.1 20.4 2.5 1.51 0.66
Q9CYH6_RRS1_MOUSE Rrs1 Ribosome biogenesis regulatory protein homolog OS=Mus musculus GN=Rrs1 PE=1 SV=1 6 18.9 7.9 13.5 2.4 1.40 0.71 146.2 55.8 93.9 2.6 1.56 0.64
Q5F2E7_NUFP2_MOUSE Nufip2 Nuclear fragile X mental retardation-interacting protein 2 OS=Mus musculus GN=Nufip2 PE=1 SV=1 3 19.8 8.2 14.1 2.4 1.40 0.71 69.0 25.5 42.9 2.7 1.61 0.62
P62830_RL23_MOUSE Rpl23 60S ribosomal protein L23 OS=Mus musculus GN=Rpl23 PE=1 SV=1 15 15.6 6.5 11.2 2.4 1.40 0.71 1256.3 523.6 880.4 2.4 1.43 0.70
Q8BJ05_ZC3HE_MOUSE Zc3h14 Zinc finger CCCH domain-containing protein 14 OS=Mus musculus GN=Zc3h14 PE=1 SV=1 17 17.5 7.3 12.5 2.4 1.40 0.71 381.3 150.2 252.5 2.5 1.51 0.66
P70280_VAMP7_MOUSE Vamp7 Vesicle-associated membrane protein 7 OS=Mus musculus GN=Vamp7 PE=1 SV=1 2 19.8 8.3 14.2 2.4 1.40 0.72 39.6 16.5 27.8 2.4 1.43 0.70
Q8BX02_KANK2_MOUSE Kank2 KN motif and ankyrin repeat domain-containing protein 2 OS=Mus musculus GN=Kank2 PE=1 SV=1 18 17.9 7.5 12.8 2.4 1.40 0.72 307.9 144.4 242.9 2.1 1.27 0.79
Q62261_SPTB2_MOUSE Sptbn1 Spectrin beta chain, non-erythrocytic 1 OS=Mus musculus GN=Sptbn1 PE=1 SV=2 84 46.9 19.6 33.6 2.4 1.40 0.72 4830.0 2183.8 3672.0 2.2 1.32 0.76
P17809_GTR1_MOUSE Slc2a1 Solute carrier family 2, facilitated glucose transporter member 1 OS=Mus musculus GN=Slc2a1 PE=1 SV=4 3 17.7 7.4 12.7 2.4 1.40 0.72 53.6 30.2 50.7 1.8 1.06 0.95
Q9CYK2_QPCT_MOUSE Qpct Glutaminyl-peptide cyclotransferase OS=Mus musculus GN=Qpct PE=1 SV=2 1 13.6 5.7 9.7 2.4 1.40 0.72 13.6 5.7 9.5 2.4 1.42 0.70
P62748_HPCL1_MOUSE Hpcal1 Hippocalcin-like protein 1 OS=Mus musculus GN=Hpcal1 PE=2 SV=2 2 12.2 5.1 8.7 2.4 1.40 0.72 24.3 10.2 17.1 2.4 1.42 0.70
Q8BRF7_SCFD1_MOUSE Scfd1 Sec1 family domain-containing protein 1 OS=Mus musculus GN=Scfd1 PE=1 SV=1 9 11.6 4.9 8.3 2.4 1.40 0.72 168.4 78.1 131.3 2.2 1.28 0.78
O35344_IMA4_MOUSE Kpna3 Importin subunit alpha-4 OS=Mus musculus GN=Kpna3 PE=1 SV=1 12 32.6 13.6 23.4 2.4 1.40 0.72 427.9 191.2 321.5 2.2 1.33 0.75
O88532_ZFR_MOUSE Zfr Zinc finger RNA-binding protein OS=Mus musculus GN=Zfr PE=1 SV=2 8 10.7 4.5 7.7 2.4 1.40 0.72 95.4 45.1 75.9 2.1 1.26 0.79
Q8CHS8_VP37A_MOUSE Vps37a Vacuolar protein sorting-associated protein 37A OS=Mus musculus GN=Vps37a PE=2 SV=1 1 4.3 1.8 3.1 2.4 1.40 0.72 4.3 1.8 3.0 2.4 1.42 0.70
Q9EPU0_RENT1_MOUSE Upf1 Regulator of nonsense transcripts 1 OS=Mus musculus GN=Upf1 PE=1 SV=2 46 29.0 12.1 20.8 2.4 1.40 0.72 2142.9 883.8 1486.0 2.4 1.44 0.69
Q9Z0R4_ITSN1_MOUSE Itsn1 Intersectin-1 OS=Mus musculus GN=Itsn1 PE=1 SV=2 5 6.8 2.8 4.9 2.4 1.39 0.72 34.8 29.5 49.7 1.2 0.70 1.43
P80316_TCPE_MOUSE Cct5 T-complex protein 1 subunit epsilon OS=Mus musculus GN=Cct5 PE=1 SV=1 41 28.2 11.8 20.3 2.4 1.39 0.72 2191.1 907.6 1526.2 2.4 1.44 0.70
O35623_BET1_MOUSE Bet1 BET1 homolog OS=Mus musculus GN=Bet1 PE=1 SV=1 1 23.6 9.9 16.9 2.4 1.39 0.72 23.6 9.9 16.6 2.4 1.42 0.70
F7CVJ5_F7CVJ5_MOUSE Ahnak2 Protein Ahnak2 (Fragment) OS=Mus musculus GN=Ahnak2 PE=1 SV=1 1 20.3 8.5 14.6 2.4 1.39 0.72 20.3 8.5 14.3 2.4 1.42 0.70
Q921Y0_MOB1A_MOUSE Mob1a MOB kinase activator 1A OS=Mus musculus GN=Mob1a PE=2 SV=3 6 30.4 12.7 21.8 2.4 1.39 0.72 401.3 175.3 294.7 2.3 1.36 0.73
P49718_MCM5_MOUSE Mcm5 DNA replication licensing factor MCM5 OS=Mus musculus GN=Mcm5 PE=2 SV=1 49 29.1 12.2 20.9 2.4 1.39 0.72 2203.2 863.9 1452.6 2.6 1.52 0.66
P54823_DDX6_MOUSE Ddx6 Probable ATP-dependent RNA helicase DDX6 OS=Mus musculus GN=Ddx6 PE=1 SV=1 19 34.6 14.5 24.8 2.4 1.39 0.72 1230.8 450.3 757.1 2.7 1.63 0.62
P61290_PSME3_MOUSE Psme3 Proteasome activator complex subunit 3 OS=Mus musculus GN=Psme3 PE=1 SV=1 2 18.3 7.7 13.1 2.4 1.39 0.72 36.5 15.3 25.8 2.4 1.42 0.71
Q9Z1K5_ARI1_MOUSE Arih1 E3 ubiquitin-protein ligase ARIH1 OS=Mus musculus GN=Arih1 PE=1 SV=3 6 8.6 3.6 6.2 2.4 1.39 0.72 47.7 38.7 65.1 1.2 0.73 1.36
P10922_H10_MOUSE H1f0 Histone H1.0 OS=Mus musculus GN=H1f0 PE=2 SV=4 10 294.2 123.4 211.7 2.4 1.39 0.72 8187.7 3285.5 5524.5 2.5 1.48 0.67
Q8BKC5_IPO5_MOUSE Ipo5 Importin-5 OS=Mus musculus GN=Ipo5 PE=1 SV=3 5 13.4 5.6 9.6 2.4 1.39 0.72 63.4 23.7 39.8 2.7 1.60 0.63
Q9CU62_SMC1A_MOUSE Smc1a Structural maintenance of chromosomes protein 1A OS=Mus musculus GN=Smc1a PE=1 SV=4 62 28.3 11.9 20.3 2.4 1.39 0.72 2133.3 871.1 1464.8 2.4 1.46 0.69
O88487_DC1I2_MOUSE Dync1i2 Cytoplasmic dynein 1 intermediate chain 2 OS=Mus musculus GN=Dync1i2 PE=1 SV=1 9 13.3 5.6 9.6 2.4 1.39 0.72 272.3 109.5 184.1 2.5 1.48 0.68
O88291_ZN326_MOUSE Znf326 DBIRD complex subunit ZNF326 OS=Mus musculus GN=Znf326 PE=2 SV=1 8 29.2 12.3 21.1 2.4 1.39 0.72 314.1 121.7 204.6 2.6 1.53 0.65
Q9JHI7_EXOS9_MOUSE Exosc9 Exosome complex component RRP45 OS=Mus musculus GN=Exosc9 PE=2 SV=1 2 9.2 3.9 6.6 2.4 1.39 0.72 18.4 7.8 13.0 2.4 1.41 0.71
O09130_NF2IP_MOUSE Nfatc2ip NFATC2-interacting protein OS=Mus musculus GN=Nfatc2ip PE=1 SV=1 2 8.3 3.5 6.0 2.4 1.38 0.72 16.7 7.0 11.8 2.4 1.41 0.71
Q3V0C5_UBP48_MOUSE Usp48 Ubiquitin carboxyl-terminal hydrolase 48 OS=Mus musculus GN=Usp48 PE=2 SV=2 1 5.1 2.1 3.7 2.4 1.38 0.72 5.1 2.1 3.6 2.4 1.41 0.71
Q8R4U7_LUZP1_MOUSE Luzp1 Leucine zipper protein 1 OS=Mus musculus GN=Luzp1 PE=1 SV=2 10 9.6 4.1 7.0 2.4 1.38 0.72 91.9 49.9 84.0 1.8 1.09 0.91
Q9EQC8_Q9EQC8_MOUSE Prcc Papillary renal cell carcinoma (Translocation-associated) OS=Mus musculus GN=Prcc PE=1 SV=1 1 9.2 3.9 6.7 2.4 1.38 0.72 9.2 3.9 6.5 2.4 1.41 0.71



P25799_NFKB1_MOUSE Nfkb1 Nuclear factor NF-kappa-B p105 subunit OS=Mus musculus GN=Nfkb1 PE=1 SV=2 11 17.6 7.4 12.8 2.4 1.38 0.72 166.2 64.1 107.8 2.6 1.54 0.65
Q9ER69_FL2D_MOUSE Wtap Pre-mRNA-splicing regulator WTAP OS=Mus musculus GN=Wtap PE=2 SV=3 6 18.0 7.6 13.0 2.4 1.38 0.72 103.8 45.0 75.7 2.3 1.37 0.73
Q91V41_RAB14_MOUSE Rab14 Ras-related protein Rab-14 OS=Mus musculus GN=Rab14 PE=1 SV=3 10 22.2 9.4 16.1 2.4 1.38 0.72 339.6 137.0 230.3 2.5 1.47 0.68
P70452_STX4_MOUSE Stx4 Syntaxin-4 OS=Mus musculus GN=Stx4 PE=1 SV=1 3 8.2 3.5 5.9 2.4 1.38 0.72 35.6 10.4 17.5 3.4 2.04 0.49
Q01730_RSU1_MOUSE Rsu1 Ras suppressor protein 1 OS=Mus musculus GN=Rsu1 PE=2 SV=3 6 31.0 13.1 22.4 2.4 1.38 0.72 184.6 77.8 130.8 2.4 1.41 0.71
Q6A065_CE170_MOUSE Cep170 Centrosomal protein of 170 kDa OS=Mus musculus GN=Cep170 PE=1 SV=2 25 10.0 4.2 7.2 2.4 1.38 0.73 329.8 142.7 240.0 2.3 1.37 0.73
Q62036_CP131_MOUSE Cep131 Centrosomal protein of 131 kDa OS=Mus musculus GN=Cep131 PE=1 SV=2 5 12.6 5.3 9.2 2.4 1.38 0.73 56.7 23.9 40.1 2.4 1.41 0.71
P26450_P85A_MOUSE Pik3r1 Phosphatidylinositol 3-kinase regulatory subunit alpha OS=Mus musculus GN=Pik3r1 PE=1 SV=2 1 6.2 2.6 4.5 2.4 1.38 0.73 6.2 2.6 4.4 2.4 1.41 0.71
Q8BMS1_ECHA_MOUSE Hadha Trifunctional enzyme subunit alpha, mitochondrial OS=Mus musculus GN=Hadha PE=1 SV=1 7 12.7 5.4 9.2 2.4 1.38 0.73 105.2 72.9 122.6 1.4 0.86 1.17
Q8BI72_CARF_MOUSE Cdkn2aip CDKN2A-interacting protein OS=Mus musculus GN=Cdkn2aip PE=2 SV=1 8 10.0 4.2 7.3 2.4 1.38 0.73 82.8 33.9 57.0 2.4 1.45 0.69
Q9CXA2_T3HPD_MOUSE L3hypdh Trans-L-3-hydroxyproline dehydratase OS=Mus musculus GN=L3hypdh PE=1 SV=1 1 152.9 64.8 111.2 2.4 1.38 0.73 152.9 64.8 109.0 2.4 1.40 0.71
O55128_SAP18_MOUSE Sap18 Histone deacetylase complex subunit SAP18 OS=Mus musculus GN=Sap18 PE=1 SV=1 18 31.5 13.4 22.9 2.4 1.37 0.73 879.0 441.8 742.8 2.0 1.18 0.85
P61967_AP1S1_MOUSE Ap1s1 AP-1 complex subunit sigma-1A OS=Mus musculus GN=Ap1s1 PE=1 SV=1 2 10.6 4.5 7.7 2.4 1.37 0.73 21.3 9.0 15.2 2.4 1.40 0.71
Q9QXS1_PLEC_MOUSE Plec Plectin OS=Mus musculus GN=Plec PE=1 SV=3 130 23.1 9.8 16.8 2.4 1.37 0.73 3257.4 1515.0 2547.5 2.2 1.28 0.78
Q8R2Y8_PTH2_MOUSE Ptrh2 Peptidyl-tRNA hydrolase 2, mitochondrial OS=Mus musculus GN=Ptrh2 PE=2 SV=1 3 4.2 1.8 3.0 2.4 1.37 0.73 36.5 14.3 24.1 2.5 1.51 0.66
Q9CQT1_MTNA_MOUSE Mri1 Methylthioribose-1-phosphate isomerase OS=Mus musculus GN=Mri1 PE=2 SV=1 2 8.3 3.5 6.0 2.4 1.37 0.73 16.5 7.0 11.8 2.4 1.40 0.71
Q3V3R1_C1TM_MOUSE Mthfd1l Monofunctional C1-tetrahydrofolate synthase, mitochondrial OS=Mus musculus GN=Mthfd1l PE=1 SV=2 10 16.5 7.0 12.0 2.4 1.37 0.73 167.1 67.0 112.7 2.5 1.48 0.67
B9EJ80_B9EJ80_MOUSE Pdzd8 PDZ domain containing 8 OS=Mus musculus GN=Pdzd8 PE=1 SV=1 1 11.3 4.8 8.3 2.4 1.37 0.73 11.3 4.8 8.1 2.4 1.40 0.72
Q7TT00_SP20H_MOUSE Supt20h Transcription factor SPT20 homolog OS=Mus musculus GN=Supt20h PE=1 SV=1 1 13.7 5.8 10.0 2.4 1.37 0.73 13.7 5.8 9.8 2.4 1.40 0.72
P58771_TPM1_MOUSE Tpm1 Tropomyosin alpha-1 chain OS=Mus musculus GN=Tpm1 PE=1 SV=1 21 70.1 29.9 51.2 2.3 1.37 0.73 1951.9 1169.8 1967.1 1.7 0.99 1.01
Q9WTX2_PRKRA_MOUSE Prkra Interferon-inducible double-stranded RNA-dependent protein kinase activator A OS=Mus musculus GN=Prkra PE=1 SV=13 20.4 8.7 14.9 2.3 1.37 0.73 70.0 29.0 48.8 2.4 1.43 0.70
Q91YN9_BAG2_MOUSE Bag2 BAG family molecular chaperone regulator 2 OS=Mus musculus GN=Bag2 PE=1 SV=1 8 22.0 9.4 16.1 2.3 1.37 0.73 180.5 86.4 145.3 2.1 1.24 0.80
Q9JM05_PIAS4_MOUSE Pias4 E3 SUMO-protein ligase PIAS4 OS=Mus musculus GN=Pias4 PE=1 SV=2 3 7.1 3.0 5.2 2.3 1.37 0.73 38.6 14.4 24.3 2.7 1.59 0.63
O89116_VTI1A_MOUSE Vti1a Vesicle transport through interaction with t-SNAREs homolog 1A OS=Mus musculus GN=Vti1a PE=1 SV=1 1 7.1 3.0 5.2 2.3 1.37 0.73 7.1 3.0 5.1 2.3 1.40 0.72
Q6P9R1_DDX51_MOUSE Ddx51 ATP-dependent RNA helicase DDX51 OS=Mus musculus GN=Ddx51 PE=2 SV=1 8 10.0 4.3 7.3 2.3 1.37 0.73 80.8 38.2 64.3 2.1 1.26 0.80
P97311_MCM6_MOUSE Mcm6 DNA replication licensing factor MCM6 OS=Mus musculus GN=Mcm6 PE=1 SV=1 9 11.4 4.9 8.3 2.3 1.37 0.73 133.4 65.0 109.3 2.1 1.22 0.82
P24452_CAPG_MOUSE Capg Macrophage-capping protein OS=Mus musculus GN=Capg PE=1 SV=2 6 13.5 5.8 9.9 2.3 1.37 0.73 173.3 70.1 117.9 2.5 1.47 0.68
O88522_NEMO_MOUSE Ikbkg NF-kappa-B essential modulator OS=Mus musculus GN=Ikbkg PE=1 SV=2 6 13.1 5.6 9.6 2.3 1.37 0.73 74.5 84.3 141.8 0.9 0.53 1.90
Q9DBR0_AKAP8_MOUSE Akap8 A-kinase anchor protein 8 OS=Mus musculus GN=Akap8 PE=1 SV=1 9 39.7 17.0 29.1 2.3 1.37 0.73 301.0 147.8 248.6 2.0 1.21 0.83
Q60949_TBCD1_MOUSE Tbc1d1 TBC1 domain family member 1 OS=Mus musculus GN=Tbc1d1 PE=1 SV=3 3 7.6 3.3 5.6 2.3 1.36 0.73 24.4 9.1 15.3 2.7 1.59 0.63
Q6P9Z1_SMRD3_MOUSE Smarcd3 SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily D member 3 OS=Mus musculus GN=Smarcd3 PE=1 SV=29 12.0 5.1 8.8 2.3 1.36 0.73 140.3 49.4 83.1 2.8 1.69 0.59
Q99K74_MED24_MOUSE Med24 Mediator of RNA polymerase II transcription subunit 24 OS=Mus musculus GN=Med24 PE=1 SV=1 8 10.5 4.5 7.7 2.3 1.36 0.73 90.9 39.9 67.0 2.3 1.36 0.74
Q61584_FXR1_MOUSE Fxr1 Fragile X mental retardation syndrome-related protein 1 OS=Mus musculus GN=Fxr1 PE=1 SV=2 22 23.9 10.2 17.5 2.3 1.36 0.73 1024.7 439.2 738.5 2.3 1.39 0.72
O35857_TIM44_MOUSE Timm44 Mitochondrial import inner membrane translocase subunit TIM44 OS=Mus musculus GN=Timm44 PE=1 SV=23 9.9 4.2 7.3 2.3 1.36 0.73 29.6 11.9 20.1 2.5 1.48 0.68
Q62383_SPT6H_MOUSE Supt6h Transcription elongation factor SPT6 OS=Mus musculus GN=Supt6h PE=1 SV=2 34 25.5 10.9 18.7 2.3 1.36 0.73 885.2 403.7 678.8 2.2 1.30 0.77
F6W5S9_F6W5S9_MOUSE Chd8 Chromodomain-helicase-DNA-binding protein 8 (Fragment) OS=Mus musculus GN=Chd8 PE=4 SV=1 1 10.9 4.7 8.0 2.3 1.36 0.73 10.9 4.7 7.9 2.3 1.39 0.72
Q8BTS4_NUP54_MOUSE Nup54 Nuclear pore complex protein Nup54 OS=Mus musculus GN=Nup54 PE=1 SV=1 6 9.0 3.8 6.6 2.3 1.36 0.73 59.1 28.2 47.5 2.1 1.24 0.80
P11438_LAMP1_MOUSE Lamp1 Lysosome-associated membrane glycoprotein 1 OS=Mus musculus GN=Lamp1 PE=1 SV=2 3 29.7 12.7 21.8 2.3 1.36 0.73 76.7 32.6 54.7 2.4 1.40 0.71
P97393_RHG05_MOUSE Arhgap5 Rho GTPase-activating protein 5 OS=Mus musculus GN=Arhgap5 PE=1 SV=2 2 6.8 2.9 5.0 2.3 1.36 0.73 13.6 5.8 9.8 2.3 1.39 0.72
P84084_ARF5_MOUSE Arf5 ADP-ribosylation factor 5 OS=Mus musculus GN=Arf5 PE=1 SV=2 3 11.8 5.1 8.7 2.3 1.36 0.73 53.3 20.8 34.9 2.6 1.52 0.66
O35841_API5_MOUSE Api5 Apoptosis inhibitor 5 OS=Mus musculus GN=Api5 PE=1 SV=2 15 16.6 7.1 12.2 2.3 1.36 0.73 283.0 121.8 204.7 2.3 1.38 0.72
P97449_AMPN_MOUSE Anpep Aminopeptidase N OS=Mus musculus GN=Anpep PE=1 SV=4 4 5.4 2.3 4.0 2.3 1.36 0.73 23.9 9.6 16.2 2.5 1.47 0.68
Q3UFM5_NOM1_MOUSE Nom1 Nucleolar MIF4G domain-containing protein 1 OS=Mus musculus GN=Nom1 PE=2 SV=2 3 10.2 4.4 7.5 2.3 1.36 0.73 27.8 11.4 19.2 2.4 1.45 0.69
P14206_RSSA_MOUSE Rpsa 40S ribosomal protein SA OS=Mus musculus GN=Rpsa PE=1 SV=4 19 17.8 7.6 13.1 2.3 1.36 0.73 1078.8 624.2 1049.6 1.7 1.03 0.97
Q9JKP8_CHRC1_MOUSE Chrac1 Chromatin accessibility complex protein 1 OS=Mus musculus GN=Chrac1 PE=1 SV=1 1 13.0 5.6 9.6 2.3 1.36 0.73 13.0 5.6 9.4 2.3 1.39 0.72
Q8VD75_HIP1_MOUSE Hip1 Huntingtin-interacting protein 1 OS=Mus musculus GN=Hip1 PE=1 SV=2 16 18.1 7.7 13.3 2.3 1.36 0.74 300.7 121.8 204.7 2.5 1.47 0.68
Q99KP6_PRP19_MOUSE Prpf19 Pre-mRNA-processing factor 19 OS=Mus musculus GN=Prpf19 PE=1 SV=1 14 58.2 25.0 42.8 2.3 1.36 0.74 1286.8 690.2 1160.6 1.9 1.11 0.90
F6ZBR8_F6ZBR8_MOUSE Wiz Protein Wiz (Fragment) OS=Mus musculus GN=Wiz PE=1 SV=1 13 25.0 10.7 18.4 2.3 1.36 0.74 306.5 173.8 292.2 1.8 1.05 0.95
Q99MI1_RB6I2_MOUSE Erc1 ELKS/Rab6-interacting/CAST family member 1 OS=Mus musculus GN=Erc1 PE=1 SV=1 13 8.7 3.7 6.4 2.3 1.36 0.74 132.7 55.9 93.9 2.4 1.41 0.71
Q9DB85_RRP8_MOUSE Rrp8 Ribosomal RNA-processing protein 8 OS=Mus musculus GN=Rrp8 PE=1 SV=1 2 11.2 4.8 8.3 2.3 1.36 0.74 22.4 9.6 16.2 2.3 1.39 0.72
Q6PDL0_DC1L2_MOUSE Dync1li2 Cytoplasmic dynein 1 light intermediate chain 2 OS=Mus musculus GN=Dync1li2 PE=1 SV=2 7 22.1 9.5 16.3 2.3 1.36 0.74 158.0 50.3 84.5 3.1 1.87 0.54
P26039_TLN1_MOUSE Tln1 Talin-1 OS=Mus musculus GN=Tln1 PE=1 SV=2 117 85.0 36.5 62.6 2.3 1.36 0.74 14242.1 5881.7 9890.0 2.4 1.44 0.69
Q6NZF1_ZC11A_MOUSE Zc3h11a Zinc finger CCCH domain-containing protein 11A OS=Mus musculus GN=Zc3h11a PE=2 SV=1 21 14.7 6.3 10.9 2.3 1.36 0.74 399.8 183.3 308.2 2.2 1.30 0.77
Q9CRC8_LRC40_MOUSE Lrrc40 Leucine-rich repeat-containing protein 40 OS=Mus musculus GN=Lrrc40 PE=2 SV=2 14 16.3 7.0 12.0 2.3 1.36 0.74 263.2 115.4 194.0 2.3 1.36 0.74
Q7JJ13_BRD2_MOUSE Brd2 Bromodomain-containing protein 2 OS=Mus musculus GN=Brd2 PE=1 SV=1 8 10.4 4.5 7.7 2.3 1.36 0.74 128.2 53.2 89.4 2.4 1.43 0.70
Q60649_CLPB_MOUSE Clpb Caseinolytic peptidase B protein homolog OS=Mus musculus GN=Clpb PE=1 SV=1 1 4.4 1.9 3.3 2.3 1.36 0.74 4.4 1.9 3.2 2.3 1.38 0.72
Q8BFQ4_WDR82_MOUSE Wdr82 WD repeat-containing protein 82 OS=Mus musculus GN=Wdr82 PE=1 SV=1 11 16.6 7.2 12.3 2.3 1.36 0.74 213.2 85.5 143.8 2.5 1.48 0.67
Q61768_KINH_MOUSE Kif5b Kinesin-1 heavy chain OS=Mus musculus GN=Kif5b PE=1 SV=3 6 13.5 5.8 9.9 2.3 1.36 0.74 76.1 35.3 59.3 2.2 1.28 0.78
Q3TML0_Q3TML0_MOUSE Pdia6 Protein disulfide-isomerase A6 OS=Mus musculus GN=Pdia6 PE=2 SV=1 19 44.2 19.0 32.6 2.3 1.35 0.74 1400.5 749.4 1260.0 1.9 1.11 0.90
Q99JZ4_Q99JZ4_MOUSE Sar1a GTP-binding protein SAR1a OS=Mus musculus GN=Sar1a PE=2 SV=1 2 23.8 10.3 17.6 2.3 1.35 0.74 47.7 20.5 34.5 2.3 1.38 0.72
F8VQL9_F8VQL9_MOUSE Ncor2 Nuclear receptor corepressor 2 OS=Mus musculus GN=Ncor2 PE=1 SV=1 20 13.6 5.9 10.0 2.3 1.35 0.74 300.2 161.2 271.1 1.9 1.11 0.90
G5E8T3_G5E8T3_MOUSE Srp19 Signal recognition particle 19 kDa protein OS=Mus musculus GN=Srp19 PE=4 SV=1 3 30.0 12.9 22.2 2.3 1.35 0.74 71.8 30.8 51.9 2.3 1.38 0.72
A2A432_CUL4B_MOUSE Cul4b Cullin-4B OS=Mus musculus GN=Cul4b PE=1 SV=1 2 13.6 5.9 10.1 2.3 1.35 0.74 27.2 11.7 19.7 2.3 1.38 0.73
O35343_IMA3_MOUSE Kpna4 Importin subunit alpha-3 OS=Mus musculus GN=Kpna4 PE=1 SV=1 9 32.5 14.0 24.0 2.3 1.35 0.74 364.5 156.2 262.6 2.3 1.39 0.72
Q6DFW4_NOP58_MOUSE Nop58 Nucleolar protein 58 OS=Mus musculus GN=Nop58 PE=1 SV=1 31 22.2 9.6 16.5 2.3 1.35 0.74 777.2 366.0 615.4 2.1 1.26 0.79
A2AGH6_MED12_MOUSE Med12 Mediator of RNA polymerase II transcription subunit 12 OS=Mus musculus GN=Med12 PE=1 SV=1 5 8.8 3.8 6.6 2.3 1.35 0.74 55.0 23.5 39.5 2.3 1.39 0.72
Q8C3P7_MTA70_MOUSE Mettl3 N6-adenosine-methyltransferase subunit METTL3 OS=Mus musculus GN=Mettl3 PE=1 SV=2 2 6.5 2.8 4.8 2.3 1.35 0.74 13.0 5.6 9.4 2.3 1.38 0.73
Q6PDM2_SRSF1_MOUSE Srsf1 Serine/arginine-rich splicing factor 1 OS=Mus musculus GN=Srsf1 PE=1 SV=3 18 177.8 76.9 131.8 2.3 1.35 0.74 4446.6 1821.8 3063.3 2.4 1.45 0.69
Q9CZX0_ELP3_MOUSE Elp3 Elongator complex protein 3 OS=Mus musculus GN=Elp3 PE=1 SV=1 11 15.8 6.8 11.7 2.3 1.35 0.74 185.6 74.4 125.2 2.5 1.48 0.67
Q9ES28_ARHG7_MOUSE Arhgef7 Rho guanine nucleotide exchange factor 7 OS=Mus musculus GN=Arhgef7 PE=1 SV=2 8 13.2 5.7 9.8 2.3 1.35 0.74 150.5 57.3 96.4 2.6 1.56 0.64
Q06138_CAB39_MOUSE Cab39 Calcium-binding protein 39 OS=Mus musculus GN=Cab39 PE=1 SV=2 1 17.0 7.4 12.6 2.3 1.35 0.74 17.0 7.4 12.4 2.3 1.37 0.73
Q8C0I4_EPC2_MOUSE Epc2 Enhancer of polycomb homolog 2 OS=Mus musculus GN=Epc2 PE=2 SV=2 1 7.5 3.2 5.6 2.3 1.35 0.74 7.5 3.2 5.5 2.3 1.37 0.73
Q9EQC5_NTKL_MOUSE Scyl1 N-terminal kinase-like protein OS=Mus musculus GN=Scyl1 PE=1 SV=1 11 11.6 5.0 8.6 2.3 1.35 0.74 224.0 66.2 111.3 3.4 2.01 0.50
Q7TSZ8_NACC1_MOUSE Nacc1 Nucleus accumbens-associated protein 1 OS=Mus musculus GN=Nacc1 PE=1 SV=1 5 10.7 4.6 8.0 2.3 1.35 0.74 52.2 24.7 41.6 2.1 1.26 0.80
Q9R0L6_PCM1_MOUSE Pcm1 Pericentriolar material 1 protein OS=Mus musculus GN=Pcm1 PE=1 SV=2 4 4.6 2.0 3.5 2.3 1.35 0.74 28.6 13.3 22.3 2.2 1.28 0.78
Q61635_Q61635_MOUSE Ifi47 GTP-binding protein OS=Mus musculus GN=Ifi47 PE=2 SV=1 10 10.9 4.7 8.1 2.3 1.35 0.74 156.5 79.5 133.6 2.0 1.17 0.85
Q9JIX8_ACINU_MOUSE Acin1 Apoptotic chromatin condensation inducer in the nucleus OS=Mus musculus GN=Acin1 PE=1 SV=3 39 32.0 13.9 23.8 2.3 1.35 0.74 1969.9 751.8 1264.1 2.6 1.56 0.64
P35278_RAB5C_MOUSE Rab5c Ras-related protein Rab-5C OS=Mus musculus GN=Rab5c PE=1 SV=2 10 13.3 5.7 9.9 2.3 1.34 0.74 217.7 89.6 150.6 2.4 1.45 0.69
Q91YR1_TWF1_MOUSE Twf1 Twinfilin-1 OS=Mus musculus GN=Twf1 PE=1 SV=2 1 5.8 2.5 4.3 2.3 1.34 0.74 5.8 2.5 4.3 2.3 1.37 0.73
Q68FF6_GIT1_MOUSE Git1 ARF GTPase-activating protein GIT1 OS=Mus musculus GN=Git1 PE=1 SV=1 4 12.0 5.2 8.9 2.3 1.34 0.74 50.2 23.5 39.6 2.1 1.27 0.79
P68369_TBA1A_MOUSE Tuba1a Tubulin alpha-1A chain OS=Mus musculus GN=Tuba1a PE=1 SV=1 76 114.2 49.6 85.0 2.3 1.34 0.74 20696.7 10324.0 17359.6 2.0 1.19 0.84
O08915_AIP_MOUSE Aip AH receptor-interacting protein OS=Mus musculus GN=Aip PE=1 SV=1 3 16.7 7.3 12.4 2.3 1.34 0.74 66.5 52.5 88.2 1.3 0.75 1.33
Q6ZQK0_CNDD3_MOUSE Ncapd3 Condensin-2 complex subunit D3 OS=Mus musculus GN=Ncapd3 PE=1 SV=3 4 9.7 4.2 7.2 2.3 1.34 0.74 47.8 14.4 24.2 3.3 1.98 0.51
Q6ZQ88_KDM1A_MOUSE Kdm1a Lysine-specific histone demethylase 1A OS=Mus musculus GN=Kdm1a PE=1 SV=2 13 13.1 5.7 9.7 2.3 1.34 0.75 178.6 85.5 143.8 2.1 1.24 0.81
D3Z3H2_D3Z3H2_MOUSE Ino80e Coiled-coil domain containing 95, isoform CRA_e OS=Mus musculus GN=Ino80e PE=4 SV=1 1 12.5 5.4 9.3 2.3 1.34 0.75 12.5 5.4 9.2 2.3 1.37 0.73
Q8C5W0_CLMN_MOUSE Clmn Calmin OS=Mus musculus GN=Clmn PE=1 SV=2 3 5.0 2.2 3.7 2.3 1.34 0.75 23.8 8.7 14.6 2.7 1.63 0.61
Q8BFW7_LPP_MOUSE Lpp Lipoma-preferred partner homolog OS=Mus musculus GN=Lpp PE=1 SV=1 7 8.8 3.8 6.6 2.3 1.34 0.75 80.7 36.7 61.7 2.2 1.31 0.76
Q7TPD0_INT3_MOUSE Ints3 Integrator complex subunit 3 OS=Mus musculus GN=Ints3 PE=2 SV=2 17 13.7 5.9 10.2 2.3 1.34 0.75 320.6 107.5 180.8 3.0 1.77 0.56
O35492_CLK3_MOUSE Clk3 Dual specificity protein kinase CLK3 OS=Mus musculus GN=Clk3 PE=1 SV=2 1 8.1 3.5 6.0 2.3 1.34 0.75 8.1 3.5 5.9 2.3 1.37 0.73
Q8BMK0_CEP85_MOUSE Cep85 Centrosomal protein of 85 kDa OS=Mus musculus GN=Cep85 PE=2 SV=2 1 5.9 2.6 4.4 2.3 1.34 0.75 5.9 2.6 4.3 2.3 1.37 0.73
Q8C735_LIN9_MOUSE Lin9 Protein lin-9 homolog OS=Mus musculus GN=Lin9 PE=2 SV=2 1 5.3 2.3 4.0 2.3 1.34 0.75 5.3 2.3 3.9 2.3 1.37 0.73
Q6A028_SWP70_MOUSE Swap70 Switch-associated protein 70 OS=Mus musculus GN=Swap70 PE=1 SV=2 5 11.4 5.0 8.5 2.3 1.34 0.75 64.3 26.0 43.7 2.5 1.47 0.68
Q8BKT3_GCFC2_MOUSE Gcfc2 GC-rich sequence DNA-binding factor 2 OS=Mus musculus GN=Gcfc2 PE=1 SV=2 2 6.9 3.0 5.1 2.3 1.34 0.75 13.7 6.0 10.1 2.3 1.37 0.73
Q3TFQ1_SPRY7_MOUSE Spryd7 SPRY domain-containing protein 7 OS=Mus musculus GN=Spryd7 PE=2 SV=2 2 6.1 2.7 4.6 2.3 1.34 0.75 12.3 5.3 9.0 2.3 1.36 0.73
Q9JKX4_AATF_MOUSE Aatf Protein AATF OS=Mus musculus GN=Aatf PE=1 SV=1 6 15.5 6.8 11.6 2.3 1.34 0.75 88.8 43.3 72.8 2.1 1.22 0.82
Q62465_VAT1_MOUSE Vat1 Synaptic vesicle membrane protein VAT-1 homolog OS=Mus musculus GN=Vat1 PE=1 SV=3 6 7.5 3.3 5.6 2.3 1.34 0.75 45.3 21.7 36.5 2.1 1.24 0.81
Q9WUK4_RFC2_MOUSE Rfc2 Replication factor C subunit 2 OS=Mus musculus GN=Rfc2 PE=2 SV=1 23 16.7 7.3 12.5 2.3 1.34 0.75 881.7 307.1 516.4 2.9 1.71 0.59
Q8BGJ5_Q8BGJ5_MOUSE Ptbp1 MCG13402, isoform CRA_a OS=Mus musculus GN=Ptbp1 PE=1 SV=1 38 22.6 9.9 16.9 2.3 1.34 0.75 4732.2 1838.2 3090.9 2.6 1.53 0.65
Q8VE80_THOC3_MOUSE Thoc3 THO complex subunit 3 OS=Mus musculus GN=Thoc3 PE=2 SV=1 1 7.6 3.3 5.7 2.3 1.34 0.75 7.6 3.3 5.6 2.3 1.36 0.73
B1ARD6_B1ARD6_MOUSE Slfn9 Protein Slfn9 OS=Mus musculus GN=Slfn9 PE=4 SV=1 3 12.7 5.6 9.5 2.3 1.34 0.75 34.9 17.0 28.6 2.1 1.22 0.82
Q9Z1Q9_SYVC_MOUSE Vars Valine--tRNA ligase OS=Mus musculus GN=Vars PE=2 SV=1 6 11.5 5.0 8.6 2.3 1.34 0.75 71.8 34.3 57.7 2.1 1.24 0.80
Q8R1U1_COG4_MOUSE Cog4 Conserved oligomeric Golgi complex subunit 4 OS=Mus musculus GN=Cog4 PE=2 SV=1 2 10.6 4.6 8.0 2.3 1.33 0.75 21.3 9.3 15.6 2.3 1.36 0.73
P62627_DLRB1_MOUSE Dynlrb1 Dynein light chain roadblock-type 1 OS=Mus musculus GN=Dynlrb1 PE=1 SV=3 2 16.5 7.2 12.3 2.3 1.33 0.75 32.9 14.4 24.2 2.3 1.36 0.73
Q9Z110_P5CS_MOUSE Aldh18a1 Delta-1-pyrroline-5-carboxylate synthase OS=Mus musculus GN=Aldh18a1 PE=1 SV=2 29 18.1 7.9 13.6 2.3 1.33 0.75 597.5 261.6 439.9 2.3 1.36 0.74
Q02614_S30BP_MOUSE Sap30bp SAP30-binding protein OS=Mus musculus GN=Sap30bp PE=2 SV=2 3 10.1 4.4 7.6 2.3 1.33 0.75 33.0 15.1 25.5 2.2 1.30 0.77
Q62203_SF3A2_MOUSE Sf3a2 Splicing factor 3A subunit 2 OS=Mus musculus GN=Sf3a2 PE=1 SV=2 3 11.1 4.9 8.3 2.3 1.33 0.75 32.8 13.3 22.3 2.5 1.47 0.68
Q4QY64_ATAD5_MOUSE Atad5 ATPase family AAA domain-containing protein 5 OS=Mus musculus GN=Atad5 PE=1 SV=1 1 10.9 4.8 8.2 2.3 1.33 0.75 10.9 4.8 8.0 2.3 1.36 0.74
Q60749_KHDR1_MOUSE Khdrbs1 KH domain-containing, RNA-binding, signal transduction-associated protein 1 OS=Mus musculus GN=Khdrbs1 PE=1 SV=222 64.1 28.1 48.1 2.3 1.33 0.75 3265.6 1238.5 2082.4 2.6 1.57 0.64
Q9QXK3_COPG2_MOUSE Copg2 Coatomer subunit gamma-2 OS=Mus musculus GN=Copg2 PE=2 SV=1 5 9.2 4.0 6.9 2.3 1.33 0.75 56.4 22.1 37.1 2.6 1.52 0.66
P39447_ZO1_MOUSE Tjp1 Tight junction protein ZO-1 OS=Mus musculus GN=Tjp1 PE=1 SV=2 56 23.8 10.4 17.9 2.3 1.33 0.75 2588.2 1129.3 1898.9 2.3 1.36 0.73
P60766_CDC42_MOUSE Cdc42 Cell division control protein 42 homolog OS=Mus musculus GN=Cdc42 PE=1 SV=2 5 12.7 5.6 9.6 2.3 1.33 0.75 59.3 26.6 44.8 2.2 1.33 0.75
Q8VDY9_CAAP1_MOUSE Caap1 Caspase activity and apoptosis inhibitor 1 OS=Mus musculus GN=Caap1 PE=1 SV=2 1 7.0 3.1 5.2 2.3 1.33 0.75 7.0 3.1 5.1 2.3 1.36 0.74
Q8VEJ4_NLE1_MOUSE Nle1 Notchless protein homolog 1 OS=Mus musculus GN=Nle1 PE=1 SV=4 1 5.9 2.6 4.4 2.3 1.33 0.75 5.9 2.6 4.4 2.3 1.36 0.74
Q8CCS6_PABP2_MOUSE Pabpn1 Polyadenylate-binding protein 2 OS=Mus musculus GN=Pabpn1 PE=2 SV=3 7 52.6 23.1 39.6 2.3 1.33 0.75 676.3 298.2 501.5 2.3 1.35 0.74
Q8JZY2_COMDA_MOUSE Commd10 COMM domain-containing protein 10 OS=Mus musculus GN=Commd10 PE=2 SV=1 2 8.7 3.8 6.6 2.3 1.33 0.75 17.4 7.6 12.9 2.3 1.36 0.74
Q9JI44_DMAP1_MOUSE Dmap1 DNA methyltransferase 1-associated protein 1 OS=Mus musculus GN=Dmap1 PE=1 SV=1 14 21.8 9.6 16.4 2.3 1.33 0.75 331.5 139.6 234.7 2.4 1.41 0.71
Q5SVR0_TBC9B_MOUSE Tbc1d9b TBC1 domain family member 9B OS=Mus musculus GN=Tbc1d9b PE=2 SV=1 3 6.5 2.9 4.9 2.3 1.33 0.75 21.5 9.0 15.2 2.4 1.42 0.71
E9Q6M7_E9Q6M7_MOUSE Pum1 Pumilio homolog 1 OS=Mus musculus GN=Pum1 PE=1 SV=1 4 8.0 3.5 6.0 2.3 1.33 0.75 30.2 13.0 21.9 2.3 1.38 0.72
Q8VCI5_PEX19_MOUSE Pex19 Peroxisomal biogenesis factor 19 OS=Mus musculus GN=Pex19 PE=1 SV=1 1 5.3 2.3 4.0 2.3 1.33 0.75 5.3 2.3 3.9 2.3 1.35 0.74
Q9D7M1_GID8_MOUSE Gid8 Glucose-induced degradation protein 8 homolog OS=Mus musculus GN=Gid8 PE=2 SV=1 7 10.1 4.5 7.7 2.3 1.33 0.75 76.5 40.0 67.3 1.9 1.14 0.88
Q61081_CDC37_MOUSE Cdc37 Hsp90 co-chaperone Cdc37 OS=Mus musculus GN=Cdc37 PE=2 SV=1 1 7.0 3.1 5.3 2.3 1.32 0.75 7.0 3.1 5.2 2.3 1.35 0.74
Q3TYS2_CQ062_MOUSE Uncharacterized protein C17orf62 homolog OS=Mus musculus PE=2 SV=2 1 31.2 13.7 23.5 2.3 1.32 0.75 31.2 13.7 23.1 2.3 1.35 0.74
O88520_SHOC2_MOUSE Shoc2 Leucine-rich repeat protein SHOC-2 OS=Mus musculus GN=Shoc2 PE=2 SV=2 6 10.5 4.6 7.9 2.3 1.32 0.76 70.3 28.3 47.6 2.5 1.48 0.68
Q9R0M6_RAB9A_MOUSE Rab9a Ras-related protein Rab-9A OS=Mus musculus GN=Rab9a PE=1 SV=1 2 12.9 5.7 9.8 2.3 1.32 0.76 25.9 11.4 19.1 2.3 1.35 0.74
Q6NZQ6_ZN740_MOUSE Znf740 Zinc finger protein 740 OS=Mus musculus GN=Znf740 PE=1 SV=1 1 35.5 15.6 26.8 2.3 1.32 0.76 35.5 15.6 26.3 2.3 1.35 0.74
P97858_S35B1_MOUSE Slc35b1 Solute carrier family 35 member B1 OS=Mus musculus GN=Slc35b1 PE=2 SV=1 1 10.9 4.8 8.3 2.3 1.32 0.76 10.9 4.8 8.1 2.3 1.35 0.74
P17047_LAMP2_MOUSE Lamp2 Lysosome-associated membrane glycoprotein 2 OS=Mus musculus GN=Lamp2 PE=2 SV=2 6 27.6 12.2 20.9 2.3 1.32 0.76 210.4 99.9 167.9 2.1 1.25 0.80
P60867_RS20_MOUSE Rps20 40S ribosomal protein S20 OS=Mus musculus GN=Rps20 PE=1 SV=1 2 71.0 31.3 53.7 2.3 1.32 0.76 142.0 62.6 105.3 2.3 1.35 0.74
Q810B6_ANFY1_MOUSE Ankfy1 Rabankyrin-5 OS=Mus musculus GN=Ankfy1 PE=2 SV=2 13 9.9 4.4 7.5 2.3 1.32 0.76 181.7 59.7 100.4 3.0 1.81 0.55
Q9JIG7_CCD22_MOUSE Ccdc22 Coiled-coil domain-containing protein 22 OS=Mus musculus GN=Ccdc22 PE=1 SV=1 7 11.3 5.0 8.6 2.3 1.32 0.76 73.5 33.5 56.4 2.2 1.30 0.77
P61979_HNRPK_MOUSE Hnrnpk Heterogeneous nuclear ribonucleoprotein K OS=Mus musculus GN=Hnrnpk PE=1 SV=1 53 82.4 36.4 62.4 2.3 1.32 0.76 9810.5 4518.4 7597.6 2.2 1.29 0.77
P58252_EF2_MOUSE Eef2 Elongation factor 2 OS=Mus musculus GN=Eef2 PE=1 SV=2 24 30.6 13.5 23.1 2.3 1.32 0.76 763.6 420.8 707.6 1.8 1.08 0.93
P12815_PDCD6_MOUSE Pdcd6 Programmed cell death protein 6 OS=Mus musculus GN=Pdcd6 PE=1 SV=2 2 14.0 6.2 10.6 2.3 1.32 0.76 27.9 12.3 20.7 2.3 1.35 0.74
Q8CIE6_COPA_MOUSE Copa Coatomer subunit alpha OS=Mus musculus GN=Copa PE=1 SV=2 48 38.7 17.1 29.3 2.3 1.32 0.76 2633.9 965.7 1623.8 2.7 1.62 0.62
Q9CZY3_UB2V1_MOUSE Ube2v1 Ubiquitin-conjugating enzyme E2 variant 1 OS=Mus musculus GN=Ube2v1 PE=1 SV=1 1 6.8 3.0 5.1 2.3 1.32 0.76 6.8 3.0 5.0 2.3 1.35 0.74
Q9ESE1_LRBA_MOUSE Lrba Lipopolysaccharide-responsive and beige-like anchor protein OS=Mus musculus GN=Lrba PE=1 SV=1 1 11.1 4.9 8.4 2.3 1.32 0.76 11.1 4.9 8.3 2.3 1.35 0.74
Q9CR60_GOT1B_MOUSE Golt1b Vesicle transport protein GOT1B OS=Mus musculus GN=Golt1b PE=2 SV=1 5 18.5 8.2 14.0 2.3 1.32 0.76 116.3 50.8 85.5 2.3 1.36 0.73
Q8K5B2_MCFD2_MOUSE Mcfd2 Multiple coagulation factor deficiency protein 2 homolog OS=Mus musculus GN=Mcfd2 PE=2 SV=1 1 34.9 15.4 26.5 2.3 1.32 0.76 34.9 15.4 26.0 2.3 1.35 0.74
P22892_AP1G1_MOUSE Ap1g1 AP-1 complex subunit gamma-1 OS=Mus musculus GN=Ap1g1 PE=1 SV=3 2 12.1 5.3 9.2 2.3 1.32 0.76 24.2 10.7 18.0 2.3 1.35 0.74
Q9D0B6_PBDC1_MOUSE Pbdc1 Protein PBDC1 OS=Mus musculus GN=Pbdc1 PE=2 SV=1 7 15.5 6.9 11.8 2.3 1.32 0.76 120.9 51.2 86.1 2.4 1.40 0.71
Q9CQN6_TM14C_MOUSE Tmem14c Transmembrane protein 14C OS=Mus musculus GN=Tmem14c PE=1 SV=1 2 7.8 3.5 5.9 2.3 1.32 0.76 15.6 6.9 11.6 2.3 1.34 0.74
P97372_PSME2_MOUSE Psme2 Proteasome activator complex subunit 2 OS=Mus musculus GN=Psme2 PE=2 SV=4 3 10.1 4.5 7.7 2.3 1.32 0.76 28.5 12.3 20.8 2.3 1.37 0.73
Q9D0T1_NH2L1_MOUSE Nhp2l1 NHP2-like protein 1 OS=Mus musculus GN=Nhp2l1 PE=1 SV=4 1 212.2 93.9 161.0 2.3 1.32 0.76 212.2 93.9 157.9 2.3 1.34 0.74
Q80V86_INT8_MOUSE Ints8 Integrator complex subunit 8 OS=Mus musculus GN=Ints8 PE=2 SV=1 2 14.8 6.6 11.2 2.3 1.32 0.76 29.6 13.1 22.0 2.3 1.34 0.74
P16546_SPTN1_MOUSE Sptan1 Spectrin alpha chain, non-erythrocytic 1 OS=Mus musculus GN=Sptan1 PE=1 SV=4 134 41.8 18.5 31.8 2.3 1.32 0.76 8110.5 3651.8 6140.4 2.2 1.32 0.76
Q80XP8_FA76B_MOUSE Fam76b Protein FAM76B OS=Mus musculus GN=Fam76b PE=2 SV=1 4 15.1 6.7 11.5 2.3 1.32 0.76 73.0 33.9 56.9 2.2 1.28 0.78
Q8K1X1_WDR11_MOUSE Wdr11 WD repeat-containing protein 11 OS=Mus musculus GN=Wdr11 PE=2 SV=1 18 11.3 5.0 8.6 2.3 1.32 0.76 266.0 114.6 192.7 2.3 1.38 0.72
P61027_RAB10_MOUSE Rab10 Ras-related protein Rab-10 OS=Mus musculus GN=Rab10 PE=1 SV=1 5 134.9 59.8 102.6 2.3 1.32 0.76 586.8 220.8 371.2 2.7 1.58 0.63
Q9DBG3_AP2B1_MOUSE Ap2b1 AP-2 complex subunit beta OS=Mus musculus GN=Ap2b1 PE=1 SV=1 6 9.3 4.1 7.1 2.3 1.32 0.76 58.7 25.5 42.9 2.3 1.37 0.73
Q8C5Q4_GRSF1_MOUSE Grsf1 G-rich sequence factor 1 OS=Mus musculus GN=Grsf1 PE=1 SV=2 2 10.1 4.5 7.7 2.3 1.32 0.76 20.3 9.0 15.1 2.3 1.34 0.75
Q2KN98_CYTSA_MOUSE Specc1l Cytospin-A OS=Mus musculus GN=Specc1l PE=1 SV=1 56 23.4 10.4 17.8 2.3 1.31 0.76 1896.1 1028.6 1729.6 1.8 1.10 0.91
Q80XQ2_TBCD5_MOUSE Tbc1d5 TBC1 domain family member 5 OS=Mus musculus GN=Tbc1d5 PE=1 SV=2 2 8.2 3.7 6.3 2.3 1.31 0.76 16.5 7.3 12.3 2.3 1.34 0.75
Q9Z1N5_DX39B_MOUSE Ddx39b Spliceosome RNA helicase Ddx39b OS=Mus musculus GN=Ddx39b PE=1 SV=1 28 27.9 12.4 21.2 2.2 1.31 0.76 2162.4 805.9 1355.1 2.7 1.60 0.63
Q61990_PCBP2_MOUSE Pcbp2 Poly(rC)-binding protein 2 OS=Mus musculus GN=Pcbp2 PE=1 SV=1 20 46.1 20.5 35.1 2.2 1.31 0.76 2325.7 776.2 1305.2 3.0 1.78 0.56
Q8BL74_TF3C2_MOUSE Gtf3c2 General transcription factor 3C polypeptide 2 OS=Mus musculus GN=Gtf3c2 PE=2 SV=2 11 9.9 4.4 7.5 2.2 1.31 0.76 150.2 59.4 99.8 2.5 1.50 0.66
Q921J4_UBE2S_MOUSE Ube2s Ubiquitin-conjugating enzyme E2 S OS=Mus musculus GN=Ube2s PE=2 SV=1 3 16.1 7.2 12.3 2.2 1.31 0.76 51.3 21.9 36.8 2.3 1.39 0.72
Q9CQM2_ERD22_MOUSE Kdelr2 ER lumen protein-retaining receptor 2 OS=Mus musculus GN=Kdelr2 PE=2 SV=1 2 8.6 3.8 6.6 2.2 1.31 0.76 17.2 7.7 12.9 2.2 1.34 0.75



O35134_RPA1_MOUSE Polr1a DNA-directed RNA polymerase I subunit RPA1 OS=Mus musculus GN=Polr1a PE=1 SV=2 2 6.7 3.0 5.1 2.2 1.31 0.76 13.4 6.0 10.1 2.2 1.33 0.75
Q6A0A2_LAR4B_MOUSE Larp4b La-related protein 4B OS=Mus musculus GN=Larp4b PE=1 SV=2 6 10.9 4.9 8.3 2.2 1.31 0.76 73.3 31.9 53.7 2.3 1.37 0.73
P62320_SMD3_MOUSE Snrpd3 Small nuclear ribonucleoprotein Sm D3 OS=Mus musculus GN=Snrpd3 PE=1 SV=1 5 48.1 21.4 36.8 2.2 1.31 0.76 414.9 231.9 390.0 1.8 1.06 0.94
P70347_TANK_MOUSE Tank TRAF family member-associated NF-kappa-B activator OS=Mus musculus GN=Tank PE=1 SV=1 1 4.9 2.2 3.8 2.2 1.31 0.76 4.9 2.2 3.7 2.2 1.33 0.75
Q8R4H2_ARHGC_MOUSE Arhgef12 Rho guanine nucleotide exchange factor 12 OS=Mus musculus GN=Arhgef12 PE=1 SV=2 1 7.1 3.2 5.4 2.2 1.31 0.77 7.1 3.2 5.3 2.2 1.33 0.75
O08529_CAN2_MOUSE Capn2 Calpain-2 catalytic subunit OS=Mus musculus GN=Capn2 PE=2 SV=4 2 6.5 2.9 4.9 2.2 1.31 0.77 12.9 5.8 9.7 2.2 1.33 0.75
Q91V81_RBM42_MOUSE Rbm42 RNA-binding protein 42 OS=Mus musculus GN=Rbm42 PE=1 SV=1 2 9.8 4.4 7.5 2.2 1.31 0.77 19.6 8.7 14.7 2.2 1.33 0.75
O54774_AP3D1_MOUSE Ap3d1 AP-3 complex subunit delta-1 OS=Mus musculus GN=Ap3d1 PE=1 SV=1 10 13.1 5.9 10.1 2.2 1.31 0.77 174.6 116.6 196.1 1.5 0.89 1.12
P60122_RUVB1_MOUSE Ruvbl1 RuvB-like 1 OS=Mus musculus GN=Ruvbl1 PE=1 SV=1 37 37.2 16.6 28.5 2.2 1.31 0.77 3624.7 1564.2 2630.2 2.3 1.38 0.73
Q8R191_SNG3_MOUSE Syngr3 Synaptogyrin-3 OS=Mus musculus GN=Syngr3 PE=1 SV=1 1 34.9 15.6 26.7 2.2 1.31 0.77 34.9 15.6 26.2 2.2 1.33 0.75
P26187_MGMT_MOUSE Mgmt Methylated-DNA--protein-cysteine methyltransferase OS=Mus musculus GN=Mgmt PE=1 SV=3 1 4.2 1.9 3.2 2.2 1.31 0.77 4.2 1.9 3.1 2.2 1.33 0.75
Q8VBW5_BBX_MOUSE Bbx HMG box transcription factor BBX OS=Mus musculus GN=Bbx PE=1 SV=2 1 11.3 5.0 8.7 2.2 1.30 0.77 11.3 5.0 8.5 2.2 1.33 0.75
Q8R1L4_ERD23_MOUSE Kdelr3 ER lumen protein-retaining receptor 3 OS=Mus musculus GN=Kdelr3 PE=2 SV=1 1 24.9 11.1 19.1 2.2 1.30 0.77 24.9 11.1 18.7 2.2 1.33 0.75
Q8K284_TF3C1_MOUSE Gtf3c1 General transcription factor 3C polypeptide 1 OS=Mus musculus GN=Gtf3c1 PE=1 SV=2 2 9.6 4.3 7.3 2.2 1.30 0.77 19.1 8.5 14.4 2.2 1.33 0.75
Q8BP71_RFOX2_MOUSE Rbfox2 RNA binding protein fox-1 homolog 2 OS=Mus musculus GN=Rbfox2 PE=1 SV=2 14 17.6 7.9 13.5 2.2 1.30 0.77 470.5 275.6 463.4 1.7 1.02 0.98
Q3U7R1_ESYT1_MOUSE Esyt1 Extended synaptotagmin-1 OS=Mus musculus GN=Esyt1 PE=1 SV=2 28 16.4 7.4 12.6 2.2 1.30 0.77 598.3 258.3 434.3 2.3 1.38 0.73
P84078_ARF1_MOUSE Arf1 ADP-ribosylation factor 1 OS=Mus musculus GN=Arf1 PE=1 SV=2 8 20.6 9.2 15.8 2.2 1.30 0.77 291.6 144.2 242.5 2.0 1.20 0.83
Q5DTW7_K1551_MOUSE Kiaa1551 Uncharacterized protein KIAA1551 OS=Mus musculus GN=Kiaa1551 PE=2 SV=2 1 3.1 1.4 2.4 2.2 1.30 0.77 3.1 1.4 2.4 2.2 1.33 0.75
Q8CG48_SMC2_MOUSE Smc2 Structural maintenance of chromosomes protein 2 OS=Mus musculus GN=Smc2 PE=1 SV=2 52 29.1 13.1 22.4 2.2 1.30 0.77 1550.4 863.2 1451.5 1.8 1.07 0.94
Q8BVE8_NSD2_MOUSE Whsc1 Histone-lysine N-methyltransferase NSD2 OS=Mus musculus GN=Whsc1 PE=1 SV=2 8 12.4 5.5 9.5 2.2 1.30 0.77 107.4 54.7 92.0 2.0 1.17 0.86
F7BPW6_F7BPW6_MOUSE Sec16a Protein Sec16a (Fragment) OS=Mus musculus GN=Sec16a PE=1 SV=1 3 7.1 3.2 5.5 2.2 1.30 0.77 32.3 20.4 34.3 1.6 0.94 1.06
Q99M28_RNPS1_MOUSE Rnps1 RNA-binding protein with serine-rich domain 1 OS=Mus musculus GN=Rnps1 PE=2 SV=1 11 28.9 12.9 22.2 2.2 1.30 0.77 1048.5 463.9 780.1 2.3 1.34 0.74
Q9D8W5_PSD12_MOUSE Psmd12 26S proteasome non-ATPase regulatory subunit 12 OS=Mus musculus GN=Psmd12 PE=1 SV=4 4 18.7 8.4 14.4 2.2 1.30 0.77 73.7 32.7 54.9 2.3 1.34 0.75
P21126_UBL4A_MOUSE Ubl4a Ubiquitin-like protein 4A OS=Mus musculus GN=Ubl4a PE=2 SV=1 3 14.6 6.5 11.2 2.2 1.30 0.77 39.3 21.1 35.4 1.9 1.11 0.90
Q7TT37_ELP1_MOUSE Ikbkap Elongator complex protein 1 OS=Mus musculus GN=Ikbkap PE=1 SV=2 26 19.3 8.7 14.8 2.2 1.30 0.77 628.4 240.4 404.2 2.6 1.55 0.64
Q9JK30_ORC3_MOUSE Orc3 Origin recognition complex subunit 3 OS=Mus musculus GN=Orc3 PE=1 SV=1 1 11.8 5.3 9.1 2.2 1.30 0.77 11.8 5.3 8.9 2.2 1.32 0.75
Q8K021_SCAM1_MOUSE Scamp1 Secretory carrier-associated membrane protein 1 OS=Mus musculus GN=Scamp1 PE=1 SV=1 2 24.9 11.2 19.2 2.2 1.30 0.77 49.8 22.4 37.6 2.2 1.32 0.76
Q00PI9_HNRL2_MOUSE Hnrnpul2 Heterogeneous nuclear ribonucleoprotein U-like protein 2 OS=Mus musculus GN=Hnrnpul2 PE=1 SV=2 35 32.9 14.8 25.4 2.2 1.30 0.77 1743.8 989.9 1664.5 1.8 1.05 0.95
Q6A0A9_F120A_MOUSE FAM120A Constitutive coactivator of PPAR-gamma-like protein 1 OS=Mus musculus GN=FAM120A PE=1 SV=2 24 28.0 12.6 21.6 2.2 1.30 0.77 608.7 288.9 485.8 2.1 1.25 0.80
Q0P678_ZCH18_MOUSE Zc3h18 Zinc finger CCCH domain-containing protein 18 OS=Mus musculus GN=Zc3h18 PE=1 SV=1 31 34.6 15.6 26.7 2.2 1.30 0.77 3110.9 580.8 976.7 5.4 3.19 0.31
Q8K224_NAT10_MOUSE Nat10 N-acetyltransferase 10 OS=Mus musculus GN=Nat10 PE=2 SV=1 2 5.8 2.6 4.5 2.2 1.30 0.77 11.7 5.2 8.8 2.2 1.32 0.76
Q8R0X2_CACL1_MOUSE Cacul1 CDK2-associated and cullin domain-containing protein 1 OS=Mus musculus GN=Cacul1 PE=2 SV=1 1 7.6 3.4 5.9 2.2 1.30 0.77 7.6 3.4 5.8 2.2 1.32 0.76
Q99104_MYO5A_MOUSE Myo5a Unconventional myosin-Va OS=Mus musculus GN=Myo5a PE=1 SV=2 10 9.2 4.2 7.1 2.2 1.29 0.77 93.6 41.6 69.9 2.3 1.34 0.75
Q91YE7_RBM5_MOUSE Rbm5 RNA-binding protein 5 OS=Mus musculus GN=Rbm5 PE=1 SV=1 10 25.0 11.3 19.3 2.2 1.29 0.77 877.8 149.1 250.6 5.9 3.50 0.29
Q60875_ARHG2_MOUSE Arhgef2 Rho guanine nucleotide exchange factor 2 OS=Mus musculus GN=Arhgef2 PE=1 SV=4 40 24.9 11.2 19.2 2.2 1.29 0.77 1385.4 572.8 963.1 2.4 1.44 0.70
Q8BMG7_RBGPR_MOUSE Rab3gap2 Rab3 GTPase-activating protein non-catalytic subunit OS=Mus musculus GN=Rab3gap2 PE=1 SV=2 3 10.8 4.9 8.3 2.2 1.29 0.77 40.6 18.4 31.0 2.2 1.31 0.76
P62915_TF2B_MOUSE Gtf2b Transcription initiation factor IIB OS=Mus musculus GN=Gtf2b PE=1 SV=1 6 9.8 4.4 7.6 2.2 1.29 0.77 85.6 30.6 51.5 2.8 1.66 0.60
Q8R3B7_BRD8_MOUSE Brd8 Bromodomain-containing protein 8 OS=Mus musculus GN=Brd8 PE=1 SV=2 7 7.3 3.3 5.7 2.2 1.29 0.77 63.9 24.1 40.5 2.7 1.58 0.63
Q9CQD1_RAB5A_MOUSE Rab5a Ras-related protein Rab-5A OS=Mus musculus GN=Rab5a PE=1 SV=1 12 12.1 5.4 9.3 2.2 1.29 0.77 304.5 117.3 197.3 2.6 1.54 0.65
Q8CG47_SMC4_MOUSE Smc4 Structural maintenance of chromosomes protein 4 OS=Mus musculus GN=Smc4 PE=1 SV=1 44 28.0 12.6 21.7 2.2 1.29 0.77 1467.3 670.1 1126.8 2.2 1.30 0.77
Q62419_SH3G1_MOUSE Sh3gl1 Endophilin-A2 OS=Mus musculus GN=Sh3gl1 PE=1 SV=1 13 43.3 19.6 33.5 2.2 1.29 0.77 674.4 689.5 1159.3 1.0 0.58 1.72
Q91Z38_TTC1_MOUSE Ttc1 Tetratricopeptide repeat protein 1 OS=Mus musculus GN=Ttc1 PE=2 SV=1 1 4.8 2.2 3.7 2.2 1.29 0.77 4.8 2.2 3.6 2.2 1.32 0.76
P97461_RS5_MOUSE Rps5 40S ribosomal protein S5 OS=Mus musculus GN=Rps5 PE=1 SV=3 9 20.1 9.1 15.6 2.2 1.29 0.77 294.5 115.6 194.3 2.5 1.52 0.66
P53564_CUX1_MOUSE Cux1 Homeobox protein cut-like 1 OS=Mus musculus GN=Cux1 PE=1 SV=3 16 11.0 5.0 8.5 2.2 1.29 0.77 182.2 98.3 165.3 1.9 1.10 0.91
P61089_UBE2N_MOUSE Ube2n Ubiquitin-conjugating enzyme E2 N OS=Mus musculus GN=Ube2n PE=1 SV=1 4 49.1 22.2 38.0 2.2 1.29 0.77 190.5 81.2 136.5 2.3 1.40 0.72
Q80UV9_TAF1_MOUSE Taf1 Transcription initiation factor TFIID subunit 1 OS=Mus musculus GN=Taf1 PE=1 SV=2 9 10.7 4.8 8.3 2.2 1.29 0.78 110.4 41.1 69.1 2.7 1.60 0.63
P62702_RS4X_MOUSE Rps4x 40S ribosomal protein S4, X isoform OS=Mus musculus GN=Rps4x PE=2 SV=2 39 55.1 24.9 42.7 2.2 1.29 0.78 5364.5 1969.0 3310.9 2.7 1.62 0.62
Q3V1H1_CKAP2_MOUSE Ckap2 Cytoskeleton-associated protein 2 OS=Mus musculus GN=Ckap2 PE=2 SV=1 5 8.4 3.8 6.5 2.2 1.29 0.78 42.0 24.1 40.5 1.7 1.03 0.97
Q8C0C7_SYFA_MOUSE Farsa Phenylalanine--tRNA ligase alpha subunit OS=Mus musculus GN=Farsa PE=2 SV=1 1 14.9 6.7 11.5 2.2 1.29 0.78 14.9 6.7 11.3 2.2 1.31 0.76
Q9D0F3_LMAN1_MOUSE Lman1 Protein ERGIC-53 OS=Mus musculus GN=Lman1 PE=2 SV=1 4 21.3 9.6 16.5 2.2 1.29 0.78 597.6 362.6 609.7 1.6 0.98 1.02
Q68FD5_CLH1_MOUSE Cltc Clathrin heavy chain 1 OS=Mus musculus GN=Cltc PE=1 SV=3 66 26.7 12.1 20.7 2.2 1.29 0.78 2484.6 1068.9 1797.4 2.3 1.38 0.72
Q9JJT9_PHAX_MOUSE Phax Phosphorylated adapter RNA export protein OS=Mus musculus GN=Phax PE=1 SV=1 1 12.4 5.6 9.6 2.2 1.29 0.78 12.4 5.6 9.4 2.2 1.31 0.76
Q9JLB0_MPP6_MOUSE Mpp6 MAGUK p55 subfamily member 6 OS=Mus musculus GN=Mpp6 PE=1 SV=1 3 7.7 3.5 5.9 2.2 1.29 0.78 24.8 10.7 18.0 2.3 1.38 0.73
P23607_ZFA_MOUSE Zfa Zinc finger autosomal protein OS=Mus musculus GN=Zfa PE=2 SV=1 1 16.4 7.4 12.7 2.2 1.29 0.78 16.4 7.4 12.5 2.2 1.31 0.76
Q62167_DDX3X_MOUSE Ddx3x ATP-dependent RNA helicase DDX3X OS=Mus musculus GN=Ddx3x PE=1 SV=3 64 56.0 25.4 43.6 2.2 1.28 0.78 6263.2 2703.2 4545.4 2.3 1.38 0.73
Q8BL66_EEA1_MOUSE Eea1 Early endosome antigen 1 OS=Mus musculus GN=Eea1 PE=1 SV=2 25 15.8 7.2 12.3 2.2 1.28 0.78 492.5 198.0 332.9 2.5 1.48 0.68
P08113_ENPL_MOUSE Hsp90b1 Endoplasmin OS=Mus musculus GN=Hsp90b1 PE=1 SV=2 52 36.7 16.7 28.6 2.2 1.28 0.78 3962.7 1894.6 3185.7 2.1 1.24 0.80
P42230_STA5A_MOUSE Stat5a Signal transducer and activator of transcription 5A OS=Mus musculus GN=Stat5a PE=1 SV=1 4 5.6 2.6 4.4 2.2 1.28 0.78 24.3 10.5 17.7 2.3 1.37 0.73
Q8BMC4_NOP9_MOUSE Nop9 Nucleolar protein 9 OS=Mus musculus GN=Nop9 PE=2 SV=1 6 14.0 6.4 10.9 2.2 1.28 0.78 92.9 36.6 61.5 2.5 1.51 0.66
Q8VDM6_HNRL1_MOUSE Hnrnpul1 Heterogeneous nuclear ribonucleoprotein U-like protein 1 OS=Mus musculus GN=Hnrnpul1 PE=1 SV=1 8 31.4 14.3 24.5 2.2 1.28 0.78 244.5 118.1 198.7 2.1 1.23 0.81
O35864_CSN5_MOUSE Cops5 COP9 signalosome complex subunit 5 OS=Mus musculus GN=Cops5 PE=1 SV=3 7 15.5 7.1 12.1 2.2 1.28 0.78 119.1 71.0 119.4 1.7 1.00 1.00
Q61234_SNTA1_MOUSE Snta1 Alpha-1-syntrophin OS=Mus musculus GN=Snta1 PE=1 SV=1 2 10.5 4.8 8.2 2.2 1.28 0.78 21.0 9.6 16.1 2.2 1.30 0.77
Q9CZJ1_UTP11_MOUSE Utp11l Probable U3 small nucleolar RNA-associated protein 11 OS=Mus musculus GN=Utp11l PE=2 SV=1 1 19.5 8.9 15.3 2.2 1.28 0.78 19.5 8.9 15.0 2.2 1.30 0.77
Q8BKY8_MTEF2_MOUSE Mterf2 Transcription termination factor 2, mitochondrial OS=Mus musculus GN=Mterf2 PE=1 SV=1 1 1137.6 519.8 891.3 2.2 1.28 0.78 1137.6 519.8 874.0 2.2 1.30 0.77
Q91XB7_YIF1A_MOUSE Yif1a Protein YIF1A OS=Mus musculus GN=Yif1a PE=2 SV=1 2 12.6 5.8 9.9 2.2 1.28 0.78 25.2 11.5 19.4 2.2 1.30 0.77
P11440_CDK1_MOUSE Cdk1 Cyclin-dependent kinase 1 OS=Mus musculus GN=Cdk1 PE=1 SV=3 32 31.0 14.2 24.3 2.2 1.28 0.78 1513.3 626.6 1053.6 2.4 1.44 0.70
Q6ZQ73_CAND2_MOUSE Cand2 Cullin-associated NEDD8-dissociated protein 2 OS=Mus musculus GN=Cand2 PE=1 SV=2 7 8.7 4.0 6.9 2.2 1.27 0.78 59.5 23.5 39.6 2.5 1.50 0.67
Q9ESX4_NO40_MOUSE Zcchc17 Nucleolar protein of 40 kDa OS=Mus musculus GN=Zcchc17 PE=1 SV=1 1 6.4 2.9 5.1 2.2 1.27 0.78 6.4 2.9 5.0 2.2 1.30 0.77
P51881_ADT2_MOUSE Slc25a5 ADP/ATP translocase 2 OS=Mus musculus GN=Slc25a5 PE=1 SV=3 3 44.5 20.4 34.9 2.2 1.27 0.78 141.2 70.5 118.6 2.0 1.19 0.84
Q99NH0_ANR17_MOUSE Ankrd17 Ankyrin repeat domain-containing protein 17 OS=Mus musculus GN=Ankrd17 PE=1 SV=2 26 13.1 6.0 10.3 2.2 1.27 0.78 438.8 161.6 271.7 2.7 1.61 0.62
O08664_BCL7C_MOUSE Bcl7c B-cell CLL/lymphoma 7 protein family member C OS=Mus musculus GN=Bcl7c PE=1 SV=1 2 10.7 4.9 8.4 2.2 1.27 0.79 21.4 9.8 16.5 2.2 1.30 0.77
O35874_SATT_MOUSE Slc1a4 Neutral amino acid transporter A OS=Mus musculus GN=Slc1a4 PE=1 SV=1 1 7.8 3.6 6.1 2.2 1.27 0.79 7.8 3.6 6.0 2.2 1.30 0.77
Q3TJD7_PDLI7_MOUSE Pdlim7 PDZ and LIM domain protein 7 OS=Mus musculus GN=Pdlim7 PE=2 SV=1 20 25.2 11.5 19.8 2.2 1.27 0.79 641.6 326.8 549.5 2.0 1.17 0.86
Q60710_SAMH1_MOUSE Samhd1 Deoxynucleoside triphosphate triphosphohydrolase SAMHD1 OS=Mus musculus GN=Samhd1 PE=1 SV=2 16 26.0 11.9 20.4 2.2 1.27 0.79 474.3 220.0 369.9 2.2 1.28 0.78
Q0VBL3_Q0VBL3_MOUSE Rbm15 Protein Rbm15 OS=Mus musculus GN=Rbm15 PE=1 SV=1 13 15.6 7.1 12.2 2.2 1.27 0.79 215.1 97.7 164.2 2.2 1.31 0.76
Q99K48_NONO_MOUSE Nono Non-POU domain-containing octamer-binding protein OS=Mus musculus GN=Nono PE=1 SV=3 17 19.5 8.9 15.3 2.2 1.27 0.79 711.0 353.8 594.9 2.0 1.20 0.84
Q78ZM0_Q78ZM0_MOUSE Snx3 Sorting nexin 3 OS=Mus musculus GN=Snx3 PE=1 SV=1 6 65.5 30.0 51.5 2.2 1.27 0.79 353.4 170.5 286.8 2.1 1.23 0.81
Q8QZX2_HAUS3_MOUSE Haus3 HAUS augmin-like complex subunit 3 OS=Mus musculus GN=Haus3 PE=2 SV=1 4 13.2 6.1 10.4 2.2 1.27 0.79 47.1 25.3 42.6 1.9 1.11 0.90
Q924W7_ST5_MOUSE St5 Suppression of tumorigenicity 5 protein OS=Mus musculus GN=St5 PE=2 SV=1 1 12.0 5.5 9.5 2.2 1.27 0.79 12.0 5.5 9.3 2.2 1.29 0.77
Q9CPV2_APC16_MOUSE Anapc16 Anaphase-promoting complex subunit 16 OS=Mus musculus GN=Anapc16 PE=2 SV=1 2 5.7 2.6 4.5 2.2 1.27 0.79 11.5 5.3 8.9 2.2 1.29 0.77
Q9DBU0_TM9S1_MOUSE Tm9sf1 Transmembrane 9 superfamily member 1 OS=Mus musculus GN=Tm9sf1 PE=2 SV=2 1 8.3 3.8 6.6 2.2 1.27 0.79 8.3 3.8 6.4 2.2 1.29 0.77
Q4KWH5_PLCH1_MOUSE Plch1 1-phosphatidylinositol 4,5-bisphosphate phosphodiesterase eta-1 OS=Mus musculus GN=Plch1 PE=2 SV=1 1 35.4 16.3 27.9 2.2 1.27 0.79 35.4 16.3 27.4 2.2 1.29 0.77
Q80UZ2_SDA1_MOUSE Sdad1 Protein SDA1 homolog OS=Mus musculus GN=Sdad1 PE=1 SV=1 2 5.7 2.6 4.5 2.2 1.27 0.79 11.4 5.3 8.9 2.2 1.29 0.77
Q9Z0N1_IF2G_MOUSE Eif2s3x Eukaryotic translation initiation factor 2 subunit 3, X-linked OS=Mus musculus GN=Eif2s3x PE=1 SV=2 4 24.9 11.5 19.7 2.2 1.26 0.79 131.8 66.6 111.9 2.0 1.18 0.85
P84096_RHOG_MOUSE Rhog Rho-related GTP-binding protein RhoG OS=Mus musculus GN=Rhog PE=2 SV=1 2 6.3 2.9 5.0 2.2 1.26 0.79 12.6 5.8 9.7 2.2 1.29 0.78
Q8CGB6_TENC1_MOUSE Tenc1 Tensin-like C1 domain-containing phosphatase OS=Mus musculus GN=Tenc1 PE=1 SV=1 17 9.2 4.3 7.3 2.2 1.26 0.79 216.0 194.6 327.2 1.1 0.66 1.51
Q9ERA6_TFP11_MOUSE Tfip11 Tuftelin-interacting protein 11 OS=Mus musculus GN=Tfip11 PE=1 SV=1 22 10.6 4.9 8.4 2.2 1.26 0.79 254.0 104.2 175.2 2.4 1.45 0.69
P46414_CDN1B_MOUSE Cdkn1b Cyclin-dependent kinase inhibitor 1B OS=Mus musculus GN=Cdkn1b PE=1 SV=2 1 2.7 1.2 2.1 2.2 1.26 0.79 2.7 1.2 2.1 2.2 1.29 0.78
Q8CDG3_VCIP1_MOUSE Vcpip1 Deubiquitinating protein VCIP135 OS=Mus musculus GN=Vcpip1 PE=2 SV=1 6 7.1 3.3 5.6 2.2 1.26 0.79 43.8 21.0 35.4 2.1 1.24 0.81
Q3URQ0_TEX10_MOUSE Tex10 Testis-expressed sequence 10 protein OS=Mus musculus GN=Tex10 PE=1 SV=1 12 11.5 5.3 9.1 2.2 1.26 0.79 139.3 65.6 110.4 2.1 1.26 0.79
Q8BVY0_RL1D1_MOUSE Rsl1d1 Ribosomal L1 domain-containing protein 1 OS=Mus musculus GN=Rsl1d1 PE=2 SV=1 32 19.7 9.1 15.7 2.2 1.26 0.79 786.8 361.6 608.0 2.2 1.29 0.77
Q8BGA5_KRR1_MOUSE Krr1 KRR1 small subunit processome component homolog OS=Mus musculus GN=Krr1 PE=2 SV=1 2 22.1 10.2 17.5 2.2 1.26 0.79 44.2 20.5 34.4 2.2 1.29 0.78
Q9D2C7_BI1_MOUSE Tmbim6 Bax inhibitor 1 OS=Mus musculus GN=Tmbim6 PE=2 SV=1 2 13.1 6.0 10.4 2.2 1.26 0.79 26.1 12.1 20.3 2.2 1.29 0.78
Q6PHZ2_KCC2D_MOUSE Camk2d Calcium/calmodulin-dependent protein kinase type II subunit delta OS=Mus musculus GN=Camk2d PE=1 SV=120 18.6 8.6 14.8 2.2 1.26 0.79 465.4 234.0 393.4 2.0 1.18 0.85
Q9CQF9_PCYOX_MOUSE Pcyox1 Prenylcysteine oxidase OS=Mus musculus GN=Pcyox1 PE=1 SV=1 2 8.7 4.0 6.9 2.2 1.26 0.79 17.5 8.1 13.6 2.2 1.28 0.78
Q9CQ39_MED21_MOUSE Med21 Mediator of RNA polymerase II transcription subunit 21 OS=Mus musculus GN=Med21 PE=1 SV=1 1 33.9 15.7 27.0 2.2 1.26 0.79 33.9 15.7 26.4 2.2 1.28 0.78
Q9CYI4_LUC7L_MOUSE Luc7l Putative RNA-binding protein Luc7-like 1 OS=Mus musculus GN=Luc7l PE=2 SV=2 8 33.2 15.4 26.4 2.2 1.26 0.79 485.0 228.0 383.4 2.1 1.26 0.79
Q9JIF7_COPB_MOUSE Copb1 Coatomer subunit beta OS=Mus musculus GN=Copb1 PE=1 SV=1 39 24.2 11.2 19.2 2.2 1.26 0.79 1379.9 560.3 942.1 2.5 1.46 0.68
Q3U1T3_BRM1L_MOUSE Brms1l Breast cancer metastasis-suppressor 1-like protein OS=Mus musculus GN=Brms1l PE=2 SV=1 2 15.8 7.3 12.5 2.2 1.26 0.79 31.6 14.6 24.6 2.2 1.28 0.78
P57776_EF1D_MOUSE Eef1d Elongation factor 1-delta OS=Mus musculus GN=Eef1d PE=1 SV=3 5 63.5 29.5 50.5 2.2 1.26 0.79 280.3 128.5 216.0 2.2 1.30 0.77
Q8BZ20_PAR12_MOUSE Parp12 Poly [ADP-ribose] polymerase 12 OS=Mus musculus GN=Parp12 PE=2 SV=3 12 12.2 5.7 9.7 2.2 1.26 0.80 191.7 87.9 147.8 2.2 1.30 0.77
Q8VDM1_ZGPAT_MOUSE Zgpat Zinc finger CCCH-type with G patch domain-containing protein OS=Mus musculus GN=Zgpat PE=2 SV=1 3 8.5 3.9 6.8 2.2 1.26 0.80 23.5 14.7 24.8 1.6 0.95 1.05
Q60598_SRC8_MOUSE Cttn Src substrate cortactin OS=Mus musculus GN=Cttn PE=1 SV=2 18 36.3 16.9 28.9 2.2 1.26 0.80 692.1 359.2 603.9 1.9 1.15 0.87
Q62523_ZYX_MOUSE Zyx Zyxin OS=Mus musculus GN=Zyx PE=1 SV=2 6 14.9 6.9 11.9 2.2 1.26 0.80 125.4 79.9 134.3 1.6 0.93 1.07
Q8VD65_PI3R4_MOUSE Pik3r4 Phosphoinositide 3-kinase regulatory subunit 4 OS=Mus musculus GN=Pik3r4 PE=1 SV=3 2 14.5 6.8 11.6 2.2 1.26 0.80 29.1 13.5 22.7 2.2 1.28 0.78
O55102_BL1S1_MOUSE Bloc1s1 Biogenesis of lysosome-related organelles complex 1 subunit 1 OS=Mus musculus GN=Bloc1s1 PE=1 SV=2 2 23.2 10.8 18.5 2.2 1.26 0.80 46.4 21.6 36.3 2.2 1.28 0.78
P26231_CTNA1_MOUSE Ctnna1 Catenin alpha-1 OS=Mus musculus GN=Ctnna1 PE=1 SV=1 14 16.3 7.6 13.0 2.2 1.25 0.80 231.7 109.1 183.4 2.1 1.26 0.79
P47713_PA24A_MOUSE Pla2g4a Cytosolic phospholipase A2 OS=Mus musculus GN=Pla2g4a PE=1 SV=1 2 11.1 5.1 8.8 2.2 1.25 0.80 22.1 10.3 17.3 2.2 1.28 0.78
Q91W96_APC4_MOUSE Anapc4 Anaphase-promoting complex subunit 4 OS=Mus musculus GN=Anapc4 PE=1 SV=1 7 8.7 4.0 6.9 2.2 1.25 0.80 68.8 28.5 48.0 2.4 1.43 0.70
Q9DC23_DJC10_MOUSE Dnajc10 DnaJ homolog subfamily C member 10 OS=Mus musculus GN=Dnajc10 PE=1 SV=2 3 6.0 2.8 4.8 2.2 1.25 0.80 22.6 10.7 17.9 2.1 1.26 0.79
E9PWG6_E9PWG6_MOUSE Ncapg Protein Ncapg OS=Mus musculus GN=Ncapg PE=4 SV=1 29 17.6 8.2 14.1 2.1 1.25 0.80 692.9 289.2 486.3 2.4 1.42 0.70
G3UYU0_G3UYU0_MOUSE Mex3a Protein Mex3a OS=Mus musculus GN=Mex3a PE=4 SV=1 4 6.5 3.0 5.2 2.1 1.25 0.80 29.1 15.7 26.3 1.9 1.11 0.90
O88738_BIRC6_MOUSE Birc6 Baculoviral IAP repeat-containing protein 6 OS=Mus musculus GN=Birc6 PE=1 SV=2 3 5.8 2.7 4.6 2.1 1.25 0.80 22.2 8.8 14.8 2.5 1.50 0.67
O54724_PTRF_MOUSE Ptrf Polymerase I and transcript release factor OS=Mus musculus GN=Ptrf PE=1 SV=1 37 62.7 29.2 50.1 2.1 1.25 0.80 4357.0 1895.0 3186.5 2.3 1.37 0.73
B7ZC24_B7ZC24_MOUSE Ncoa5 Nuclear receptor coactivator 5 OS=Mus musculus GN=Ncoa5 PE=4 SV=1 1 11.4 5.3 9.2 2.1 1.25 0.80 11.4 5.3 9.0 2.1 1.28 0.78
P84091_AP2M1_MOUSE Ap2m1 AP-2 complex subunit mu OS=Mus musculus GN=Ap2m1 PE=1 SV=1 9 17.0 7.9 13.6 2.1 1.25 0.80 228.9 93.0 156.3 2.5 1.46 0.68
Q8C0D5_ETUD1_MOUSE Eftud1 Elongation factor Tu GTP-binding domain-containing protein 1 OS=Mus musculus GN=Eftud1 PE=2 SV=1 1 44.3 20.7 35.4 2.1 1.25 0.80 44.3 20.7 34.8 2.1 1.27 0.78
Q6P9P6_KIF11_MOUSE Kif11 Kinesin-like protein KIF11 OS=Mus musculus GN=Kif11 PE=2 SV=1 26 16.7 7.8 13.4 2.1 1.25 0.80 457.7 211.3 355.2 2.2 1.29 0.78
O35643_AP1B1_MOUSE Ap1b1 AP-1 complex subunit beta-1 OS=Mus musculus GN=Ap1b1 PE=1 SV=2 8 14.9 7.0 11.9 2.1 1.25 0.80 125.0 57.9 97.4 2.2 1.28 0.78
Q8CBY8_DCTN4_MOUSE Dctn4 Dynactin subunit 4 OS=Mus musculus GN=Dctn4 PE=1 SV=1 12 10.3 4.8 8.3 2.1 1.25 0.80 136.1 74.1 124.6 1.8 1.09 0.92
Q569Z6_TR150_MOUSE Thrap3 Thyroid hormone receptor-associated protein 3 OS=Mus musculus GN=Thrap3 PE=1 SV=1 46 37.7 17.6 30.2 2.1 1.25 0.80 4089.5 1625.2 2732.8 2.5 1.50 0.67
Q62074_KPCI_MOUSE Prkci Protein kinase C iota type OS=Mus musculus GN=Prkci PE=1 SV=3 4 15.0 7.0 12.0 2.1 1.25 0.80 56.9 25.3 42.6 2.2 1.34 0.75
O88544_CSN4_MOUSE Cops4 COP9 signalosome complex subunit 4 OS=Mus musculus GN=Cops4 PE=1 SV=1 7 29.7 13.9 23.8 2.1 1.25 0.80 232.9 93.8 157.7 2.5 1.48 0.68
P49117_NR2C2_MOUSE Nr2c2 Nuclear receptor subfamily 2 group C member 2 OS=Mus musculus GN=Nr2c2 PE=1 SV=1 5 8.5 4.0 6.8 2.1 1.25 0.80 44.2 20.6 34.6 2.1 1.28 0.78
Q5FWK3_RHG01_MOUSE Arhgap1 Rho GTPase-activating protein 1 OS=Mus musculus GN=Arhgap1 PE=1 SV=1 13 15.7 7.3 12.6 2.1 1.25 0.80 257.7 134.0 225.3 1.9 1.14 0.87
Q80UU9_PGRC2_MOUSE Pgrmc2 Membrane-associated progesterone receptor component 2 OS=Mus musculus GN=Pgrmc2 PE=1 SV=2 4 22.0 10.3 17.7 2.1 1.25 0.80 88.3 40.4 67.9 2.2 1.30 0.77
Q9WVJ2_PSD13_MOUSE Psmd13 26S proteasome non-ATPase regulatory subunit 13 OS=Mus musculus GN=Psmd13 PE=1 SV=1 3 15.0 7.0 12.0 2.1 1.25 0.80 50.9 21.6 36.3 2.4 1.40 0.71
P15864_H12_MOUSE Hist1h1c Histone H1.2 OS=Mus musculus GN=Hist1h1c PE=1 SV=2 17 229.1 107.3 184.0 2.1 1.24 0.80 14735.2 8315.5 13982.3 1.8 1.05 0.95
Q9DBG5_PLIN3_MOUSE Plin3 Perilipin-3 OS=Mus musculus GN=Plin3 PE=1 SV=1 5 8.8 4.1 7.1 2.1 1.24 0.80 57.4 18.2 30.6 3.2 1.88 0.53
Q8BNY6_NCS1_MOUSE Ncs1 Neuronal calcium sensor 1 OS=Mus musculus GN=Ncs1 PE=2 SV=3 1 10.0 4.7 8.0 2.1 1.24 0.80 10.0 4.7 7.9 2.1 1.27 0.79
P62334_PRS10_MOUSE Psmc6 26S protease regulatory subunit 10B OS=Mus musculus GN=Psmc6 PE=1 SV=1 7 14.1 6.6 11.3 2.1 1.24 0.80 132.6 62.9 105.8 2.1 1.25 0.80
Q8BSY0_ASPH_MOUSE Asph Aspartyl/asparaginyl beta-hydroxylase OS=Mus musculus GN=Asph PE=1 SV=1 1 5.6 2.6 4.5 2.1 1.24 0.80 5.6 2.6 4.4 2.1 1.27 0.79
Q8R5K4_NOL6_MOUSE Nol6 Nucleolar protein 6 OS=Mus musculus GN=Nol6 PE=2 SV=2 8 11.9 5.6 9.6 2.1 1.24 0.80 108.9 54.2 91.2 2.0 1.19 0.84
Q6NV99_Q6NV99_MOUSE Haus6 Protein Haus6 OS=Mus musculus GN=Haus6 PE=1 SV=1 2 7.5 3.5 6.1 2.1 1.24 0.80 15.1 7.1 11.9 2.1 1.27 0.79
Q9QUR7_PIN1_MOUSE Pin1 Peptidyl-prolyl cis-trans isomerase NIMA-interacting 1 OS=Mus musculus GN=Pin1 PE=1 SV=1 2 25.2 11.8 20.2 2.1 1.24 0.80 50.3 23.6 39.7 2.1 1.27 0.79
P97304_RPAC2_MOUSE Polr1d DNA-directed RNA polymerases I and III subunit RPAC2 OS=Mus musculus GN=Polr1d PE=2 SV=1 1 2.8 1.3 2.3 2.1 1.24 0.81 2.8 1.3 2.2 2.1 1.27 0.79
O08547_SC22B_MOUSE Sec22b Vesicle-trafficking protein SEC22b OS=Mus musculus GN=Sec22b PE=1 SV=3 19 11.9 5.6 9.6 2.1 1.24 0.81 357.1 156.4 263.0 2.3 1.36 0.74
P63325_RS10_MOUSE Rps10 40S ribosomal protein S10 OS=Mus musculus GN=Rps10 PE=1 SV=1 10 45.7 21.5 36.8 2.1 1.24 0.81 1135.8 447.6 752.6 2.5 1.51 0.66
O55143_AT2A2_MOUSE Atp2a2 Sarcoplasmic/endoplasmic reticulum calcium ATPase 2 OS=Mus musculus GN=Atp2a2 PE=1 SV=2 11 8.7 4.1 7.0 2.1 1.24 0.81 110.1 77.2 129.8 1.4 0.85 1.18
Q9JHU4_DYHC1_MOUSE Dync1h1 Cytoplasmic dynein 1 heavy chain 1 OS=Mus musculus GN=Dync1h1 PE=1 SV=2 10 8.1 3.8 6.5 2.1 1.24 0.81 92.5 43.1 72.5 2.1 1.27 0.78
P19324_SERPH_MOUSE Serpinh1 Serpin H1 OS=Mus musculus GN=Serpinh1 PE=1 SV=3 97 100.3 47.2 80.9 2.1 1.24 0.81 29518.1 12292.2 20669.1 2.4 1.43 0.70
Q8C8U0_LIPB1_MOUSE Ppfibp1 Liprin-beta-1 OS=Mus musculus GN=Ppfibp1 PE=1 SV=3 33 12.5 5.9 10.1 2.1 1.24 0.81 487.3 225.4 379.0 2.2 1.29 0.78
Q8CHK4_KAT5_MOUSE Kat5 Histone acetyltransferase KAT5 OS=Mus musculus GN=Kat5 PE=1 SV=2 2 9.2 4.3 7.4 2.1 1.24 0.81 18.3 8.6 14.5 2.1 1.26 0.79
P30999_CTND1_MOUSE Ctnnd1 Catenin delta-1 OS=Mus musculus GN=Ctnnd1 PE=1 SV=2 13 11.2 5.3 9.0 2.1 1.24 0.81 175.8 76.8 129.1 2.3 1.36 0.73
Q61136_PRP4B_MOUSE Prpf4b Serine/threonine-protein kinase PRP4 homolog OS=Mus musculus GN=Prpf4b PE=1 SV=3 7 13.1 6.2 10.6 2.1 1.24 0.81 100.0 43.1 72.5 2.3 1.38 0.72
Q8VDS4_RPR1A_MOUSE Rprd1a Regulation of nuclear pre-mRNA domain-containing protein 1A OS=Mus musculus GN=Rprd1a PE=2 SV=1 8 33.4 15.8 27.0 2.1 1.24 0.81 297.3 136.5 229.6 2.2 1.30 0.77
P02340_P53_MOUSE Tp53 Cellular tumor antigen p53 OS=Mus musculus GN=Tp53 PE=1 SV=3 40 106.9 50.4 86.4 2.1 1.24 0.81 6185.2 2779.5 4673.6 2.2 1.32 0.76
Q8CHW1_THAP1_MOUSE Thap1 THAP domain-containing protein 1 OS=Mus musculus GN=Thap1 PE=2 SV=1 1 6.6 3.1 5.3 2.1 1.24 0.81 6.6 3.1 5.2 2.1 1.26 0.79
Q8BHA0_IN80C_MOUSE Ino80c INO80 complex subunit C OS=Mus musculus GN=Ino80c PE=2 SV=1 5 6.4 3.0 5.2 2.1 1.24 0.81 31.2 17.9 30.1 1.7 1.04 0.96
Q60862_ORC2_MOUSE Orc2 Origin recognition complex subunit 2 OS=Mus musculus GN=Orc2 PE=1 SV=1 3 8.5 4.0 6.9 2.1 1.23 0.81 30.1 11.3 18.9 2.7 1.59 0.63
P57746_VATD_MOUSE Atp6v1d V-type proton ATPase subunit D OS=Mus musculus GN=Atp6v1d PE=1 SV=1 2 11.1 5.3 9.0 2.1 1.23 0.81 22.3 10.5 17.7 2.1 1.26 0.79
A2A654_A2A654_MOUSE Bptf Protein Bptf OS=Mus musculus GN=Bptf PE=4 SV=1 8 7.6 3.6 6.2 2.1 1.23 0.81 70.5 37.6 63.3 1.9 1.11 0.90
P61982_1433G_MOUSE Ywhag 14-3-3 protein gamma OS=Mus musculus GN=Ywhag PE=1 SV=2 10 23.0 10.9 18.6 2.1 1.23 0.81 422.7 178.1 299.4 2.4 1.41 0.71
Q922P9_GLYR1_MOUSE Glyr1 Putative oxidoreductase GLYR1 OS=Mus musculus GN=Glyr1 PE=1 SV=1 22 25.6 12.1 20.8 2.1 1.23 0.81 851.6 581.1 977.1 1.5 0.87 1.15
Q8CI08_SLAI2_MOUSE Slain2 SLAIN motif-containing protein 2 OS=Mus musculus GN=Slain2 PE=1 SV=2 2 9.8 4.6 7.9 2.1 1.23 0.81 19.6 9.3 15.6 2.1 1.26 0.79
Q8BMP6_GCP60_MOUSE Acbd3 Golgi resident protein GCP60 OS=Mus musculus GN=Acbd3 PE=1 SV=3 5 12.9 6.1 10.5 2.1 1.23 0.81 57.6 24.8 41.7 2.3 1.38 0.72
P32233_DRG1_MOUSE Drg1 Developmentally-regulated GTP-binding protein 1 OS=Mus musculus GN=Drg1 PE=1 SV=1 22 19.0 9.0 15.4 2.1 1.23 0.81 629.3 253.6 426.4 2.5 1.48 0.68



P38647_GRP75_MOUSE Hspa9 Stress-70 protein, mitochondrial OS=Mus musculus GN=Hspa9 PE=1 SV=3 11 17.2 8.1 14.0 2.1 1.23 0.81 175.1 109.9 184.7 1.6 0.95 1.05
Q9DBU6_RSRC1_MOUSE Rsrc1 Serine/Arginine-related protein 53 OS=Mus musculus GN=Rsrc1 PE=1 SV=1 3 15.3 7.2 12.4 2.1 1.23 0.81 53.6 29.6 49.7 1.8 1.08 0.93
Q6NS46_RRP5_MOUSE Pdcd11 Protein RRP5 homolog OS=Mus musculus GN=Pdcd11 PE=2 SV=2 21 21.5 10.2 17.5 2.1 1.23 0.81 456.1 230.2 387.0 2.0 1.18 0.85
Q8BTM8_FLNA_MOUSE Flna Filamin-A OS=Mus musculus GN=Flna PE=1 SV=5 80 66.2 31.4 53.8 2.1 1.23 0.81 7416.9 3051.6 5131.3 2.4 1.45 0.69
Q9JI57_GT2D1_MOUSE Gtf2ird1 General transcription factor II-I repeat domain-containing protein 1 OS=Mus musculus GN=Gtf2ird1 PE=2 SV=22 10.0 4.7 8.1 2.1 1.23 0.81 19.9 9.4 15.9 2.1 1.26 0.80
O08810_U5S1_MOUSE Eftud2 116 kDa U5 small nuclear ribonucleoprotein component OS=Mus musculus GN=Eftud2 PE=2 SV=1 57 43.4 20.6 35.3 2.1 1.23 0.81 3202.3 1796.6 3021.0 1.8 1.06 0.94
Q8BKT8_HAUS7_MOUSE Haus7 HAUS augmin-like complex subunit 7 OS=Mus musculus GN=Haus7 PE=1 SV=2 1 7.2 3.4 5.8 2.1 1.23 0.81 7.2 3.4 5.7 2.1 1.25 0.80
Q69ZR2_HECD1_MOUSE Hectd1 E3 ubiquitin-protein ligase HECTD1 OS=Mus musculus GN=Hectd1 PE=1 SV=2 4 7.2 3.4 5.9 2.1 1.23 0.81 33.7 19.6 32.9 1.7 1.03 0.97
P46935_NEDD4_MOUSE Nedd4 E3 ubiquitin-protein ligase NEDD4 OS=Mus musculus GN=Nedd4 PE=1 SV=3 12 11.0 5.2 8.9 2.1 1.23 0.81 132.1 76.0 127.8 1.7 1.03 0.97
P52293_IMA1_MOUSE Kpna2 Importin subunit alpha-1 OS=Mus musculus GN=Kpna2 PE=1 SV=2 19 14.3 6.8 11.6 2.1 1.23 0.81 358.6 183.1 307.8 2.0 1.16 0.86
Q61735_CD47_MOUSE Cd47 Leukocyte surface antigen CD47 OS=Mus musculus GN=Cd47 PE=1 SV=2 2 22.0 10.5 17.9 2.1 1.23 0.81 44.0 20.9 35.2 2.1 1.25 0.80
Q9D824_FIP1_MOUSE Fip1l1 Pre-mRNA 3'-end-processing factor FIP1 OS=Mus musculus GN=Fip1l1 PE=1 SV=1 20 29.3 13.9 23.9 2.1 1.23 0.81 880.5 389.8 655.4 2.3 1.34 0.74
O55222_ILK_MOUSE Ilk Integrin-linked protein kinase OS=Mus musculus GN=Ilk PE=1 SV=2 21 18.7 8.9 15.2 2.1 1.23 0.82 454.2 216.2 363.5 2.1 1.25 0.80
Q9WV80_SNX1_MOUSE Snx1 Sorting nexin-1 OS=Mus musculus GN=Snx1 PE=1 SV=1 8 10.1 4.8 8.3 2.1 1.23 0.82 90.5 48.0 80.7 1.9 1.12 0.89
O08734_BAK_MOUSE Bak1 Bcl-2 homologous antagonist/killer OS=Mus musculus GN=Bak1 PE=1 SV=3 2 8.3 3.9 6.8 2.1 1.22 0.82 16.6 7.9 13.3 2.1 1.25 0.80
P62843_RS15_MOUSE Rps15 40S ribosomal protein S15 OS=Mus musculus GN=Rps15 PE=2 SV=2 3 5.4 2.6 4.4 2.1 1.22 0.82 51.7 17.0 28.7 3.0 1.81 0.55
Q8K2B0_SC65_MOUSE Leprel4 Synaptonemal complex protein SC65 OS=Mus musculus GN=Leprel4 PE=2 SV=1 4 11.4 5.4 9.3 2.1 1.22 0.82 48.5 71.9 120.9 0.7 0.40 2.49
Q6A4J8_UBP7_MOUSE Usp7 Ubiquitin carboxyl-terminal hydrolase 7 OS=Mus musculus GN=Usp7 PE=1 SV=1 12 12.4 5.9 10.1 2.1 1.22 0.82 168.5 77.9 131.1 2.2 1.29 0.78
Q99L48_NMD3_MOUSE Nmd3 60S ribosomal export protein NMD3 OS=Mus musculus GN=Nmd3 PE=2 SV=1 2 7.8 3.7 6.4 2.1 1.22 0.82 15.5 7.4 12.5 2.1 1.25 0.80
Q5SXC4_Q5SXC4_MOUSE Vezf1 Protein Vezf1 OS=Mus musculus GN=Vezf1 PE=1 SV=1 1 17.6 8.4 14.4 2.1 1.22 0.82 17.6 8.4 14.2 2.1 1.25 0.80
Q99LI8_HGS_MOUSE Hgs Hepatocyte growth factor-regulated tyrosine kinase substrate OS=Mus musculus GN=Hgs PE=1 SV=2 3 8.0 3.8 6.5 2.1 1.22 0.82 26.3 12.1 20.4 2.2 1.29 0.77
Q9CXK8_NIP7_MOUSE Nip7 60S ribosome subunit biogenesis protein NIP7 homolog OS=Mus musculus GN=Nip7 PE=2 SV=1 3 8.5 4.1 7.0 2.1 1.22 0.82 34.8 26.5 44.5 1.3 0.78 1.28
O09106_HDAC1_MOUSE Hdac1 Histone deacetylase 1 OS=Mus musculus GN=Hdac1 PE=1 SV=1 23 21.7 10.4 17.8 2.1 1.22 0.82 918.9 345.0 580.0 2.7 1.58 0.63
Q80ZS3_RT26_MOUSE Mrps26 28S ribosomal protein S26, mitochondrial OS=Mus musculus GN=Mrps26 PE=1 SV=1 1 9.6 4.6 7.9 2.1 1.22 0.82 9.6 4.6 7.7 2.1 1.24 0.80
Q8CGK3_LONM_MOUSE Lonp1 Lon protease homolog, mitochondrial OS=Mus musculus GN=Lonp1 PE=1 SV=2 11 10.1 4.8 8.2 2.1 1.22 0.82 157.4 63.8 107.3 2.5 1.47 0.68
Q921D4_MED6_MOUSE Med6 Mediator of RNA polymerase II transcription subunit 6 OS=Mus musculus GN=Med6 PE=1 SV=2 1 23.9 11.4 19.6 2.1 1.22 0.82 23.9 11.4 19.2 2.1 1.24 0.80
Q9D8M4_RL7L_MOUSE Rpl7l1 60S ribosomal protein L7-like 1 OS=Mus musculus GN=Rpl7l1 PE=2 SV=1 2 10.2 4.9 8.3 2.1 1.22 0.82 20.4 9.7 16.4 2.1 1.24 0.80
B1ART1_B1ART1_MOUSE Vps13d Protein Vps13d OS=Mus musculus GN=Vps13d PE=4 SV=1 1 5.1 2.5 4.2 2.1 1.22 0.82 5.1 2.5 4.1 2.1 1.24 0.80
Q921M4_GOGA2_MOUSE Golga2 Golgin subfamily A member 2 OS=Mus musculus GN=Golga2 PE=2 SV=3 3 25.5 12.2 20.9 2.1 1.22 0.82 74.3 50.2 84.5 1.5 0.88 1.14
Q9D2D7_ZN687_MOUSE Znf687 Zinc finger protein 687 OS=Mus musculus GN=Znf687 PE=1 SV=1 9 17.0 8.1 13.9 2.1 1.22 0.82 143.8 70.5 118.6 2.0 1.21 0.83
Q91VR5_DDX1_MOUSE Ddx1 ATP-dependent RNA helicase DDX1 OS=Mus musculus GN=Ddx1 PE=1 SV=1 19 25.5 12.2 20.9 2.1 1.22 0.82 586.0 245.4 412.7 2.4 1.42 0.70
Q8R349_CDC16_MOUSE Cdc16 Cell division cycle protein 16 homolog OS=Mus musculus GN=Cdc16 PE=2 SV=1 2 5.4 2.6 4.4 2.1 1.22 0.82 10.8 5.2 8.7 2.1 1.24 0.81
Q64511_TOP2B_MOUSE Top2b DNA topoisomerase 2-beta OS=Mus musculus GN=Top2b PE=1 SV=2 20 12.2 5.8 10.0 2.1 1.22 0.82 346.0 219.5 369.1 1.6 0.94 1.07
Q04207_TF65_MOUSE Rela Transcription factor p65 OS=Mus musculus GN=Rela PE=1 SV=1 1 6.7 3.2 5.5 2.1 1.22 0.82 6.7 3.2 5.4 2.1 1.24 0.81
Q3UIR3_DTX3L_MOUSE Dtx3l E3 ubiquitin-protein ligase DTX3L OS=Mus musculus GN=Dtx3l PE=2 SV=1 17 32.5 15.6 26.7 2.1 1.22 0.82 684.1 358.1 602.2 1.9 1.14 0.88
E9QAM5_HELZ2_MOUSE Helz2 Helicase with zinc finger domain 2 OS=Mus musculus GN=Helz2 PE=1 SV=1 1 9.6 4.6 7.9 2.1 1.22 0.82 9.6 4.6 7.7 2.1 1.24 0.81
Q91WJ8_FUBP1_MOUSE Fubp1 Far upstream element-binding protein 1 OS=Mus musculus GN=Fubp1 PE=1 SV=1 2 19.4 9.3 16.0 2.1 1.22 0.82 38.8 18.6 31.3 2.1 1.24 0.81
Q9R0L7_AKP8L_MOUSE Akap8l A-kinase anchor protein 8-like OS=Mus musculus GN=Akap8l PE=1 SV=1 4 13.7 6.6 11.3 2.1 1.22 0.82 49.4 25.6 43.1 1.9 1.15 0.87
P62257_UBE2H_MOUSE Ube2h Ubiquitin-conjugating enzyme E2 H OS=Mus musculus GN=Ube2h PE=1 SV=1 2 30.9 14.8 25.4 2.1 1.21 0.82 61.7 29.6 49.8 2.1 1.24 0.81
Q8R0G9_NU133_MOUSE Nup133 Nuclear pore complex protein Nup133 OS=Mus musculus GN=Nup133 PE=1 SV=2 5 13.8 6.6 11.4 2.1 1.21 0.82 87.3 33.3 55.9 2.6 1.56 0.64
Q923T9_KCC2G_MOUSE Camk2g Calcium/calmodulin-dependent protein kinase type II subunit gamma OS=Mus musculus GN=Camk2g PE=1 SV=14 9.0 4.3 7.4 2.1 1.21 0.82 47.0 18.6 31.2 2.5 1.50 0.66
Q61335_BAP31_MOUSE Bcap31 B-cell receptor-associated protein 31 OS=Mus musculus GN=Bcap31 PE=1 SV=4 7 40.6 19.5 33.5 2.1 1.21 0.82 404.9 176.8 297.4 2.3 1.36 0.73
P12979_MYOG_MOUSE Myog Myogenin OS=Mus musculus GN=Myog PE=1 SV=2 1 32.8 15.8 27.0 2.1 1.21 0.82 32.8 15.8 26.5 2.1 1.24 0.81
Q7TPV4_MBB1A_MOUSE Mybbp1a Myb-binding protein 1A OS=Mus musculus GN=Mybbp1a PE=1 SV=2 83 32.2 15.5 26.6 2.1 1.21 0.83 4263.7 1980.2 3329.7 2.2 1.28 0.78
Q60865_CAPR1_MOUSE Caprin1 Caprin-1 OS=Mus musculus GN=Caprin1 PE=1 SV=2 17 29.2 14.1 24.1 2.1 1.21 0.83 1009.1 388.9 653.9 2.6 1.54 0.65
Q8CHW4_EI2BE_MOUSE Eif2b5 Translation initiation factor eIF-2B subunit epsilon OS=Mus musculus GN=Eif2b5 PE=1 SV=1 2 15.3 7.4 12.7 2.1 1.21 0.83 30.7 14.8 24.9 2.1 1.23 0.81
Q8CHV6_TAD2A_MOUSE Tada2a Transcriptional adapter 2-alpha OS=Mus musculus GN=Tada2a PE=1 SV=1 1 7.1 3.4 5.9 2.1 1.21 0.83 7.1 3.4 5.7 2.1 1.23 0.81
P62309_RUXG_MOUSE Snrpg Small nuclear ribonucleoprotein G OS=Mus musculus GN=Snrpg PE=1 SV=1 3 19.0 9.1 15.7 2.1 1.21 0.83 61.4 26.4 44.4 2.3 1.38 0.72
Q9EPK7_XPO7_MOUSE Xpo7 Exportin-7 OS=Mus musculus GN=Xpo7 PE=2 SV=3 1 12.4 6.0 10.2 2.1 1.21 0.83 12.4 6.0 10.0 2.1 1.23 0.81
Q6P9R2_OXSR1_MOUSE Oxsr1 Serine/threonine-protein kinase OSR1 OS=Mus musculus GN=Oxsr1 PE=1 SV=1 8 14.0 6.8 11.6 2.1 1.21 0.83 112.0 54.8 92.1 2.0 1.22 0.82
Q8VEE1_LMCD1_MOUSE Lmcd1 LIM and cysteine-rich domains protein 1 OS=Mus musculus GN=Lmcd1 PE=1 SV=1 2 5.8 2.8 4.8 2.1 1.21 0.83 11.5 5.6 9.3 2.1 1.23 0.81
Q922L6_NELFD_MOUSE Nelfcd Negative elongation factor D OS=Mus musculus GN=Nelfcd PE=2 SV=2 7 11.6 5.6 9.6 2.1 1.21 0.83 113.2 65.4 110.1 1.7 1.03 0.97
Q8R5J9_PRAF3_MOUSE Arl6ip5 PRA1 family protein 3 OS=Mus musculus GN=Arl6ip5 PE=1 SV=2 5 44.9 21.7 37.2 2.1 1.21 0.83 330.4 138.1 232.2 2.4 1.42 0.70
Q8QZV7_ASUN_MOUSE Asun Protein asunder homolog OS=Mus musculus GN=Asun PE=1 SV=2 6 18.3 8.8 15.1 2.1 1.21 0.83 115.5 44.3 74.5 2.6 1.55 0.64
Q8BKE9_IFT74_MOUSE Ift74 Intraflagellar transport protein 74 homolog OS=Mus musculus GN=Ift74 PE=1 SV=2 2 8.0 3.9 6.6 2.1 1.21 0.83 16.0 7.7 13.0 2.1 1.23 0.81
Q8VE97_SRSF4_MOUSE Srsf4 Serine/arginine-rich splicing factor 4 OS=Mus musculus GN=Srsf4 PE=2 SV=1 8 122.5 59.2 101.5 2.1 1.21 0.83 2870.3 1079.9 1815.8 2.7 1.58 0.63
Q9D8U8_SNX5_MOUSE Snx5 Sorting nexin-5 OS=Mus musculus GN=Snx5 PE=1 SV=1 2 18.6 9.0 15.4 2.1 1.21 0.83 37.2 18.0 30.2 2.1 1.23 0.81
Q91YJ2_SNX4_MOUSE Snx4 Sorting nexin-4 OS=Mus musculus GN=Snx4 PE=2 SV=1 5 13.9 6.7 11.5 2.1 1.21 0.83 93.1 43.5 73.2 2.1 1.27 0.79
Q99LX5_MMTA2_MOUSE Mmtag2 Multiple myeloma tumor-associated protein 2 homolog OS=Mus musculus GN=Mmtag2 PE=2 SV=1 2 14.7 7.1 12.1 2.1 1.21 0.83 29.3 14.2 23.8 2.1 1.23 0.81
Q9JKP7_DPOE3_MOUSE Pole3 DNA polymerase epsilon subunit 3 OS=Mus musculus GN=Pole3 PE=2 SV=1 2 20.8 10.1 17.2 2.1 1.21 0.83 41.6 20.1 33.8 2.1 1.23 0.81
Q8K2Z4_CND1_MOUSE Ncapd2 Condensin complex subunit 1 OS=Mus musculus GN=Ncapd2 PE=1 SV=2 34 18.7 9.0 15.5 2.1 1.21 0.83 783.7 358.2 602.3 2.2 1.30 0.77
Q8CJ27_ASPM_MOUSE Aspm Abnormal spindle-like microcephaly-associated protein homolog OS=Mus musculus GN=Aspm PE=2 SV=2 2 8.4 4.1 7.0 2.1 1.21 0.83 16.8 8.1 13.7 2.1 1.23 0.81
Q3URD3_SLMAP_MOUSE Slmap Sarcolemmal membrane-associated protein OS=Mus musculus GN=Slmap PE=1 SV=2 4 7.1 3.4 5.9 2.1 1.21 0.83 28.4 15.9 26.7 1.8 1.06 0.94
Q8VE70_PDC10_MOUSE Pdcd10 Programmed cell death protein 10 OS=Mus musculus GN=Pdcd10 PE=1 SV=1 7 13.9 6.7 11.5 2.1 1.21 0.83 135.7 60.2 101.2 2.3 1.34 0.75
P29037_TBP_MOUSE Tbp TATA-box-binding protein OS=Mus musculus GN=Tbp PE=1 SV=1 2 8.9 4.3 7.4 2.1 1.21 0.83 17.9 8.6 14.5 2.1 1.23 0.81
Q9DBY8_NVL_MOUSE Nvl Nuclear valosin-containing protein-like OS=Mus musculus GN=Nvl PE=1 SV=1 16 14.6 7.1 12.1 2.1 1.20 0.83 297.1 167.6 281.9 1.8 1.05 0.95
Q99KY4_GAK_MOUSE Gak Cyclin-G-associated kinase OS=Mus musculus GN=Gak PE=1 SV=2 9 9.8 4.8 8.2 2.1 1.20 0.83 124.0 61.8 104.0 2.0 1.19 0.84
Q9CXK9_RBM33_MOUSE Rbm33 RNA-binding protein 33 OS=Mus musculus GN=Rbm33 PE=1 SV=2 1 17.6 8.5 14.6 2.1 1.20 0.83 17.6 8.5 14.4 2.1 1.23 0.82
Q61474_MSI1H_MOUSE Msi1 RNA-binding protein Musashi homolog 1 OS=Mus musculus GN=Msi1 PE=1 SV=1 3 11.1 5.4 9.3 2.1 1.20 0.83 38.3 15.3 25.8 2.5 1.49 0.67
Q9R1X4_TIM_MOUSE Timeless Protein timeless homolog OS=Mus musculus GN=Timeless PE=1 SV=3 6 10.6 5.1 8.8 2.1 1.20 0.83 67.5 31.3 52.7 2.2 1.28 0.78
P70333_HNRH2_MOUSE Hnrnph2 Heterogeneous nuclear ribonucleoprotein H2 OS=Mus musculus GN=Hnrnph2 PE=2 SV=1 6 15.1 7.3 12.6 2.1 1.20 0.83 133.1 74.1 124.6 1.8 1.07 0.94
Q9QY06_MYO9B_MOUSE Myo9b Unconventional myosin-IXb OS=Mus musculus GN=Myo9b PE=1 SV=2 4 9.8 4.7 8.1 2.1 1.20 0.83 58.4 24.8 41.8 2.4 1.40 0.71
Q8BU03_PWP2_MOUSE Pwp2 Periodic tryptophan protein 2 homolog OS=Mus musculus GN=Pwp2 PE=1 SV=1 2 15.9 7.7 13.2 2.1 1.20 0.83 31.8 15.4 26.0 2.1 1.22 0.82
A2AMH5_A2AMH5_MOUSE Slc44a1 Choline transporter-like protein 1 OS=Mus musculus GN=Slc44a1 PE=4 SV=1 3 7.8 3.8 6.5 2.1 1.20 0.83 24.8 14.4 24.2 1.7 1.03 0.97
O54833_CSK22_MOUSE Csnk2a2 Casein kinase II subunit alpha' OS=Mus musculus GN=Csnk2a2 PE=2 SV=1 6 16.9 8.2 14.1 2.1 1.20 0.83 125.5 44.8 75.4 2.8 1.67 0.60
Q9D6N5_NC2A_MOUSE Drap1 Dr1-associated corepressor OS=Mus musculus GN=Drap1 PE=2 SV=3 1 32.6 15.9 27.2 2.1 1.20 0.83 32.6 15.9 26.7 2.1 1.22 0.82
Q8R151_ZNFX1_MOUSE Znfx1 NFX1-type zinc finger-containing protein 1 OS=Mus musculus GN=Znfx1 PE=2 SV=3 7 10.5 5.1 8.8 2.1 1.20 0.84 77.5 39.8 66.9 1.9 1.16 0.86
Q8K1H1_TDRD7_MOUSE Tdrd7 Tudor domain-containing protein 7 OS=Mus musculus GN=Tdrd7 PE=1 SV=1 1 7.4 3.6 6.2 2.1 1.20 0.84 7.4 3.6 6.1 2.1 1.22 0.82
Q9QXV1_CBX8_MOUSE Cbx8 Chromobox protein homolog 8 OS=Mus musculus GN=Cbx8 PE=1 SV=1 12 26.3 12.8 22.0 2.1 1.20 0.84 401.0 173.3 291.4 2.3 1.38 0.73
D3YXK2_SAFB1_MOUSE Safb Scaffold attachment factor B1 OS=Mus musculus GN=Safb PE=1 SV=2 11 16.3 7.9 13.6 2.1 1.20 0.84 189.0 105.4 177.3 1.8 1.07 0.94
Q8R3C6_RBM19_MOUSE Rbm19 Probable RNA-binding protein 19 OS=Mus musculus GN=Rbm19 PE=1 SV=1 6 15.3 7.5 12.8 2.1 1.20 0.84 94.0 42.0 70.6 2.2 1.33 0.75
B2RQC6_PYR1_MOUSE Cad CAD protein OS=Mus musculus GN=Cad PE=2 SV=1 12 13.9 6.8 11.6 2.0 1.20 0.84 189.0 101.5 170.7 1.9 1.11 0.90
Q9EP53_TSC1_MOUSE Tsc1 Hamartin OS=Mus musculus GN=Tsc1 PE=1 SV=1 3 7.3 3.6 6.1 2.0 1.20 0.84 27.1 8.9 15.0 3.0 1.81 0.55
Q9DBE9_SPB1_MOUSE Ftsj3 pre-rRNA processing protein FTSJ3 OS=Mus musculus GN=Ftsj3 PE=1 SV=1 2 9.6 4.7 8.0 2.0 1.19 0.84 19.2 9.3 15.7 2.0 1.22 0.82
P56960_EXOSX_MOUSE Exosc10 Exosome component 10 OS=Mus musculus GN=Exosc10 PE=1 SV=2 15 9.4 4.6 7.9 2.0 1.19 0.84 188.8 89.8 151.0 2.1 1.25 0.80
Q9Z1N2_ORC1_MOUSE Orc1 Origin recognition complex subunit 1 OS=Mus musculus GN=Orc1 PE=1 SV=2 1 4.9 2.4 4.1 2.0 1.19 0.84 4.9 2.4 4.0 2.0 1.22 0.82
Q3UVG3_F91A1_MOUSE Fam91a1 Protein FAM91A1 OS=Mus musculus GN=Fam91a1 PE=2 SV=1 7 15.9 7.8 13.3 2.0 1.19 0.84 116.7 86.1 144.7 1.4 0.81 1.24
Q8BFT2_HAUS4_MOUSE Haus4 HAUS augmin-like complex subunit 4 OS=Mus musculus GN=Haus4 PE=2 SV=1 2 11.3 5.5 9.5 2.0 1.19 0.84 22.6 11.0 18.6 2.0 1.22 0.82
E9Q852_E9Q852_MOUSE Mllt4 Afadin OS=Mus musculus GN=Mllt4 PE=1 SV=2 10 9.8 4.8 8.2 2.0 1.19 0.84 94.6 52.4 88.2 1.8 1.07 0.93
Q3U1J1_TFPT_MOUSE Tfpt TCF3 fusion partner homolog OS=Mus musculus GN=Tfpt PE=2 SV=1 1 11.7 5.7 9.8 2.0 1.19 0.84 11.7 5.7 9.6 2.0 1.21 0.82
Q3TN34_MILK2_MOUSE Micall2 MICAL-like protein 2 OS=Mus musculus GN=Micall2 PE=1 SV=1 4 11.2 5.5 9.4 2.0 1.19 0.84 39.9 21.4 36.0 1.9 1.11 0.90
P56546_CTBP2_MOUSE Ctbp2 C-terminal-binding protein 2 OS=Mus musculus GN=Ctbp2 PE=1 SV=2 4 18.3 9.0 15.4 2.0 1.19 0.84 80.8 36.8 61.9 2.2 1.31 0.77
Q7TMM9_TBB2A_MOUSE Tubb2a Tubulin beta-2A chain OS=Mus musculus GN=Tubb2a PE=1 SV=1 99 78.9 38.7 66.3 2.0 1.19 0.84 17239.7 8794.6 14787.9 2.0 1.17 0.86
Q9D379_HYEP_MOUSE Ephx1 Epoxide hydrolase 1 OS=Mus musculus GN=Ephx1 PE=1 SV=2 2 8.4 4.1 7.1 2.0 1.19 0.84 16.9 8.3 13.9 2.0 1.21 0.82
Q8K4L3_SVIL_MOUSE Svil Supervillin OS=Mus musculus GN=Svil PE=1 SV=1 14 9.4 4.6 7.9 2.0 1.19 0.84 142.7 72.1 121.3 2.0 1.18 0.85
Q9Z1F9_SAE2_MOUSE Uba2 SUMO-activating enzyme subunit 2 OS=Mus musculus GN=Uba2 PE=1 SV=1 1 8.7 4.3 7.3 2.0 1.19 0.84 8.7 4.3 7.2 2.0 1.21 0.83
Q8VH51_RBM39_MOUSE Rbm39 RNA-binding protein 39 OS=Mus musculus GN=Rbm39 PE=1 SV=2 32 24.8 12.2 20.9 2.0 1.19 0.84 1998.7 846.6 1423.6 2.4 1.40 0.71
Q8BH60_GOPC_MOUSE Gopc Golgi-associated PDZ and coiled-coil motif-containing protein OS=Mus musculus GN=Gopc PE=1 SV=1 2 15.8 7.7 13.3 2.0 1.19 0.84 31.5 15.5 26.1 2.0 1.21 0.83
Q9R233_TPSN_MOUSE Tapbp Tapasin OS=Mus musculus GN=Tapbp PE=2 SV=2 3 13.3 6.5 11.2 2.0 1.19 0.84 37.3 28.3 47.7 1.3 0.78 1.28
P53986_MOT1_MOUSE Slc16a1 Monocarboxylate transporter 1 OS=Mus musculus GN=Slc16a1 PE=1 SV=1 4 15.9 7.8 13.4 2.0 1.19 0.84 66.8 44.0 74.0 1.5 0.90 1.11
Q9Z1Y4_TRIP6_MOUSE Trip6 Thyroid receptor-interacting protein 6 OS=Mus musculus GN=Trip6 PE=1 SV=1 1 24.3 12.0 20.5 2.0 1.19 0.84 24.3 12.0 20.1 2.0 1.21 0.83
P70318_TIAR_MOUSE Tial1 Nucleolysin TIAR OS=Mus musculus GN=Tial1 PE=1 SV=1 4 41.1 20.2 34.7 2.0 1.19 0.84 155.7 90.3 151.8 1.7 1.03 0.97
Q9WV70_NOC2L_MOUSE Noc2l Nucleolar complex protein 2 homolog OS=Mus musculus GN=Noc2l PE=1 SV=2 7 17.1 8.4 14.4 2.0 1.19 0.84 120.5 59.9 100.7 2.0 1.20 0.84
Q640M1_UT14A_MOUSE Utp14a U3 small nucleolar RNA-associated protein 14 homolog A OS=Mus musculus GN=Utp14a PE=1 SV=1 5 10.2 5.0 8.6 2.0 1.18 0.84 61.3 30.2 50.9 2.0 1.21 0.83
Q5QNV8_HEAT9_MOUSE Heatr9 Protein HEATR9 OS=Mus musculus GN=Heatr9 PE=2 SV=1 1 6.8 3.3 5.7 2.0 1.18 0.84 6.8 3.3 5.6 2.0 1.21 0.83
Q3TXS7_PSMD1_MOUSE Psmd1 26S proteasome non-ATPase regulatory subunit 1 OS=Mus musculus GN=Psmd1 PE=1 SV=1 6 6.9 3.4 5.8 2.0 1.18 0.84 57.9 26.1 43.9 2.2 1.32 0.76
Q9CSH3_RRP44_MOUSE Dis3 Exosome complex exonuclease RRP44 OS=Mus musculus GN=Dis3 PE=2 SV=4 31 16.7 8.2 14.1 2.0 1.18 0.85 577.1 259.7 436.6 2.2 1.32 0.76
Q99L90_MCRS1_MOUSE Mcrs1 Microspherule protein 1 OS=Mus musculus GN=Mcrs1 PE=1 SV=1 5 6.6 3.2 5.6 2.0 1.18 0.85 36.7 20.8 35.0 1.8 1.05 0.95
Q5SNZ0_GRDN_MOUSE Ccdc88a Girdin OS=Mus musculus GN=Ccdc88a PE=1 SV=2 8 9.4 4.6 7.9 2.0 1.18 0.85 79.0 53.2 89.4 1.5 0.88 1.13
Q8BTW3_EXOS6_MOUSE Exosc6 Exosome complex component MTR3 OS=Mus musculus GN=Exosc6 PE=1 SV=1 2 16.7 8.2 14.1 2.0 1.18 0.85 33.4 16.5 27.7 2.0 1.21 0.83
Q62293_Q62293_MOUSE Ifggb5 Interferon-gamma-inducible GTPase Ifggb5 protein OS=Mus musculus GN=Ifggb5 PE=2 SV=1 5 21.7 10.7 18.4 2.0 1.18 0.85 97.5 50.6 85.0 1.9 1.15 0.87
P97371_PSME1_MOUSE Psme1 Proteasome activator complex subunit 1 OS=Mus musculus GN=Psme1 PE=2 SV=2 8 16.3 8.0 13.8 2.0 1.18 0.85 156.4 67.1 112.9 2.3 1.39 0.72
Q6IQX8_Q6IQX8_MOUSE Zfp219 Protein Zfp219 OS=Mus musculus GN=Zfp219 PE=2 SV=1 1 3.8 1.9 3.3 2.0 1.18 0.85 3.8 1.9 3.2 2.0 1.20 0.83
O88543_CSN3_MOUSE Cops3 COP9 signalosome complex subunit 3 OS=Mus musculus GN=Cops3 PE=1 SV=3 2 5.2 2.6 4.4 2.0 1.18 0.85 10.3 5.1 8.6 2.0 1.20 0.83
Q99JX7_NXF1_MOUSE Nxf1 Nuclear RNA export factor 1 OS=Mus musculus GN=Nxf1 PE=1 SV=3 3 8.0 3.9 6.8 2.0 1.18 0.85 22.9 13.8 23.3 1.7 0.99 1.01
Q9DBS5_KLC4_MOUSE Klc4 Kinesin light chain 4 OS=Mus musculus GN=Klc4 PE=1 SV=1 2 13.0 6.4 11.0 2.0 1.18 0.85 25.9 12.8 21.5 2.0 1.20 0.83
Q8VI75_IPO4_MOUSE Ipo4 Importin-4 OS=Mus musculus GN=Ipo4 PE=1 SV=1 1 7.3 3.6 6.2 2.0 1.18 0.85 7.3 3.6 6.1 2.0 1.20 0.83
Q8BVF2_PDCL3_MOUSE Pdcl3 Phosducin-like protein 3 OS=Mus musculus GN=Pdcl3 PE=2 SV=1 4 16.4 8.1 13.9 2.0 1.18 0.85 67.4 36.4 61.2 1.9 1.10 0.91
P70353_NFYC_MOUSE Nfyc Nuclear transcription factor Y subunit gamma OS=Mus musculus GN=Nfyc PE=2 SV=2 1 13.0 6.4 11.0 2.0 1.18 0.85 13.0 6.4 10.8 2.0 1.20 0.83
Q8R3N1_NOP14_MOUSE Nop14 Nucleolar protein 14 OS=Mus musculus GN=Nop14 PE=1 SV=2 2 15.8 7.9 13.5 2.0 1.18 0.85 31.7 15.7 26.4 2.0 1.20 0.83
Q8BG17_NOL12_MOUSE Nol12 Nucleolar protein 12 OS=Mus musculus GN=Nol12 PE=2 SV=1 2 8.8 4.4 7.5 2.0 1.17 0.85 17.7 8.8 14.8 2.0 1.20 0.83
Q9CW03_SMC3_MOUSE Smc3 Structural maintenance of chromosomes protein 3 OS=Mus musculus GN=Smc3 PE=1 SV=2 66 20.7 10.3 17.7 2.0 1.17 0.85 1601.8 794.2 1335.4 2.0 1.20 0.83
Q148V8_FA83H_MOUSE Fam83h Protein FAM83H OS=Mus musculus GN=Fam83h PE=1 SV=1 5 7.3 3.6 6.3 2.0 1.17 0.85 38.7 19.4 32.7 2.0 1.18 0.84
P62700_YPEL5_MOUSE Ypel5 Protein yippee-like 5 OS=Mus musculus GN=Ypel5 PE=2 SV=1 1 15.9 7.9 13.5 2.0 1.17 0.85 15.9 7.9 13.3 2.0 1.20 0.84
Q3U1J4_DDB1_MOUSE Ddb1 DNA damage-binding protein 1 OS=Mus musculus GN=Ddb1 PE=1 SV=2 26 20.4 10.2 17.4 2.0 1.17 0.85 585.5 288.2 484.6 2.0 1.21 0.83
Q8BWW4_LARP4_MOUSE Larp4 La-related protein 4 OS=Mus musculus GN=Larp4 PE=2 SV=2 10 19.0 9.4 16.2 2.0 1.17 0.85 218.1 112.5 189.2 1.9 1.15 0.87
Q3UPF5_ZCCHV_MOUSE Zc3hav1 Zinc finger CCCH-type antiviral protein 1 OS=Mus musculus GN=Zc3hav1 PE=1 SV=1 16 18.0 8.9 15.3 2.0 1.17 0.85 314.7 160.5 269.9 2.0 1.17 0.86
Q3UPH7_ARH40_MOUSE Arhgef40 Rho guanine nucleotide exchange factor 40 OS=Mus musculus GN=Arhgef40 PE=2 SV=1 14 17.5 8.7 14.9 2.0 1.17 0.85 250.1 139.2 234.0 1.8 1.07 0.94
P19788_MGP_MOUSE Mgp Matrix Gla protein OS=Mus musculus GN=Mgp PE=2 SV=1 2 19.0 9.5 16.2 2.0 1.17 0.85 38.0 18.9 31.8 2.0 1.19 0.84
O08750_NFIL3_MOUSE Nfil3 Nuclear factor interleukin-3-regulated protein OS=Mus musculus GN=Nfil3 PE=1 SV=1 2 7.5 3.7 6.4 2.0 1.17 0.85 15.0 7.5 12.6 2.0 1.19 0.84
Q8C0L8_COG5_MOUSE Cog5 Conserved oligomeric Golgi complex subunit 5 OS=Mus musculus GN=Cog5 PE=2 SV=3 1 3.2 1.6 2.7 2.0 1.17 0.85 3.2 1.6 2.7 2.0 1.19 0.84
Q91WF7_FIG4_MOUSE Fig4 Polyphosphoinositide phosphatase OS=Mus musculus GN=Fig4 PE=1 SV=1 1 7.7 3.8 6.6 2.0 1.17 0.85 7.7 3.8 6.5 2.0 1.19 0.84
Q76MZ3_2AAA_MOUSE Ppp2r1a Serine/threonine-protein phosphatase 2A 65 kDa regulatory subunit A alpha isoform OS=Mus musculus GN=Ppp2r1a PE=1 SV=319 16.5 8.2 14.1 2.0 1.17 0.86 387.7 185.4 311.7 2.1 1.24 0.80
P62317_SMD2_MOUSE Snrpd2 Small nuclear ribonucleoprotein Sm D2 OS=Mus musculus GN=Snrpd2 PE=2 SV=1 14 17.1 8.5 14.6 2.0 1.17 0.86 804.7 391.2 657.8 2.1 1.22 0.82
Q9CQK7_RWDD1_MOUSE Rwdd1 RWD domain-containing protein 1 OS=Mus musculus GN=Rwdd1 PE=1 SV=1 4 9.7 4.9 8.3 2.0 1.17 0.86 56.3 31.8 53.4 1.8 1.05 0.95
Q9WUD1_CHIP_MOUSE Stub1 STIP1 homology and U box-containing protein 1 OS=Mus musculus GN=Stub1 PE=1 SV=1 1 4.7 2.3 4.0 2.0 1.17 0.86 4.7 2.3 3.9 2.0 1.19 0.84
E9PVY8_E9PVY8_MOUSE Macf1 Microtubule-actin cross-linking factor 1 OS=Mus musculus GN=Macf1 PE=1 SV=2 16 8.2 4.1 7.0 2.0 1.17 0.86 180.2 86.9 146.1 2.1 1.23 0.81
Q8K205_Q8K205_MOUSE Pop1 Blood vessel epicardial substance OS=Mus musculus GN=Pop1 PE=1 SV=1 2 9.6 4.8 8.2 2.0 1.17 0.86 19.2 9.6 16.1 2.0 1.19 0.84
Q811D0_DLG1_MOUSE Dlg1 Disks large homolog 1 OS=Mus musculus GN=Dlg1 PE=1 SV=1 5 7.6 3.8 6.5 2.0 1.17 0.86 50.2 23.5 39.5 2.1 1.27 0.79
Q8CFD4_SNX8_MOUSE Snx8 Sorting nexin-8 OS=Mus musculus GN=Snx8 PE=2 SV=1 4 10.9 5.4 9.3 2.0 1.16 0.86 44.8 20.6 34.7 2.2 1.29 0.78
Q3ULB0_Q3ULB0_MOUSE Rbm6 Protein Rbm6 OS=Mus musculus GN=Rbm6 PE=1 SV=1 12 10.0 5.0 8.6 2.0 1.16 0.86 131.9 68.8 115.8 1.9 1.14 0.88
Q9R0U0_SRS10_MOUSE Srsf10 Serine/arginine-rich splicing factor 10 OS=Mus musculus GN=Srsf10 PE=1 SV=2 13 51.6 25.9 44.3 2.0 1.16 0.86 926.2 520.8 875.8 1.8 1.06 0.95
O55013_TPPC3_MOUSE Trappc3 Trafficking protein particle complex subunit 3 OS=Mus musculus GN=Trappc3 PE=1 SV=1 1 7.2 3.6 6.2 2.0 1.16 0.86 7.2 3.6 6.1 2.0 1.19 0.84
P46735_MYO1B_MOUSE Myo1b Unconventional myosin-Ib OS=Mus musculus GN=Myo1b PE=2 SV=3 3 17.0 8.5 14.6 2.0 1.16 0.86 53.8 28.2 47.4 1.9 1.13 0.88
Q9JHQ5_LZTL1_MOUSE Lztfl1 Leucine zipper transcription factor-like protein 1 OS=Mus musculus GN=Lztfl1 PE=1 SV=1 2 9.6 4.8 8.3 2.0 1.16 0.86 19.2 9.6 16.2 2.0 1.19 0.84
P42227_STAT3_MOUSE Stat3 Signal transducer and activator of transcription 3 OS=Mus musculus GN=Stat3 PE=1 SV=2 18 12.3 6.2 10.6 2.0 1.16 0.86 280.8 189.9 319.3 1.5 0.88 1.14
Q9DC48_PRP17_MOUSE Cdc40 Pre-mRNA-processing factor 17 OS=Mus musculus GN=Cdc40 PE=2 SV=1 13 17.8 8.9 15.3 2.0 1.16 0.86 237.0 160.3 269.5 1.5 0.88 1.14
P70670_NACAM_MOUSE Naca Nascent polypeptide-associated complex subunit alpha, muscle-specific form OS=Mus musculus GN=Naca PE=1 SV=24 24.9 12.5 21.5 2.0 1.16 0.86 101.0 57.1 96.1 1.8 1.05 0.95
P59328_WDHD1_MOUSE Wdhd1 WD repeat and HMG-box DNA-binding protein 1 OS=Mus musculus GN=Wdhd1 PE=1 SV=2 4 5.8 2.9 5.0 2.0 1.16 0.86 26.9 12.4 20.9 2.2 1.28 0.78
Q6PB66_LPPRC_MOUSE Lrpprc Leucine-rich PPR motif-containing protein, mitochondrial OS=Mus musculus GN=Lrpprc PE=1 SV=2 4 7.3 3.7 6.3 2.0 1.16 0.86 29.9 14.3 24.0 2.1 1.24 0.80
Q9CQE0_RN138_MOUSE Rnf138 E3 ubiquitin-protein ligase RNF138 OS=Mus musculus GN=Rnf138 PE=2 SV=1 1 92.4 46.4 79.6 2.0 1.16 0.86 92.4 46.4 78.1 2.0 1.18 0.84
P10107_ANXA1_MOUSE Anxa1 Annexin A1 OS=Mus musculus GN=Anxa1 PE=1 SV=2 12 23.1 11.6 19.9 2.0 1.16 0.86 380.5 204.9 344.6 1.9 1.10 0.91
O70318_E41L2_MOUSE Epb41l2 Band 4.1-like protein 2 OS=Mus musculus GN=Epb41l2 PE=1 SV=2 33 16.8 8.4 14.5 2.0 1.16 0.86 725.1 359.9 605.2 2.0 1.20 0.83
Q9JK48_SHLB1_MOUSE Sh3glb1 Endophilin-B1 OS=Mus musculus GN=Sh3glb1 PE=1 SV=1 5 22.4 11.2 19.3 2.0 1.16 0.86 113.8 61.3 103.0 1.9 1.10 0.91
Q80UY2_KCMF1_MOUSE Kcmf1 E3 ubiquitin-protein ligase KCMF1 OS=Mus musculus GN=Kcmf1 PE=2 SV=1 2 11.7 5.9 10.1 2.0 1.16 0.86 23.5 11.8 19.8 2.0 1.18 0.85
P37913_DNLI1_MOUSE Lig1 DNA ligase 1 OS=Mus musculus GN=Lig1 PE=1 SV=2 6 9.2 4.7 8.0 2.0 1.16 0.86 51.8 26.7 44.9 1.9 1.15 0.87
D3YV69_D3YV69_MOUSE Rab6a Ras-related protein Rab-6A OS=Mus musculus GN=Rab6a PE=3 SV=1 2 9.3 4.7 8.0 2.0 1.16 0.86 18.6 9.3 15.7 2.0 1.18 0.85



Q9QZ06_TOLIP_MOUSE Tollip Toll-interacting protein OS=Mus musculus GN=Tollip PE=1 SV=1 4 10.8 5.4 9.3 2.0 1.16 0.86 53.6 23.4 39.3 2.3 1.36 0.73
Q8C7I4_Q8C7I4_MOUSE Apol9b Protein Apol9b OS=Mus musculus GN=Apol9b PE=2 SV=1 5 79.9 40.3 69.1 2.0 1.16 0.86 342.7 183.8 309.1 1.9 1.11 0.90
Q8BFY6_PEF1_MOUSE Pef1 Peflin OS=Mus musculus GN=Pef1 PE=2 SV=1 2 7.1 3.6 6.2 2.0 1.16 0.86 14.2 7.2 12.1 2.0 1.18 0.85
Q00558_F8I2_MOUSE F8a1 Factor VIII intron 22 protein OS=Mus musculus GN=F8a1 PE=2 SV=1 1 6.2 3.1 5.4 2.0 1.16 0.87 6.2 3.1 5.3 2.0 1.18 0.85
Q9ERD7_TBB3_MOUSE Tubb3 Tubulin beta-3 chain OS=Mus musculus GN=Tubb3 PE=1 SV=1 25 27.7 14.0 24.0 2.0 1.16 0.87 1981.7 1085.1 1824.6 1.8 1.09 0.92
Q6P8X1_SNX6_MOUSE Snx6 Sorting nexin-6 OS=Mus musculus GN=Snx6 PE=1 SV=2 2 18.1 9.1 15.6 2.0 1.16 0.87 36.2 18.3 30.7 2.0 1.18 0.85
Q3UFK8_FRMD8_MOUSE Frmd8 FERM domain-containing protein 8 OS=Mus musculus GN=Frmd8 PE=1 SV=2 1 7.6 3.8 6.6 2.0 1.16 0.87 7.6 3.8 6.5 2.0 1.18 0.85
Q3TPX4_EXOC5_MOUSE Exoc5 Exocyst complex component 5 OS=Mus musculus GN=Exoc5 PE=1 SV=2 2 4.6 2.3 4.0 2.0 1.15 0.87 9.1 4.6 7.8 2.0 1.18 0.85
Q5SVQ0_KAT7_MOUSE Kat7 Histone acetyltransferase KAT7 OS=Mus musculus GN=Kat7 PE=1 SV=1 14 12.0 6.1 10.4 2.0 1.15 0.87 221.6 111.5 187.5 2.0 1.18 0.85
Q91W39_NCOA5_MOUSE Ncoa5 Nuclear receptor coactivator 5 OS=Mus musculus GN=Ncoa5 PE=1 SV=1 25 26.1 13.2 22.6 2.0 1.15 0.87 902.2 514.4 864.9 1.8 1.04 0.96
Q9ER38_TOR3A_MOUSE Tor3a Torsin-3A OS=Mus musculus GN=Tor3a PE=1 SV=2 1 4.8 2.4 4.1 2.0 1.15 0.87 4.8 2.4 4.0 2.0 1.18 0.85
Q6P9L6_KIF15_MOUSE Kif15 Kinesin-like protein KIF15 OS=Mus musculus GN=Kif15 PE=1 SV=1 3 4.5 2.3 3.9 2.0 1.15 0.87 13.5 13.2 22.2 1.0 0.61 1.65
Q9D883_U2AF1_MOUSE U2af1 Splicing factor U2AF 35 kDa subunit OS=Mus musculus GN=U2af1 PE=1 SV=4 10 24.1 12.2 20.9 2.0 1.15 0.87 1116.2 594.1 999.0 1.9 1.12 0.90
Q8BKX1_BAIP2_MOUSE Baiap2 Brain-specific angiogenesis inhibitor 1-associated protein 2 OS=Mus musculus GN=Baiap2 PE=1 SV=2 3 5.0 2.5 4.3 2.0 1.15 0.87 19.4 7.3 12.3 2.7 1.58 0.63
Q80X90_FLNB_MOUSE Flnb Filamin-B OS=Mus musculus GN=Flnb PE=1 SV=3 48 32.0 16.2 27.8 2.0 1.15 0.87 1611.3 822.4 1382.9 2.0 1.17 0.86
A2BE28_LAS1L_MOUSE Las1l Ribosomal biogenesis protein LAS1L OS=Mus musculus GN=Las1l PE=1 SV=1 18 14.7 7.5 12.8 2.0 1.15 0.87 311.9 143.7 241.7 2.2 1.29 0.77
P97310_MCM2_MOUSE Mcm2 DNA replication licensing factor MCM2 OS=Mus musculus GN=Mcm2 PE=1 SV=3 33 12.1 6.1 10.5 2.0 1.15 0.87 509.4 276.6 465.0 1.8 1.10 0.91
Q9D0F4_NKAP_MOUSE Nkap NF-kappa-B-activating protein OS=Mus musculus GN=Nkap PE=2 SV=1 4 17.6 8.9 15.3 2.0 1.15 0.87 71.4 33.6 56.6 2.1 1.26 0.79
Q9Z2N8_ACL6A_MOUSE Actl6a Actin-like protein 6A OS=Mus musculus GN=Actl6a PE=1 SV=2 14 28.2 14.3 24.5 2.0 1.15 0.87 889.1 319.6 537.3 2.8 1.65 0.60
Q99LL5_PWP1_MOUSE Pwp1 Periodic tryptophan protein 1 homolog OS=Mus musculus GN=Pwp1 PE=1 SV=1 1 10.1 5.1 8.8 2.0 1.15 0.87 10.1 5.1 8.6 2.0 1.17 0.85
Q9CZ82_MED18_MOUSE Med18 Mediator of RNA polymerase II transcription subunit 18 OS=Mus musculus GN=Med18 PE=2 SV=1 1 16.2 8.2 14.1 2.0 1.15 0.87 16.2 8.2 13.8 2.0 1.17 0.85
Q9D787_PPIL2_MOUSE Ppil2 Peptidyl-prolyl cis-trans isomerase-like 2 OS=Mus musculus GN=Ppil2 PE=1 SV=2 14 9.2 4.6 8.0 2.0 1.15 0.87 131.2 68.1 114.5 1.9 1.15 0.87
Q9CX00_IST1_MOUSE Ist1 IST1 homolog OS=Mus musculus GN=Ist1 PE=2 SV=1 4 21.1 10.7 18.3 2.0 1.15 0.87 163.4 47.0 79.0 3.5 2.07 0.48
Q99LF4_RTCB_MOUSE Rtcb tRNA-splicing ligase RtcB homolog OS=Mus musculus GN=Rtcb PE=2 SV=1 12 17.9 9.1 15.6 2.0 1.15 0.87 259.0 137.0 230.3 1.9 1.12 0.89
P43276_H15_MOUSE Hist1h1b Histone H1.5 OS=Mus musculus GN=Hist1h1b PE=1 SV=2 13 332.2 168.7 289.2 2.0 1.15 0.87 8623.8 4396.8 7393.1 2.0 1.17 0.86
Q9CQY6_UQCC2_MOUSE Uqcc2 Ubiquinol-cytochrome-c reductase complex assembly factor 2 OS=Mus musculus GN=Uqcc2 PE=1 SV=1 1 7.1 3.6 6.2 2.0 1.15 0.87 7.1 3.6 6.1 2.0 1.17 0.85
Q9JJ28_FLII_MOUSE Flii Protein flightless-1 homolog OS=Mus musculus GN=Flii PE=1 SV=1 18 12.4 6.3 10.8 2.0 1.15 0.87 247.7 124.7 209.7 2.0 1.18 0.85
O55022_PGRC1_MOUSE Pgrmc1 Membrane-associated progesterone receptor component 1 OS=Mus musculus GN=Pgrmc1 PE=1 SV=4 10 19.1 9.7 16.7 2.0 1.15 0.87 339.4 160.0 269.0 2.1 1.26 0.79
Q9D8Y8_ING5_MOUSE Ing5 Inhibitor of growth protein 5 OS=Mus musculus GN=Ing5 PE=1 SV=1 3 13.1 6.7 11.4 2.0 1.15 0.87 102.6 57.6 96.9 1.8 1.06 0.94
Q7TT50_MRCKB_MOUSE Cdc42bpb Serine/threonine-protein kinase MRCK beta OS=Mus musculus GN=Cdc42bpb PE=1 SV=2 11 11.0 5.6 9.6 2.0 1.15 0.87 157.7 59.0 99.2 2.7 1.59 0.63
E9Q6L0_E9Q6L0_MOUSE Clasp1 CLIP-associating protein 1 OS=Mus musculus GN=Clasp1 PE=4 SV=1 24 7.6 3.9 6.7 2.0 1.15 0.87 303.4 113.7 191.2 2.7 1.59 0.63
Q99LE6_ABCF2_MOUSE Abcf2 ATP-binding cassette sub-family F member 2 OS=Mus musculus GN=Abcf2 PE=2 SV=1 6 13.6 6.9 11.8 2.0 1.15 0.87 65.9 40.0 67.2 1.6 0.98 1.02
Q9CXU9_EIF1B_MOUSE Eif1b Eukaryotic translation initiation factor 1b OS=Mus musculus GN=Eif1b PE=2 SV=2 1 5.0 2.5 4.3 2.0 1.15 0.87 5.0 2.5 4.3 2.0 1.17 0.86
Q61249_IGBP1_MOUSE Igbp1 Immunoglobulin-binding protein 1 OS=Mus musculus GN=Igbp1 PE=1 SV=1 7 8.4 4.3 7.4 2.0 1.14 0.87 58.9 27.8 46.7 2.1 1.26 0.79
E9Q7Q3_E9Q7Q3_MOUSE Tpm3 Tropomyosin alpha-3 chain OS=Mus musculus GN=Tpm3 PE=3 SV=1 3 31.8 16.2 27.8 2.0 1.14 0.87 83.4 36.2 60.9 2.3 1.37 0.73
D3Z087_D3Z087_MOUSE Katnal2 Katanin p60 ATPase-containing subunit A-like 2 OS=Mus musculus GN=Katnal2 PE=4 SV=1 1 5.2 2.7 4.6 2.0 1.14 0.87 5.2 2.7 4.5 2.0 1.17 0.86
P56873_SSA27_MOUSE Sssca1 Sjoegren syndrome/scleroderma autoantigen 1 homolog OS=Mus musculus GN=Sssca1 PE=2 SV=1 2 16.4 8.4 14.3 2.0 1.14 0.88 32.8 16.7 28.1 2.0 1.17 0.86
Q9D9Z5_DDA1_MOUSE Dda1 DET1- and DDB1-associated protein 1 OS=Mus musculus GN=Dda1 PE=2 SV=1 1 5.8 3.0 5.1 2.0 1.14 0.88 5.8 3.0 5.0 2.0 1.17 0.86
Q62093_SRSF2_MOUSE Srsf2 Serine/arginine-rich splicing factor 2 OS=Mus musculus GN=Srsf2 PE=1 SV=4 8 33.1 16.9 29.0 2.0 1.14 0.88 1122.8 489.6 823.2 2.3 1.36 0.73
Q8C0E2_VP26B_MOUSE Vps26b Vacuolar protein sorting-associated protein 26B OS=Mus musculus GN=Vps26b PE=1 SV=1 2 12.1 6.2 10.6 2.0 1.14 0.88 24.2 12.4 20.8 2.0 1.16 0.86
P28659_CELF1_MOUSE Celf1 CUGBP Elav-like family member 1 OS=Mus musculus GN=Celf1 PE=1 SV=2 5 12.2 6.3 10.7 2.0 1.14 0.88 54.7 28.9 48.7 1.9 1.12 0.89
Q5SUQ9_CTC1_MOUSE Ctc1 CST complex subunit CTC1 OS=Mus musculus GN=Ctc1 PE=1 SV=2 2 6.1 3.1 5.3 2.0 1.14 0.88 12.2 6.2 10.5 2.0 1.16 0.86
P43135_COT2_MOUSE Nr2f2 COUP transcription factor 2 OS=Mus musculus GN=Nr2f2 PE=1 SV=2 8 23.5 12.0 20.6 2.0 1.14 0.88 210.4 96.9 163.0 2.2 1.29 0.77
A2A6A1_GPTC8_MOUSE Gpatch8 G patch domain-containing protein 8 OS=Mus musculus GN=Gpatch8 PE=1 SV=1 12 14.6 7.5 12.8 2.0 1.14 0.88 217.6 105.3 177.1 2.1 1.23 0.81
Q8C4J7_TBL3_MOUSE Tbl3 Transducin beta-like protein 3 OS=Mus musculus GN=Tbl3 PE=2 SV=1 5 10.2 5.2 9.0 2.0 1.14 0.88 51.6 26.8 45.0 1.9 1.15 0.87
Q8BIH0_SP130_MOUSE Sap130 Histone deacetylase complex subunit SAP130 OS=Mus musculus GN=Sap130 PE=1 SV=2 3 10.6 5.4 9.3 2.0 1.14 0.88 41.9 14.5 24.4 2.9 1.72 0.58
O35955_PSB10_MOUSE Psmb10 Proteasome subunit beta type-10 OS=Mus musculus GN=Psmb10 PE=1 SV=1 2 12.1 6.2 10.7 1.9 1.14 0.88 24.2 12.4 20.9 1.9 1.16 0.86
Q91WQ5_TAF5L_MOUSE Taf5l TAF5-like RNA polymerase II p300/CBP-associated factor-associated factor 65 kDa subunit 5L OS=Mus musculus GN=Taf5l PE=2 SV=15 7.2 3.7 6.4 1.9 1.14 0.88 36.8 15.9 26.7 2.3 1.38 0.73
Q8K1N2_PHLB2_MOUSE Phldb2 Pleckstrin homology-like domain family B member 2 OS=Mus musculus GN=Phldb2 PE=1 SV=2 39 22.0 11.3 19.3 1.9 1.14 0.88 916.1 531.8 894.1 1.7 1.02 0.98
P27641_XRCC5_MOUSE Xrcc5 X-ray repair cross-complementing protein 5 OS=Mus musculus GN=Xrcc5 PE=2 SV=4 8 17.2 8.8 15.2 1.9 1.14 0.88 143.1 89.9 151.2 1.6 0.95 1.06
Q61624_ZN148_MOUSE Znf148 Zinc finger protein 148 OS=Mus musculus GN=Znf148 PE=1 SV=2 11 9.3 4.8 8.1 1.9 1.14 0.88 110.0 59.9 100.7 1.8 1.09 0.92
P40336_VP26A_MOUSE Vps26a Vacuolar protein sorting-associated protein 26A OS=Mus musculus GN=Vps26a PE=1 SV=1 11 17.3 8.9 15.2 1.9 1.14 0.88 231.7 123.8 208.2 1.9 1.11 0.90
P68510_1433F_MOUSE Ywhah 14-3-3 protein eta OS=Mus musculus GN=Ywhah PE=1 SV=2 5 18.6 9.5 16.3 1.9 1.14 0.88 108.3 68.8 115.8 1.6 0.94 1.07
Q9WTI7_MYO1C_MOUSE Myo1c Unconventional myosin-Ic OS=Mus musculus GN=Myo1c PE=1 SV=2 49 36.5 18.8 32.2 1.9 1.13 0.88 2390.8 1266.8 2130.1 1.9 1.12 0.89
P48962_ADT1_MOUSE Slc25a4 ADP/ATP translocase 1 OS=Mus musculus GN=Slc25a4 PE=1 SV=4 10 36.1 18.5 31.8 1.9 1.13 0.88 423.3 252.0 423.8 1.7 1.00 1.00
Q922U1_PRPF3_MOUSE Prpf3 U4/U6 small nuclear ribonucleoprotein Prp3 OS=Mus musculus GN=Prpf3 PE=2 SV=1 10 17.5 9.0 15.5 1.9 1.13 0.88 205.9 126.3 212.3 1.6 0.97 1.03
P14824_ANXA6_MOUSE Anxa6 Annexin A6 OS=Mus musculus GN=Anxa6 PE=1 SV=3 9 9.9 5.1 8.7 1.9 1.13 0.88 112.3 52.7 88.7 2.1 1.27 0.79
Q6TYB5_FEZ2_MOUSE Fez2 Fasciculation and elongation protein zeta-2 OS=Mus musculus GN=Fez2 PE=2 SV=1 2 10.0 5.1 8.8 1.9 1.13 0.88 19.9 10.3 17.3 1.9 1.15 0.87
P19426_NELFE_MOUSE Nelfe Negative elongation factor E OS=Mus musculus GN=Nelfe PE=1 SV=2 3 7.6 3.9 6.7 1.9 1.13 0.88 27.6 20.5 34.4 1.3 0.80 1.25
Q8C7V8_CC134_MOUSE Ccdc134 Coiled-coil domain-containing protein 134 OS=Mus musculus GN=Ccdc134 PE=2 SV=1 6 18.1 9.4 16.1 1.9 1.13 0.88 206.3 96.9 162.9 2.1 1.27 0.79
Q91VM3_WIPI4_MOUSE Wdr45 WD repeat domain phosphoinositide-interacting protein 4 OS=Mus musculus GN=Wdr45 PE=2 SV=1 1 12.9 6.6 11.4 1.9 1.13 0.89 12.9 6.6 11.2 1.9 1.15 0.87
Q8BQR4_KANL2_MOUSE Kansl2 KAT8 regulatory NSL complex subunit 2 OS=Mus musculus GN=Kansl2 PE=2 SV=1 2 8.4 4.3 7.4 1.9 1.13 0.89 16.7 8.6 14.5 1.9 1.15 0.87
P63168_DYL1_MOUSE Dynll1 Dynein light chain 1, cytoplasmic OS=Mus musculus GN=Dynll1 PE=1 SV=1 2 52.3 27.0 46.4 1.9 1.13 0.89 104.6 54.1 90.9 1.9 1.15 0.87
Q8VDP4_CCAR2_MOUSE Ccar2 Cell cycle and apoptosis regulator protein 2 OS=Mus musculus GN=Ccar2 PE=1 SV=2 6 8.2 4.3 7.3 1.9 1.13 0.89 52.8 25.5 42.9 2.1 1.23 0.81
Q6NSQ7_LTV1_MOUSE Ltv1 Protein LTV1 homolog OS=Mus musculus GN=Ltv1 PE=2 SV=2 2 9.3 4.8 8.3 1.9 1.13 0.89 18.7 9.7 16.3 1.9 1.15 0.87
Q62318_TIF1B_MOUSE Trim28 Transcription intermediary factor 1-beta OS=Mus musculus GN=Trim28 PE=1 SV=3 58 34.7 18.0 30.8 1.9 1.13 0.89 4303.7 2096.3 3524.9 2.1 1.22 0.82
Q8R2U4_NTM1A_MOUSE Ntmt1 N-terminal Xaa-Pro-Lys N-methyltransferase 1 OS=Mus musculus GN=Ntmt1 PE=2 SV=3 2 7.1 3.7 6.3 1.9 1.13 0.89 14.2 7.4 12.4 1.9 1.15 0.87
O88712_CTBP1_MOUSE Ctbp1 C-terminal-binding protein 1 OS=Mus musculus GN=Ctbp1 PE=1 SV=2 7 38.5 20.0 34.2 1.9 1.13 0.89 267.7 140.3 236.0 1.9 1.13 0.88
Q924W5_SMC6_MOUSE Smc6 Structural maintenance of chromosomes protein 6 OS=Mus musculus GN=Smc6 PE=2 SV=1 2 4.7 2.4 4.2 1.9 1.13 0.89 9.4 4.9 8.2 1.9 1.15 0.87
Q6P4S8_INT1_MOUSE Ints1 Integrator complex subunit 1 OS=Mus musculus GN=Ints1 PE=2 SV=2 8 5.8 3.0 5.1 1.9 1.13 0.89 49.9 39.2 65.9 1.3 0.76 1.32
P51660_DHB4_MOUSE Hsd17b4 Peroxisomal multifunctional enzyme type 2 OS=Mus musculus GN=Hsd17b4 PE=1 SV=3 4 8.6 4.5 7.7 1.9 1.12 0.89 38.5 22.7 38.2 1.7 1.01 0.99
Q9JM93_AR6P4_MOUSE Arl6ip4 ADP-ribosylation factor-like protein 6-interacting protein 4 OS=Mus musculus GN=Arl6ip4 PE=1 SV=1 1 8.0 4.2 7.1 1.9 1.12 0.89 8.0 4.2 7.0 1.9 1.15 0.87
Q80YR5_SAFB2_MOUSE Safb2 Scaffold attachment factor B2 OS=Mus musculus GN=Safb2 PE=2 SV=2 9 11.6 6.0 10.3 1.9 1.12 0.89 131.7 71.2 119.7 1.8 1.10 0.91
Q9D1J1_NECP2_MOUSE Necap2 Adaptin ear-binding coat-associated protein 2 OS=Mus musculus GN=Necap2 PE=1 SV=1 1 5.6 2.9 5.0 1.9 1.12 0.89 5.6 2.9 4.9 1.9 1.15 0.87
G5E8A7_G5E8A7_MOUSE Samd4b Serine/threonine-protein kinase PAK 4 OS=Mus musculus GN=Samd4b PE=4 SV=1 1 5.8 3.0 5.1 1.9 1.12 0.89 5.8 3.0 5.0 1.9 1.15 0.87
Q6P1F6_2ABA_MOUSE Ppp2r2a Serine/threonine-protein phosphatase 2A 55 kDa regulatory subunit B alpha isoform OS=Mus musculus GN=Ppp2r2a PE=1 SV=11 7.7 4.0 6.9 1.9 1.12 0.89 7.7 4.0 6.7 1.9 1.15 0.87
Q8BG94_COMD7_MOUSE Commd7 COMM domain-containing protein 7 OS=Mus musculus GN=Commd7 PE=2 SV=1 2 8.1 4.2 7.2 1.9 1.12 0.89 16.1 8.4 14.1 1.9 1.15 0.87
Q9DCC4_P5CR3_MOUSE Pycrl Pyrroline-5-carboxylate reductase 3 OS=Mus musculus GN=Pycrl PE=2 SV=2 1 58.0 30.1 51.6 1.9 1.12 0.89 58.0 30.1 50.6 1.9 1.14 0.87
Q8R5F7_IFIH1_MOUSE Ifih1 Interferon-induced helicase C domain-containing protein 1 OS=Mus musculus GN=Ifih1 PE=1 SV=1 3 12.3 6.4 11.0 1.9 1.12 0.89 33.3 23.3 39.1 1.4 0.85 1.18
Q3UBX0_TM109_MOUSE Tmem109 Transmembrane protein 109 OS=Mus musculus GN=Tmem109 PE=1 SV=2 1 52.4 27.2 46.7 1.9 1.12 0.89 52.4 27.2 45.8 1.9 1.14 0.87
Q9QX47_SON_MOUSE Son Protein SON OS=Mus musculus GN=Son PE=1 SV=2 49 17.8 9.3 15.9 1.9 1.12 0.89 1656.0 823.4 1384.5 2.0 1.20 0.84
E9QN52_E9QN52_MOUSE Lrrfip2 Leucine-rich repeat flightless-interacting protein 2 OS=Mus musculus GN=Lrrfip2 PE=1 SV=1 2 6.3 3.3 5.6 1.9 1.12 0.89 12.6 6.6 11.1 1.9 1.14 0.88
Q6ZWY6_U2D2B_MOUSE Ube2d2b Ubiquitin-conjugating enzyme E2 D2B OS=Mus musculus GN=Ube2d2b PE=2 SV=1 1 14.4 7.5 12.9 1.9 1.12 0.89 14.4 7.5 12.6 1.9 1.14 0.88
Q99JP6_HOME3_MOUSE Homer3 Homer protein homolog 3 OS=Mus musculus GN=Homer3 PE=1 SV=2 4 10.0 5.2 9.0 1.9 1.12 0.89 36.7 36.3 61.1 1.0 0.60 1.66
P10833_RRAS_MOUSE Rras Ras-related protein R-Ras OS=Mus musculus GN=Rras PE=2 SV=1 2 9.4 4.9 8.4 1.9 1.12 0.89 18.8 9.8 16.4 1.9 1.14 0.88
O88811_STAM2_MOUSE Stam2 Signal transducing adapter molecule 2 OS=Mus musculus GN=Stam2 PE=1 SV=1 2 8.1 4.2 7.2 1.9 1.12 0.89 16.2 8.4 14.2 1.9 1.14 0.88
Q8K221_ARFP2_MOUSE Arfip2 Arfaptin-2 OS=Mus musculus GN=Arfip2 PE=2 SV=2 1 8.9 4.7 8.0 1.9 1.12 0.89 8.9 4.7 7.8 1.9 1.14 0.88
Q61749_EI2BD_MOUSE Eif2b4 Translation initiation factor eIF-2B subunit delta OS=Mus musculus GN=Eif2b4 PE=2 SV=2 18 15.0 7.8 13.5 1.9 1.12 0.89 278.3 163.3 274.5 1.7 1.01 0.99
Q8R4R6_NUP53_MOUSE Nup35 Nucleoporin NUP53 OS=Mus musculus GN=Nup35 PE=1 SV=2 7 8.1 4.2 7.3 1.9 1.12 0.90 62.3 43.1 72.4 1.4 0.86 1.16
Q8BH74_NU107_MOUSE Nup107 Nuclear pore complex protein Nup107 OS=Mus musculus GN=Nup107 PE=2 SV=1 10 8.9 4.6 7.9 1.9 1.12 0.90 153.1 74.6 125.4 2.1 1.22 0.82
Q8BZ98_DYN3_MOUSE Dnm3 Dynamin-3 OS=Mus musculus GN=Dnm3 PE=1 SV=1 1 10.2 5.3 9.1 1.9 1.12 0.90 10.2 5.3 8.9 1.9 1.14 0.88
F8WI30_F8WI30_MOUSE Snx7 Sorting nexin-7 OS=Mus musculus GN=Snx7 PE=1 SV=1 7 14.7 7.7 13.1 1.9 1.12 0.90 101.4 52.3 88.0 1.9 1.15 0.87
Q9ERN0_SCAM2_MOUSE Scamp2 Secretory carrier-associated membrane protein 2 OS=Mus musculus GN=Scamp2 PE=2 SV=1 1 20.8 10.9 18.6 1.9 1.12 0.90 20.8 10.9 18.3 1.9 1.14 0.88
Q9Z2V5_HDAC6_MOUSE Hdac6 Histone deacetylase 6 OS=Mus musculus GN=Hdac6 PE=1 SV=3 1 5.1 2.7 4.6 1.9 1.11 0.90 5.1 2.7 4.5 1.9 1.14 0.88
P62267_RS23_MOUSE Rps23 40S ribosomal protein S23 OS=Mus musculus GN=Rps23 PE=1 SV=3 8 61.7 32.3 55.4 1.9 1.11 0.90 1281.5 482.7 811.6 2.7 1.58 0.63
Q8R3S6_EXOC1_MOUSE Exoc1 Exocyst complex component 1 OS=Mus musculus GN=Exoc1 PE=1 SV=4 12 11.4 6.0 10.3 1.9 1.11 0.90 173.9 101.5 170.7 1.7 1.02 0.98
P62996_TRA2B_MOUSE Tra2b Transformer-2 protein homolog beta OS=Mus musculus GN=Tra2b PE=2 SV=1 12 63.0 33.0 56.7 1.9 1.11 0.90 1945.4 1071.1 1801.0 1.8 1.08 0.93
Q3TIV5_ZC3HF_MOUSE Zc3h15 Zinc finger CCCH domain-containing protein 15 OS=Mus musculus GN=Zc3h15 PE=1 SV=2 8 17.1 9.0 15.4 1.9 1.11 0.90 136.3 67.1 112.8 2.0 1.21 0.83
Q9CQE8_CN166_MOUSE UPF0568 protein C14orf166 homolog OS=Mus musculus PE=2 SV=1 18 32.3 17.0 29.1 1.9 1.11 0.90 708.8 323.3 543.7 2.2 1.30 0.77
Q9DBT3_CCD97_MOUSE Ccdc97 Coiled-coil domain-containing protein 97 OS=Mus musculus GN=Ccdc97 PE=1 SV=1 3 7.4 3.9 6.6 1.9 1.11 0.90 21.7 12.5 21.1 1.7 1.03 0.97
Q9Z315_SNUT1_MOUSE Sart1 U4/U6.U5 tri-snRNP-associated protein 1 OS=Mus musculus GN=Sart1 PE=2 SV=1 43 23.1 12.2 20.9 1.9 1.11 0.90 1841.7 781.3 1313.7 2.4 1.40 0.71
Q8CFQ3_AQR_MOUSE Aqr Intron-binding protein aquarius OS=Mus musculus GN=Aqr PE=2 SV=2 23 16.2 8.5 14.6 1.9 1.11 0.90 513.8 302.1 508.0 1.7 1.01 0.99
Q8BMF4_ODP2_MOUSE Dlat Dihydrolipoyllysine-residue acetyltransferase component of pyruvate dehydrogenase complex, mitochondrial OS=Mus musculus GN=Dlat PE=1 SV=28 14.8 7.8 13.3 1.9 1.11 0.90 129.1 56.0 94.2 2.3 1.37 0.73
Q14B01_Q14B01_MOUSE Rnf113a2 Protein Rnf113a2 OS=Mus musculus GN=Rnf113a2 PE=1 SV=1 2 5.6 3.0 5.1 1.9 1.11 0.90 11.2 5.9 10.0 1.9 1.13 0.89
P08046_EGR1_MOUSE Egr1 Early growth response protein 1 OS=Mus musculus GN=Egr1 PE=1 SV=2 3 16.4 8.6 14.8 1.9 1.11 0.90 49.0 25.0 42.1 2.0 1.16 0.86
Q8C7K6_PCYXL_MOUSE Pcyox1l Prenylcysteine oxidase-like OS=Mus musculus GN=Pcyox1l PE=2 SV=1 1 23.8 12.5 21.5 1.9 1.11 0.90 23.8 12.5 21.1 1.9 1.13 0.89
E9Q1A5_E9Q1A5_MOUSE Zfp384 Protein Zfp384 OS=Mus musculus GN=Zfp384 PE=4 SV=1 1 9.3 4.9 8.4 1.9 1.11 0.90 9.3 4.9 8.2 1.9 1.13 0.89
P05627_JUN_MOUSE Jun Transcription factor AP-1 OS=Mus musculus GN=Jun PE=1 SV=3 1 9.9 5.2 8.9 1.9 1.11 0.90 9.9 5.2 8.8 1.9 1.13 0.89
Q8BHD7_PTBP3_MOUSE Ptbp3 Polypyrimidine tract-binding protein 3 OS=Mus musculus GN=Ptbp3 PE=2 SV=1 12 33.1 17.4 29.9 1.9 1.11 0.90 780.2 393.7 662.1 2.0 1.18 0.85
Q80YR4_ZN598_MOUSE Znf598 Zinc finger protein 598 OS=Mus musculus GN=Znf598 PE=2 SV=1 2 3.8 2.0 3.4 1.9 1.11 0.90 7.6 4.0 6.7 1.9 1.13 0.89
Q5EE38_ACD_MOUSE Acd Adrenocortical dysplasia protein OS=Mus musculus GN=Acd PE=1 SV=1 1 5.4 2.8 4.9 1.9 1.11 0.90 5.4 2.8 4.8 1.9 1.13 0.89
Q9CRA5_GOLP3_MOUSE Golph3 Golgi phosphoprotein 3 OS=Mus musculus GN=Golph3 PE=1 SV=1 2 10.4 5.5 9.4 1.9 1.11 0.90 20.9 11.0 18.5 1.9 1.13 0.89
Q8K2Y9_CCM2_MOUSE Ccm2 Malcavernin OS=Mus musculus GN=Ccm2 PE=1 SV=1 1 4.3 2.2 3.9 1.9 1.11 0.90 4.3 2.2 3.8 1.9 1.13 0.89
Q62141_SIN3B_MOUSE Sin3b Paired amphipathic helix protein Sin3b OS=Mus musculus GN=Sin3b PE=1 SV=2 4 5.4 2.9 4.9 1.9 1.11 0.90 22.5 11.5 19.3 2.0 1.17 0.85
Q69ZH9_RHG23_MOUSE Arhgap23 Rho GTPase-activating protein 23 OS=Mus musculus GN=Arhgap23 PE=2 SV=2 2 5.5 2.9 5.0 1.9 1.11 0.90 11.0 5.8 9.7 1.9 1.13 0.89
Q8VDR9_DOCK6_MOUSE Dock6 Dedicator of cytokinesis protein 6 OS=Mus musculus GN=Dock6 PE=1 SV=4 2 21.2 11.2 19.2 1.9 1.11 0.90 42.4 22.4 37.7 1.9 1.13 0.89
Q9CZA6_NDE1_MOUSE Nde1 Nuclear distribution protein nudE homolog 1 OS=Mus musculus GN=Nde1 PE=1 SV=1 3 16.4 8.7 14.8 1.9 1.10 0.91 46.9 23.1 38.9 2.0 1.20 0.83
Q6P5F9_XPO1_MOUSE Xpo1 Exportin-1 OS=Mus musculus GN=Xpo1 PE=1 SV=1 23 12.9 6.8 11.7 1.9 1.10 0.91 420.9 183.1 307.9 2.3 1.37 0.73
Q8K0L9_ZBT20_MOUSE Zbtb20 Zinc finger and BTB domain-containing protein 20 OS=Mus musculus GN=Zbtb20 PE=1 SV=1 1 7.4 3.9 6.7 1.9 1.10 0.91 7.4 3.9 6.6 1.9 1.13 0.89
Q6TEK5_VKORL_MOUSE Vkorc1l1 Vitamin K epoxide reductase complex subunit 1-like protein 1 OS=Mus musculus GN=Vkorc1l1 PE=1 SV=1 2 12.1 6.4 11.0 1.9 1.10 0.91 24.3 12.8 21.6 1.9 1.12 0.89
Q3U821_Q3U821_MOUSE Wdr75 Protein Wdr75 OS=Mus musculus GN=Wdr75 PE=1 SV=1 1 8.2 4.4 7.5 1.9 1.10 0.91 8.2 4.4 7.3 1.9 1.12 0.89
Q69ZA1_CDK13_MOUSE Cdk13 Cyclin-dependent kinase 13 OS=Mus musculus GN=Cdk13 PE=1 SV=3 4 5.4 2.9 4.9 1.9 1.10 0.91 21.5 12.6 21.1 1.7 1.02 0.98
G3X922_G3X922_MOUSE Dnajc13 MCG115602 OS=Mus musculus GN=Dnajc13 PE=4 SV=1 14 9.2 4.9 8.4 1.9 1.10 0.91 156.1 75.2 126.4 2.1 1.23 0.81
Q9D6L8_PPIL3_MOUSE Ppil3 Peptidyl-prolyl cis-trans isomerase-like 3 OS=Mus musculus GN=Ppil3 PE=2 SV=1 1 7.4 3.9 6.7 1.9 1.10 0.91 7.4 3.9 6.6 1.9 1.12 0.89
Q9EQH3_VPS35_MOUSE Vps35 Vacuolar protein sorting-associated protein 35 OS=Mus musculus GN=Vps35 PE=1 SV=1 16 14.7 7.8 13.3 1.9 1.10 0.91 261.3 130.1 218.7 2.0 1.19 0.84
Q8BX10_PGAM5_MOUSE Pgam5 Serine/threonine-protein phosphatase PGAM5, mitochondrial OS=Mus musculus GN=Pgam5 PE=2 SV=1 3 29.4 15.6 26.7 1.9 1.10 0.91 85.7 49.6 83.5 1.7 1.03 0.97
Q9ERA0_TFCP2_MOUSE Tfcp2 Alpha-globin transcription factor CP2 OS=Mus musculus GN=Tfcp2 PE=1 SV=1 3 10.9 5.8 9.9 1.9 1.10 0.91 41.6 22.2 37.3 1.9 1.12 0.90
Q9D0I8_MRT4_MOUSE Mrto4 mRNA turnover protein 4 homolog OS=Mus musculus GN=Mrto4 PE=2 SV=1 8 24.0 12.7 21.8 1.9 1.10 0.91 167.5 92.9 156.2 1.8 1.07 0.93
Q64282_IFIT1_MOUSE Ifit1 Interferon-induced protein with tetratricopeptide repeats 1 OS=Mus musculus GN=Ifit1 PE=1 SV=2 49 41.0 21.7 37.3 1.9 1.10 0.91 2200.8 1374.8 2311.7 1.6 0.95 1.05
Q8BJF9_CHM2B_MOUSE Chmp2b Charged multivesicular body protein 2b OS=Mus musculus GN=Chmp2b PE=1 SV=1 1 3.6 1.9 3.3 1.9 1.10 0.91 3.6 1.9 3.2 1.9 1.12 0.89
Q3UMB9_WASH7_MOUSE Kiaa1033 WASH complex subunit 7 OS=Mus musculus GN=Kiaa1033 PE=2 SV=2 5 7.1 3.8 6.4 1.9 1.10 0.91 37.3 15.9 26.8 2.3 1.39 0.72
Q8C6G8_WDR26_MOUSE Wdr26 WD repeat-containing protein 26 OS=Mus musculus GN=Wdr26 PE=2 SV=3 5 8.4 4.5 7.7 1.9 1.10 0.91 49.4 26.9 45.2 1.8 1.09 0.92
Q9CQW9_IFM3_MOUSE Ifitm3 Interferon-induced transmembrane protein 3 OS=Mus musculus GN=Ifitm3 PE=1 SV=1 4 23.9 12.7 21.8 1.9 1.10 0.91 133.4 67.3 113.2 2.0 1.18 0.85
A2AMM0_MURC_MOUSE Murc Muscle-related coiled-coil protein OS=Mus musculus GN=Murc PE=2 SV=1 6 17.9 9.5 16.3 1.9 1.10 0.91 183.8 74.6 125.4 2.5 1.46 0.68
Q9R1T2_SAE1_MOUSE Sae1 SUMO-activating enzyme subunit 1 OS=Mus musculus GN=Sae1 PE=1 SV=1 1 8.4 4.5 7.7 1.9 1.10 0.91 8.4 4.5 7.5 1.9 1.12 0.89
O35730_RING1_MOUSE Ring1 E3 ubiquitin-protein ligase RING1 OS=Mus musculus GN=Ring1 PE=1 SV=2 4 24.5 13.0 22.3 1.9 1.10 0.91 85.9 68.9 115.9 1.2 0.74 1.35
Q8VDP6_CDIPT_MOUSE Cdipt CDP-diacylglycerol--inositol 3-phosphatidyltransferase OS=Mus musculus GN=Cdipt PE=1 SV=1 4 9.4 5.0 8.6 1.9 1.10 0.91 36.0 19.1 32.1 1.9 1.12 0.89
Q9Z1B5_MD2L1_MOUSE Mad2l1 Mitotic spindle assembly checkpoint protein MAD2A OS=Mus musculus GN=Mad2l1 PE=1 SV=2 4 21.8 11.6 20.0 1.9 1.09 0.91 88.4 46.5 78.2 1.9 1.13 0.88
F8VQ05_F8VQ05_MOUSE Fryl Protein Fryl OS=Mus musculus GN=Fryl PE=1 SV=1 1 4.1 2.2 3.7 1.9 1.09 0.91 4.1 2.2 3.6 1.9 1.12 0.90
Q9EQP2_EHD4_MOUSE Ehd4 EH domain-containing protein 4 OS=Mus musculus GN=Ehd4 PE=1 SV=1 15 13.8 7.4 12.7 1.9 1.09 0.92 251.0 104.3 175.3 2.4 1.43 0.70
Q80UJ7_RB3GP_MOUSE Rab3gap1 Rab3 GTPase-activating protein catalytic subunit OS=Mus musculus GN=Rab3gap1 PE=2 SV=4 5 10.3 5.5 9.4 1.9 1.09 0.92 51.9 25.9 43.5 2.0 1.19 0.84
Q91VE6_MK67I_MOUSE Nifk MKI67 FHA domain-interacting nucleolar phosphoprotein OS=Mus musculus GN=Nifk PE=1 SV=1 3 12.3 6.6 11.3 1.9 1.09 0.92 38.5 19.2 32.3 2.0 1.19 0.84
Q9EQS3_MYCBP_MOUSE Mycbp C-Myc-binding protein OS=Mus musculus GN=Mycbp PE=2 SV=5 3 29.5 15.8 27.0 1.9 1.09 0.92 95.3 49.9 83.9 1.9 1.14 0.88
P68040_GBLP_MOUSE Gnb2l1 Guanine nucleotide-binding protein subunit beta-2-like 1 OS=Mus musculus GN=Gnb2l1 PE=1 SV=3 15 17.7 9.5 16.2 1.9 1.09 0.92 379.3 272.4 458.0 1.4 0.83 1.21
Q9D0D5_T2EA_MOUSE Gtf2e1 General transcription factor IIE subunit 1 OS=Mus musculus GN=Gtf2e1 PE=2 SV=1 2 14.0 7.5 12.8 1.9 1.09 0.92 28.0 15.0 25.1 1.9 1.11 0.90
Q99LX0_PARK7_MOUSE Park7 Protein deglycase DJ-1 OS=Mus musculus GN=Park7 PE=1 SV=1 1 4.9 2.6 4.5 1.9 1.09 0.92 4.9 2.6 4.4 1.9 1.11 0.90
Q8K363_DDX18_MOUSE Ddx18 ATP-dependent RNA helicase DDX18 OS=Mus musculus GN=Ddx18 PE=2 SV=1 2 20.1 10.8 18.4 1.9 1.09 0.92 40.2 21.5 36.2 1.9 1.11 0.90
Q8CFE4_SCYL2_MOUSE Scyl2 SCY1-like protein 2 OS=Mus musculus GN=Scyl2 PE=1 SV=1 2 13.6 7.3 12.5 1.9 1.09 0.92 27.2 14.6 24.5 1.9 1.11 0.90
Q91VN1_ZNF24_MOUSE Znf24 Zinc finger protein 24 OS=Mus musculus GN=Znf24 PE=1 SV=1 1 5.5 3.0 5.1 1.9 1.09 0.92 5.5 3.0 5.0 1.9 1.11 0.90
Q3TKY6_CWC27_MOUSE Cwc27 Peptidyl-prolyl cis-trans isomerase CWC27 homolog OS=Mus musculus GN=Cwc27 PE=2 SV=1 5 9.1 4.9 8.4 1.9 1.09 0.92 52.5 27.5 46.3 1.9 1.13 0.88
Q9R061_NUBP2_MOUSE Nubp2 Cytosolic Fe-S cluster assembly factor NUBP2 OS=Mus musculus GN=Nubp2 PE=1 SV=1 2 14.3 7.7 13.2 1.9 1.09 0.92 28.6 15.4 25.8 1.9 1.11 0.90
Q99L28_RLP24_MOUSE Rsl24d1 Probable ribosome biogenesis protein RLP24 OS=Mus musculus GN=Rsl24d1 PE=2 SV=1 1 26.7 14.3 24.6 1.9 1.09 0.92 26.7 14.3 24.1 1.9 1.11 0.90
Q8R395_COMD5_MOUSE Commd5 COMM domain-containing protein 5 OS=Mus musculus GN=Commd5 PE=2 SV=1 2 5.3 2.8 4.9 1.9 1.09 0.92 10.6 5.7 9.6 1.9 1.11 0.90
Q3TEA8_HP1B3_MOUSE Hp1bp3 Heterochromatin protein 1-binding protein 3 OS=Mus musculus GN=Hp1bp3 PE=1 SV=1 31 36.9 19.8 34.0 1.9 1.09 0.92 1687.4 853.1 1434.5 2.0 1.18 0.85
O89090_SP1_MOUSE Sp1 Transcription factor Sp1 OS=Mus musculus GN=Sp1 PE=1 SV=2 1 12.5 6.7 11.5 1.9 1.08 0.92 12.5 6.7 11.3 1.9 1.11 0.90
Q91VX2_UBAP2_MOUSE Ubap2 Ubiquitin-associated protein 2 OS=Mus musculus GN=Ubap2 PE=1 SV=1 8 14.0 7.6 13.0 1.9 1.08 0.92 115.9 63.0 106.0 1.8 1.09 0.91
P62307_RUXF_MOUSE Snrpf Small nuclear ribonucleoprotein F OS=Mus musculus GN=Snrpf PE=2 SV=1 4 11.5 6.2 10.7 1.9 1.08 0.92 96.9 52.4 88.0 1.9 1.10 0.91



L0N7N1_KIF14_MOUSE Kif14 Kinesin-like protein KIF14 OS=Mus musculus GN=Kif14 PE=1 SV=1 2 7.3 3.9 6.7 1.9 1.08 0.92 14.5 7.8 13.2 1.9 1.10 0.91
P58854_GCP3_MOUSE Tubgcp3 Gamma-tubulin complex component 3 OS=Mus musculus GN=Tubgcp3 PE=2 SV=2 3 9.1 4.9 8.4 1.9 1.08 0.92 32.8 12.3 20.7 2.7 1.58 0.63
Q9CXY6_ILF2_MOUSE Ilf2 Interleukin enhancer-binding factor 2 OS=Mus musculus GN=Ilf2 PE=1 SV=1 24 29.9 16.1 27.6 1.9 1.08 0.92 1595.8 469.4 789.3 3.4 2.02 0.49
B9EKI3_TMF1_MOUSE Tmf1 TATA element modulatory factor OS=Mus musculus GN=Tmf1 PE=1 SV=2 6 5.4 2.9 5.0 1.9 1.08 0.92 32.6 22.0 37.0 1.5 0.88 1.14
Q9QWY8_ASAP1_MOUSE Asap1 Arf-GAP with SH3 domain, ANK repeat and PH domain-containing protein 1 OS=Mus musculus GN=Asap1 PE=1 SV=24 8.8 4.7 8.1 1.9 1.08 0.92 40.0 19.3 32.4 2.1 1.24 0.81
Q62219_TGFI1_MOUSE Tgfb1i1 Transforming growth factor beta-1-induced transcript 1 protein OS=Mus musculus GN=Tgfb1i1 PE=1 SV=2 1 11.6 6.3 10.7 1.9 1.08 0.92 11.6 6.3 10.5 1.9 1.10 0.91
Q3UQU0_BRD9_MOUSE Brd9 Bromodomain-containing protein 9 OS=Mus musculus GN=Brd9 PE=2 SV=1 3 5.8 3.1 5.3 1.9 1.08 0.92 25.6 12.2 20.6 2.1 1.25 0.80
Q99J56_DERL1_MOUSE Derl1 Derlin-1 OS=Mus musculus GN=Derl1 PE=1 SV=1 3 7.4 4.0 6.8 1.9 1.08 0.92 99.0 52.6 88.4 1.9 1.12 0.89
P58404_STRN4_MOUSE Strn4 Striatin-4 OS=Mus musculus GN=Strn4 PE=1 SV=2 2 11.3 6.1 10.4 1.9 1.08 0.93 22.6 12.2 20.5 1.9 1.10 0.91
Q9D8Z1_ASCC1_MOUSE Ascc1 Activating signal cointegrator 1 complex subunit 1 OS=Mus musculus GN=Ascc1 PE=2 SV=1 3 8.5 4.6 7.9 1.9 1.08 0.93 26.2 12.9 21.6 2.0 1.21 0.82
Q8BV13_CSN7B_MOUSE Cops7b COP9 signalosome complex subunit 7b OS=Mus musculus GN=Cops7b PE=1 SV=1 2 12.3 6.6 11.4 1.8 1.08 0.93 24.6 13.3 22.4 1.8 1.10 0.91
Q9CZH7_MXRA7_MOUSE Mxra7 Matrix-remodeling-associated protein 7 OS=Mus musculus GN=Mxra7 PE=1 SV=2 1 8.8 4.8 8.2 1.8 1.08 0.93 8.8 4.8 8.0 1.8 1.10 0.91
Q505F1_NR2C1_MOUSE Nr2c1 Nuclear receptor subfamily 2 group C member 1 OS=Mus musculus GN=Nr2c1 PE=1 SV=3 1 4.9 2.7 4.6 1.8 1.08 0.93 4.9 2.7 4.5 1.8 1.10 0.91
Q61171_PRDX2_MOUSE Prdx2 Peroxiredoxin-2 OS=Mus musculus GN=Prdx2 PE=1 SV=3 1 7.4 4.0 6.9 1.8 1.08 0.93 7.4 4.0 6.7 1.8 1.10 0.91
P35279_RAB6A_MOUSE Rab6a Ras-related protein Rab-6A OS=Mus musculus GN=Rab6a PE=1 SV=4 13 46.7 25.3 43.3 1.8 1.08 0.93 782.5 381.1 640.8 2.1 1.22 0.82
Q02053_UBA1_MOUSE Uba1 Ubiquitin-like modifier-activating enzyme 1 OS=Mus musculus GN=Uba1 PE=1 SV=1 6 8.2 4.5 7.7 1.8 1.08 0.93 52.5 26.4 44.4 2.0 1.18 0.85
Q62186_SSRD_MOUSE Ssr4 Translocon-associated protein subunit delta OS=Mus musculus GN=Ssr4 PE=2 SV=1 1 15.4 8.3 14.3 1.8 1.08 0.93 15.4 8.3 14.0 1.8 1.10 0.91
Q8VE18_SMG8_MOUSE Smg8 Protein SMG8 OS=Mus musculus GN=Smg8 PE=2 SV=1 4 7.4 4.0 6.9 1.8 1.07 0.93 27.7 14.5 24.3 1.9 1.14 0.88
Q9D1Q1_MPH6_MOUSE Mphosph6 M-phase phosphoprotein 6 OS=Mus musculus GN=Mphosph6 PE=1 SV=1 1 4.7 2.5 4.3 1.8 1.07 0.93 4.7 2.5 4.3 1.8 1.10 0.91
P69566_RANB9_MOUSE Ranbp9 Ran-binding protein 9 OS=Mus musculus GN=Ranbp9 PE=1 SV=1 3 10.2 5.6 9.5 1.8 1.07 0.93 26.3 14.0 23.5 1.9 1.12 0.89
Q63850_NUP62_MOUSE Nup62 Nuclear pore glycoprotein p62 OS=Mus musculus GN=Nup62 PE=1 SV=2 2 8.8 4.8 8.2 1.8 1.07 0.93 17.5 9.5 16.0 1.8 1.09 0.91
O88874_CCNK_MOUSE Ccnk Cyclin-K OS=Mus musculus GN=Ccnk PE=1 SV=3 3 6.4 3.5 5.9 1.8 1.07 0.93 19.8 9.9 16.6 2.0 1.19 0.84
Q8BMB0_EMSY_MOUSE Emsy Protein EMSY OS=Mus musculus GN=Emsy PE=1 SV=2 7 9.0 4.9 8.4 1.8 1.07 0.93 60.2 30.5 51.2 2.0 1.18 0.85
Q6ZPR6_IBTK_MOUSE Ibtk Inhibitor of Bruton tyrosine kinase OS=Mus musculus GN=Ibtk PE=1 SV=3 1 4.8 2.6 4.5 1.8 1.07 0.93 4.8 2.6 4.4 1.8 1.09 0.92
P63024_VAMP3_MOUSE Vamp3 Vesicle-associated membrane protein 3 OS=Mus musculus GN=Vamp3 PE=1 SV=1 2 20.4 11.1 19.1 1.8 1.07 0.93 40.8 22.2 37.4 1.8 1.09 0.92
P97434_MPRIP_MOUSE Mprip Myosin phosphatase Rho-interacting protein OS=Mus musculus GN=Mprip PE=1 SV=2 37 19.4 10.6 18.1 1.8 1.07 0.93 1068.7 441.2 741.9 2.4 1.44 0.69
Q9QYS9_QKI_MOUSE Qki Protein quaking OS=Mus musculus GN=Qki PE=1 SV=1 9 16.3 8.9 15.2 1.8 1.07 0.93 243.8 241.3 405.7 1.0 0.60 1.66
Q03963_E2AK2_MOUSE Eif2ak2 Interferon-induced, double-stranded RNA-activated protein kinase OS=Mus musculus GN=Eif2ak2 PE=1 SV=214 18.8 10.2 17.6 1.8 1.07 0.94 295.0 194.2 326.6 1.5 0.90 1.11
Q7TNC4_LC7L2_MOUSE Luc7l2 Putative RNA-binding protein Luc7-like 2 OS=Mus musculus GN=Luc7l2 PE=1 SV=1 25 27.4 14.9 25.6 1.8 1.07 0.94 2799.8 1239.1 2083.5 2.3 1.34 0.74
E9Q3G8_E9Q3G8_MOUSE Nup153 Protein Nup153 OS=Mus musculus GN=Nup153 PE=1 SV=1 8 8.2 4.5 7.7 1.8 1.07 0.94 79.2 35.7 60.0 2.2 1.32 0.76
Q80VD1_FA98B_MOUSE Fam98b Protein FAM98B OS=Mus musculus GN=Fam98b PE=2 SV=1 7 6.7 3.7 6.3 1.8 1.07 0.94 188.6 80.1 134.7 2.4 1.40 0.71
Q8R5L3_VPS39_MOUSE Vps39 Vam6/Vps39-like protein OS=Mus musculus GN=Vps39 PE=2 SV=1 1 6.9 3.8 6.5 1.8 1.07 0.94 6.9 3.8 6.4 1.8 1.09 0.92
Q8BKE6_CP20A_MOUSE Cyp20a1 Cytochrome P450 20A1 OS=Mus musculus GN=Cyp20a1 PE=2 SV=1 3 5.8 3.2 5.4 1.8 1.07 0.94 17.2 9.5 15.9 1.8 1.08 0.93
Q8BGS0_MAK16_MOUSE Mak16 Protein MAK16 homolog OS=Mus musculus GN=Mak16 PE=1 SV=1 5 14.4 7.9 13.5 1.8 1.07 0.94 58.5 31.2 52.4 1.9 1.12 0.90
Q8BIA4_FBXW8_MOUSE Fbxw8 F-box/WD repeat-containing protein 8 OS=Mus musculus GN=Fbxw8 PE=1 SV=2 2 12.1 6.6 11.3 1.8 1.07 0.94 24.2 13.2 22.2 1.8 1.09 0.92
Q8CFE3_RCOR1_MOUSE Rcor1 REST corepressor 1 OS=Mus musculus GN=Rcor1 PE=1 SV=2 6 7.3 4.0 6.8 1.8 1.07 0.94 63.8 37.1 62.3 1.7 1.02 0.98
Q8C7Q4_RBM4_MOUSE Rbm4 RNA-binding protein 4 OS=Mus musculus GN=Rbm4 PE=1 SV=1 2 22.5 12.3 21.1 1.8 1.06 0.94 45.0 24.6 41.4 1.8 1.09 0.92
O70493_SNX12_MOUSE Snx12 Sorting nexin-12 OS=Mus musculus GN=Snx12 PE=1 SV=1 3 30.6 16.7 28.7 1.8 1.06 0.94 172.0 90.8 152.6 1.9 1.13 0.89
Q8BY71_HAT1_MOUSE Hat1 Histone acetyltransferase type B catalytic subunit OS=Mus musculus GN=Hat1 PE=1 SV=1 2 10.9 6.0 10.3 1.8 1.06 0.94 21.8 12.0 20.1 1.8 1.08 0.92
P97367_MEIS2_MOUSE Meis2 Homeobox protein Meis2 OS=Mus musculus GN=Meis2 PE=1 SV=2 2 8.4 4.6 7.9 1.8 1.06 0.94 16.7 9.2 15.4 1.8 1.08 0.92
Q5SXY1_CYTSB_MOUSE Specc1 Cytospin-B OS=Mus musculus GN=Specc1 PE=1 SV=2 16 14.4 7.9 13.5 1.8 1.06 0.94 260.1 138.1 232.3 1.9 1.12 0.89
Q8BHX1_HAUS1_MOUSE Haus1 HAUS augmin-like complex subunit 1 OS=Mus musculus GN=Haus1 PE=2 SV=2 7 12.4 6.8 11.7 1.8 1.06 0.94 97.1 47.5 79.8 2.0 1.22 0.82
Q99PV0_PRP8_MOUSE Prpf8 Pre-mRNA-processing-splicing factor 8 OS=Mus musculus GN=Prpf8 PE=1 SV=2 62 25.5 14.0 24.0 1.8 1.06 0.94 2049.6 1052.5 1769.7 1.9 1.16 0.86
Q9WTU0_PHF2_MOUSE Phf2 Lysine-specific demethylase PHF2 OS=Mus musculus GN=Phf2 PE=1 SV=2 4 7.8 4.3 7.3 1.8 1.06 0.94 192.6 20.6 34.6 9.4 5.57 0.18
P35293_RAB18_MOUSE Rab18 Ras-related protein Rab-18 OS=Mus musculus GN=Rab18 PE=2 SV=2 5 25.9 14.2 24.4 1.8 1.06 0.94 134.7 64.8 108.9 2.1 1.24 0.81
Q03147_CDK7_MOUSE Cdk7 Cyclin-dependent kinase 7 OS=Mus musculus GN=Cdk7 PE=2 SV=2 6 10.4 5.7 9.8 1.8 1.06 0.94 65.0 35.8 60.1 1.8 1.08 0.93
P20029_GRP78_MOUSE Hspa5 78 kDa glucose-regulated protein OS=Mus musculus GN=Hspa5 PE=1 SV=3 48 35.7 19.7 33.7 1.8 1.06 0.94 3005.4 2002.1 3366.5 1.5 0.89 1.12
O35682_MYADM_MOUSE Myadm Myeloid-associated differentiation marker OS=Mus musculus GN=Myadm PE=2 SV=2 4 53.7 29.6 50.8 1.8 1.06 0.95 239.0 126.7 213.1 1.9 1.12 0.89
O70306_TBX15_MOUSE Tbx15 T-box transcription factor TBX15 OS=Mus musculus GN=Tbx15 PE=1 SV=2 2 10.2 5.6 9.7 1.8 1.06 0.95 20.4 11.3 19.0 1.8 1.08 0.93
Q91W50_CSDE1_MOUSE Csde1 Cold shock domain-containing protein E1 OS=Mus musculus GN=Csde1 PE=2 SV=1 2 9.7 5.3 9.1 1.8 1.06 0.95 19.3 10.7 17.9 1.8 1.08 0.93
Q5SUH6_Q5SUH6_MOUSE Clint1 Clathrin interactor 1 OS=Mus musculus GN=Clint1 PE=1 SV=1 9 13.2 7.3 12.5 1.8 1.06 0.95 141.5 79.9 134.4 1.8 1.05 0.95
Q99LB0_TDIF1_MOUSE Dnttip1 Deoxynucleotidyltransferase terminal-interacting protein 1 OS=Mus musculus GN=Dnttip1 PE=2 SV=1 2 11.4 6.3 10.8 1.8 1.06 0.95 22.9 12.6 21.3 1.8 1.08 0.93
Q8BGB5_LIMD2_MOUSE Limd2 LIM domain-containing protein 2 OS=Mus musculus GN=Limd2 PE=2 SV=1 1 6.3 3.5 6.0 1.8 1.05 0.95 6.3 3.5 5.9 1.8 1.08 0.93
Q9D198_SYF2_MOUSE Syf2 Pre-mRNA-splicing factor SYF2 OS=Mus musculus GN=Syf2 PE=2 SV=1 2 14.0 7.8 13.3 1.8 1.05 0.95 28.0 15.5 26.1 1.8 1.08 0.93
Q3UFF7_LYPL1_MOUSE Lyplal1 Lysophospholipase-like protein 1 OS=Mus musculus GN=Lyplal1 PE=1 SV=3 1 3.4 1.9 3.2 1.8 1.05 0.95 3.4 1.9 3.1 1.8 1.08 0.93
Q60605_MYL6_MOUSE Myl6 Myosin light polypeptide 6 OS=Mus musculus GN=Myl6 PE=1 SV=3 28 82.3 45.5 78.1 1.8 1.05 0.95 11198.2 6076.7 10217.9 1.8 1.10 0.91
Q9CXU1_MED31_MOUSE Med31 Mediator of RNA polymerase II transcription subunit 31 OS=Mus musculus GN=Med31 PE=1 SV=2 2 7.3 4.1 7.0 1.8 1.05 0.95 14.7 8.1 13.7 1.8 1.07 0.93
Q8VCD5_MED17_MOUSE Med17 Mediator of RNA polymerase II transcription subunit 17 OS=Mus musculus GN=Med17 PE=1 SV=1 3 12.8 7.1 12.2 1.8 1.05 0.95 39.2 19.7 33.2 2.0 1.18 0.85
Q8VEJ9_VPS4A_MOUSE Vps4a Vacuolar protein sorting-associated protein 4A OS=Mus musculus GN=Vps4a PE=1 SV=1 2 13.5 7.5 12.9 1.8 1.05 0.95 27.1 15.0 25.2 1.8 1.07 0.93
Q9DBR7_MYPT1_MOUSE Ppp1r12a Protein phosphatase 1 regulatory subunit 12A OS=Mus musculus GN=Ppp1r12a PE=1 SV=2 30 19.6 10.9 18.7 1.8 1.05 0.95 1033.0 489.5 823.1 2.1 1.25 0.80
Q8CIE4_Q8CIE4_MOUSE Parp10 Plec1 protein OS=Mus musculus GN=Parp10 PE=2 SV=1 4 6.4 3.6 6.1 1.8 1.05 0.95 26.1 15.5 26.1 1.7 1.00 1.00
Q80WQ2_VAC14_MOUSE Vac14 Protein VAC14 homolog OS=Mus musculus GN=Vac14 PE=1 SV=1 3 8.4 4.6 8.0 1.8 1.05 0.95 70.7 24.6 41.4 2.9 1.71 0.59
Q8VDD5_MYH9_MOUSE Myh9 Myosin-9 OS=Mus musculus GN=Myh9 PE=1 SV=4 187 63.9 35.5 60.8 1.8 1.05 0.95 28243.5 15675.8 26358.5 1.8 1.07 0.93
Q9WTQ5_AKA12_MOUSE Akap12 A-kinase anchor protein 12 OS=Mus musculus GN=Akap12 PE=1 SV=1 5 11.1 6.2 10.6 1.8 1.05 0.95 64.1 51.7 86.9 1.2 0.74 1.36
Q9DCT8_CRIP2_MOUSE Crip2 Cysteine-rich protein 2 OS=Mus musculus GN=Crip2 PE=1 SV=1 2 9.2 5.1 8.8 1.8 1.05 0.95 18.4 10.2 17.2 1.8 1.07 0.93
Q8VCY6_UTP6_MOUSE Utp6 U3 small nucleolar RNA-associated protein 6 homolog OS=Mus musculus GN=Utp6 PE=2 SV=1 2 4.6 2.6 4.4 1.8 1.05 0.95 9.3 5.2 8.7 1.8 1.07 0.94
Q99PP6_TR34A_MOUSE Trim34a Tripartite motif-containing protein 34A OS=Mus musculus GN=Trim34a PE=2 SV=2 1 6.2 3.5 5.9 1.8 1.05 0.95 6.2 3.5 5.8 1.8 1.07 0.94
O55135_IF6_MOUSE Eif6 Eukaryotic translation initiation factor 6 OS=Mus musculus GN=Eif6 PE=1 SV=2 6 19.5 10.9 18.6 1.8 1.05 0.95 124.5 76.6 128.8 1.6 0.97 1.03
Q9CQU3_RER1_MOUSE Rer1 Protein RER1 OS=Mus musculus GN=Rer1 PE=1 SV=1 2 29.6 16.5 28.3 1.8 1.05 0.96 59.2 33.0 55.5 1.8 1.07 0.94
Q91V01_MBOA5_MOUSE Lpcat3 Lysophospholipid acyltransferase 5 OS=Mus musculus GN=Lpcat3 PE=1 SV=1 1 12.3 6.9 11.8 1.8 1.05 0.96 12.3 6.9 11.5 1.8 1.07 0.94
Q9CQU1_MFAP1_MOUSE Mfap1 Microfibrillar-associated protein 1 OS=Mus musculus GN=Mfap1 PE=1 SV=1 11 9.4 5.2 9.0 1.8 1.05 0.96 209.4 127.3 214.0 1.6 0.98 1.02
P97379_G3BP2_MOUSE G3bp2 Ras GTPase-activating protein-binding protein 2 OS=Mus musculus GN=G3bp2 PE=1 SV=2 3 14.0 7.8 13.4 1.8 1.05 0.96 45.5 21.2 35.7 2.1 1.27 0.79
Q9JJT0_RCL1_MOUSE Rcl1 RNA 3'-terminal phosphate cyclase-like protein OS=Mus musculus GN=Rcl1 PE=2 SV=1 1 5.8 3.2 5.5 1.8 1.04 0.96 5.8 3.2 5.4 1.8 1.07 0.94
Q9WV86_KTNA1_MOUSE Katna1 Katanin p60 ATPase-containing subunit A1 OS=Mus musculus GN=Katna1 PE=1 SV=1 2 5.4 3.0 5.2 1.8 1.04 0.96 10.8 6.1 10.2 1.8 1.07 0.94
Q64213_SF01_MOUSE Sf1 Splicing factor 1 OS=Mus musculus GN=Sf1 PE=1 SV=6 5 15.0 8.4 14.3 1.8 1.04 0.96 84.8 45.9 77.1 1.8 1.10 0.91
Q05CL8_LARP7_MOUSE Larp7 La-related protein 7 OS=Mus musculus GN=Larp7 PE=1 SV=2 12 20.6 11.5 19.7 1.8 1.04 0.96 237.3 131.3 220.7 1.8 1.07 0.93
P62737_ACTA_MOUSE Acta2 Actin, aortic smooth muscle OS=Mus musculus GN=Acta2 PE=1 SV=1 74 640.6 357.7 613.4 1.8 1.04 0.96 78579.4 54655.6 91902.2 1.4 0.86 1.17
Q9WTX5_SKP1_MOUSE Skp1 S-phase kinase-associated protein 1 OS=Mus musculus GN=Skp1 PE=1 SV=3 7 19.6 10.9 18.7 1.8 1.04 0.96 180.5 77.3 130.0 2.3 1.39 0.72
P61963_DCAF7_MOUSE Dcaf7 DDB1- and CUL4-associated factor 7 OS=Mus musculus GN=Dcaf7 PE=2 SV=1 2 13.4 7.5 12.9 1.8 1.04 0.96 26.8 15.0 25.2 1.8 1.06 0.94
Q99JW4_LIMS1_MOUSE Lims1 LIM and senescent cell antigen-like-containing domain protein 1 OS=Mus musculus GN=Lims1 PE=1 SV=3 7 36.4 20.3 34.8 1.8 1.04 0.96 392.0 185.0 311.0 2.1 1.26 0.79
P43406_ITAV_MOUSE Itgav Integrin alpha-V OS=Mus musculus GN=Itgav PE=1 SV=2 3 8.4 4.7 8.0 1.8 1.04 0.96 26.4 16.0 26.8 1.7 0.99 1.01
P28740_KIF2A_MOUSE Kif2a Kinesin-like protein KIF2A OS=Mus musculus GN=Kif2a PE=1 SV=2 1 10.2 5.7 9.8 1.8 1.04 0.96 10.2 5.7 9.6 1.8 1.06 0.94
Q61391_NEP_MOUSE Mme Neprilysin OS=Mus musculus GN=Mme PE=1 SV=3 7 7.6 4.2 7.3 1.8 1.04 0.96 67.3 68.2 114.6 1.0 0.59 1.70
Q8R422_CD109_MOUSE Cd109 CD109 antigen OS=Mus musculus GN=Cd109 PE=2 SV=1 2 9.5 5.3 9.2 1.8 1.04 0.96 19.1 10.7 17.9 1.8 1.06 0.94
P63321_RALA_MOUSE Rala Ras-related protein Ral-A OS=Mus musculus GN=Rala PE=1 SV=1 4 16.4 9.2 15.7 1.8 1.04 0.96 58.2 36.6 61.6 1.6 0.95 1.06
Q9JKF1_IQGA1_MOUSE Iqgap1 Ras GTPase-activating-like protein IQGAP1 OS=Mus musculus GN=Iqgap1 PE=1 SV=2 97 25.1 14.1 24.1 1.8 1.04 0.96 3539.7 2026.8 3408.0 1.7 1.04 0.96
Q91W40_KLC3_MOUSE Klc3 Kinesin light chain 3 OS=Mus musculus GN=Klc3 PE=1 SV=1 3 8.8 4.9 8.5 1.8 1.04 0.96 27.7 34.2 57.6 0.8 0.48 2.08
Q6P3E7_HDA10_MOUSE Hdac10 Histone deacetylase 10 OS=Mus musculus GN=Hdac10 PE=2 SV=2 1 9.8 5.5 9.5 1.8 1.04 0.96 9.8 5.5 9.3 1.8 1.06 0.94
Q6Y7W8_PERQ2_MOUSE Gigyf2 PERQ amino acid-rich with GYF domain-containing protein 2 OS=Mus musculus GN=Gigyf2 PE=1 SV=2 35 16.2 9.1 15.6 1.8 1.04 0.96 833.7 340.3 572.1 2.5 1.46 0.69
Q99L45_IF2B_MOUSE Eif2s2 Eukaryotic translation initiation factor 2 subunit 2 OS=Mus musculus GN=Eif2s2 PE=1 SV=1 8 38.5 21.6 37.0 1.8 1.04 0.96 302.3 148.9 250.3 2.0 1.21 0.83
Q9CQV8_1433B_MOUSE Ywhab 14-3-3 protein beta/alpha OS=Mus musculus GN=Ywhab PE=1 SV=3 18 21.8 12.2 21.0 1.8 1.04 0.96 964.1 441.6 742.6 2.2 1.30 0.77
Q6PFR5_TRA2A_MOUSE Tra2a Transformer-2 protein homolog alpha OS=Mus musculus GN=Tra2a PE=1 SV=1 14 33.8 18.9 32.5 1.8 1.04 0.96 1165.6 670.4 1127.3 1.7 1.03 0.97
P59999_ARPC4_MOUSE Arpc4 Actin-related protein 2/3 complex subunit 4 OS=Mus musculus GN=Arpc4 PE=1 SV=3 6 110.7 62.1 106.4 1.8 1.04 0.96 550.4 366.6 616.4 1.5 0.89 1.12
Q91VN6_DDX41_MOUSE Ddx41 Probable ATP-dependent RNA helicase DDX41 OS=Mus musculus GN=Ddx41 PE=1 SV=2 15 16.1 9.1 15.6 1.8 1.04 0.96 288.7 158.4 266.4 1.8 1.08 0.92
Q9D7N3_RT09_MOUSE Mrps9 28S ribosomal protein S9, mitochondrial OS=Mus musculus GN=Mrps9 PE=2 SV=3 1 7.6 4.3 7.3 1.8 1.04 0.96 7.6 4.3 7.2 1.8 1.06 0.95
P15379_CD44_MOUSE Cd44 CD44 antigen OS=Mus musculus GN=Cd44 PE=1 SV=3 3 9.5 5.3 9.2 1.8 1.04 0.96 48.6 23.5 39.5 2.1 1.23 0.81
Q9CQ19_MYL9_MOUSE Myl9 Myosin regulatory light polypeptide 9 OS=Mus musculus GN=Myl9 PE=1 SV=3 33 60.0 33.8 57.9 1.8 1.04 0.97 6196.3 3418.9 5748.9 1.8 1.08 0.93
Q99NB9_SF3B1_MOUSE Sf3b1 Splicing factor 3B subunit 1 OS=Mus musculus GN=Sf3b1 PE=1 SV=1 57 31.0 17.4 29.9 1.8 1.03 0.97 2137.4 1313.8 2209.1 1.6 0.97 1.03
Q9ERG0_LIMA1_MOUSE Lima1 LIM domain and actin-binding protein 1 OS=Mus musculus GN=Lima1 PE=1 SV=3 40 29.2 16.5 28.2 1.8 1.03 0.97 1802.7 1062.8 1787.1 1.7 1.01 0.99
Q61550_RAD21_MOUSE Rad21 Double-strand-break repair protein rad21 homolog OS=Mus musculus GN=Rad21 PE=1 SV=3 20 9.4 5.3 9.1 1.8 1.03 0.97 323.3 198.9 334.4 1.6 0.97 1.03
Q5U5Q9_UIMC1_MOUSE Uimc1 BRCA1-A complex subunit RAP80 OS=Mus musculus GN=Uimc1 PE=1 SV=2 1 16.0 9.0 15.5 1.8 1.03 0.97 16.0 9.0 15.2 1.8 1.05 0.95
Q99M87_DNJA3_MOUSE Dnaja3 DnaJ homolog subfamily A member 3, mitochondrial OS=Mus musculus GN=Dnaja3 PE=1 SV=1 2 8.9 5.0 8.6 1.8 1.03 0.97 17.7 10.0 16.8 1.8 1.05 0.95
Q80X85_RT07_MOUSE Mrps7 28S ribosomal protein S7, mitochondrial OS=Mus musculus GN=Mrps7 PE=2 SV=1 1 3.6 2.0 3.5 1.8 1.03 0.97 3.6 2.0 3.4 1.8 1.05 0.95
Q91XE8_TM205_MOUSE Tmem205 Transmembrane protein 205 OS=Mus musculus GN=Tmem205 PE=2 SV=1 1 3.2 1.8 3.1 1.8 1.03 0.97 3.2 1.8 3.0 1.8 1.05 0.95
Q8BLN5_ERG7_MOUSE Lss Lanosterol synthase OS=Mus musculus GN=Lss PE=2 SV=2 4 9.4 5.3 9.1 1.8 1.03 0.97 36.5 21.0 35.3 1.7 1.03 0.97
P52875_TM165_MOUSE Tmem165 Transmembrane protein 165 OS=Mus musculus GN=Tmem165 PE=2 SV=2 3 20.3 11.4 19.6 1.8 1.03 0.97 58.9 33.1 55.7 1.8 1.06 0.94
Q6ZWQ9_Q6ZWQ9_MOUSE Myl12a MCG5400 OS=Mus musculus GN=Myl12a PE=1 SV=1 20 60.2 34.0 58.2 1.8 1.03 0.97 6067.6 3344.2 5623.2 1.8 1.08 0.93
P54116_STOM_MOUSE Stom Erythrocyte band 7 integral membrane protein OS=Mus musculus GN=Stom PE=1 SV=3 3 5.6 3.2 5.4 1.8 1.03 0.97 19.6 10.1 16.9 2.0 1.16 0.86
Q9D172_ES1_MOUSE D10Jhu81e ES1 protein homolog, mitochondrial OS=Mus musculus GN=D10Jhu81e PE=1 SV=1 1 5.6 3.2 5.5 1.8 1.03 0.97 5.6 3.2 5.4 1.8 1.05 0.95
Q91WR3_ASCC2_MOUSE Ascc2 Activating signal cointegrator 1 complex subunit 2 OS=Mus musculus GN=Ascc2 PE=2 SV=1 1 4.8 2.7 4.6 1.8 1.03 0.97 4.8 2.7 4.5 1.8 1.05 0.95
Q9CR67_TMM33_MOUSE Tmem33 Transmembrane protein 33 OS=Mus musculus GN=Tmem33 PE=2 SV=1 4 17.7 10.0 17.1 1.8 1.03 0.97 80.7 45.0 75.6 1.8 1.07 0.94
Q8R2Q8_BST2_MOUSE Bst2 Bone marrow stromal antigen 2 OS=Mus musculus GN=Bst2 PE=1 SV=1 6 35.4 20.1 34.4 1.8 1.03 0.97 212.1 134.1 225.4 1.6 0.94 1.06
P53994_RAB2A_MOUSE Rab2a Ras-related protein Rab-2A OS=Mus musculus GN=Rab2a PE=1 SV=1 9 21.6 12.2 21.0 1.8 1.03 0.97 270.3 148.7 250.1 1.8 1.08 0.93
Q80WT5_AFTIN_MOUSE Aftph Aftiphilin OS=Mus musculus GN=Aftph PE=1 SV=2 3 7.9 4.5 7.6 1.8 1.03 0.97 27.5 12.6 21.2 2.2 1.30 0.77
E9QNF5_E9QNF5_MOUSE Fmr1 Fragile X mental retardation protein 1 homolog OS=Mus musculus GN=Fmr1 PE=4 SV=1 14 17.8 10.1 17.3 1.8 1.03 0.97 379.8 151.3 254.5 2.5 1.49 0.67
Q14B71_CDCA2_MOUSE Cdca2 Cell division cycle-associated protein 2 OS=Mus musculus GN=Cdca2 PE=2 SV=2 1 2.3 1.3 2.3 1.8 1.03 0.97 2.3 1.3 2.2 1.8 1.05 0.95
Q99K01_PDXD1_MOUSE Pdxdc1 Pyridoxal-dependent decarboxylase domain-containing protein 1 OS=Mus musculus GN=Pdxdc1 PE=1 SV=23 7.9 4.5 7.6 1.8 1.03 0.97 22.1 12.9 21.7 1.7 1.02 0.98
P51863_VA0D1_MOUSE Atp6v0d1 V-type proton ATPase subunit d 1 OS=Mus musculus GN=Atp6v0d1 PE=1 SV=2 4 11.1 6.3 10.8 1.8 1.03 0.97 56.4 27.3 46.0 2.1 1.23 0.82
P58468_F207A_MOUSE Fam207a Protein FAM207A OS=Mus musculus GN=Fam207a PE=1 SV=1 3 12.2 6.9 11.8 1.8 1.03 0.97 34.9 19.1 32.2 1.8 1.08 0.92
Q91WV0_NC2B_MOUSE Dr1 Protein Dr1 OS=Mus musculus GN=Dr1 PE=2 SV=1 1 47.8 27.1 46.5 1.8 1.03 0.97 47.8 27.1 45.6 1.8 1.05 0.95
Q9R020_ZRAB2_MOUSE Zranb2 Zinc finger Ran-binding domain-containing protein 2 OS=Mus musculus GN=Zranb2 PE=1 SV=2 13 11.6 6.6 11.3 1.8 1.03 0.97 354.6 151.6 254.9 2.3 1.39 0.72
Q9QYH6_MAGD1_MOUSE Maged1 Melanoma-associated antigen D1 OS=Mus musculus GN=Maged1 PE=1 SV=1 2 7.4 4.2 7.2 1.8 1.03 0.97 14.7 8.4 14.1 1.8 1.05 0.96
Q8R2U0_SEH1_MOUSE Seh1l Nucleoporin SEH1 OS=Mus musculus GN=Seh1l PE=2 SV=1 1 10.9 6.2 10.6 1.8 1.03 0.97 10.9 6.2 10.4 1.8 1.05 0.96
O35075_DSCR3_MOUSE Dscr3 Down syndrome critical region protein 3 homolog OS=Mus musculus GN=Dscr3 PE=2 SV=1 4 7.7 4.4 7.5 1.8 1.03 0.97 35.4 20.5 34.4 1.7 1.03 0.97
P62082_RS7_MOUSE Rps7 40S ribosomal protein S7 OS=Mus musculus GN=Rps7 PE=2 SV=1 8 30.5 17.4 29.8 1.8 1.03 0.98 385.1 229.4 385.7 1.7 1.00 1.00
O54950_AAKG1_MOUSE Prkag1 5'-AMP-activated protein kinase subunit gamma-1 OS=Mus musculus GN=Prkag1 PE=1 SV=2 9 15.2 8.7 14.8 1.8 1.02 0.98 246.8 110.9 186.5 2.2 1.32 0.76
E9PZJ8_ASCC3_MOUSE Ascc3 Activating signal cointegrator 1 complex subunit 3 OS=Mus musculus GN=Ascc3 PE=1 SV=1 12 9.2 5.3 9.0 1.8 1.02 0.98 130.9 74.0 124.4 1.8 1.05 0.95
P97384_ANX11_MOUSE Anxa11 Annexin A11 OS=Mus musculus GN=Anxa11 PE=1 SV=2 1 6.9 3.9 6.8 1.8 1.02 0.98 6.9 3.9 6.6 1.8 1.04 0.96
Q9JHS3_LTOR2_MOUSE Lamtor2 Ragulator complex protein LAMTOR2 OS=Mus musculus GN=Lamtor2 PE=1 SV=1 1 4.2 2.4 4.1 1.8 1.02 0.98 4.2 2.4 4.0 1.8 1.04 0.96
Q8BH64_EHD2_MOUSE Ehd2 EH domain-containing protein 2 OS=Mus musculus GN=Ehd2 PE=1 SV=1 14 15.0 8.5 14.6 1.8 1.02 0.98 257.8 141.8 238.4 1.8 1.08 0.92
Q6P4T2_U520_MOUSE Snrnp200 U5 small nuclear ribonucleoprotein 200 kDa helicase OS=Mus musculus GN=Snrnp200 PE=1 SV=1 64 29.9 17.0 29.2 1.8 1.02 0.98 2610.1 1425.5 2396.9 1.8 1.09 0.92
Q9D1M0_SEC13_MOUSE Sec13 Protein SEC13 homolog OS=Mus musculus GN=Sec13 PE=2 SV=3 2 26.5 15.1 25.9 1.8 1.02 0.98 53.0 30.2 50.8 1.8 1.04 0.96
Q9DCD2_SYF1_MOUSE Xab2 Pre-mRNA-splicing factor SYF1 OS=Mus musculus GN=Xab2 PE=2 SV=1 19 11.6 6.6 11.3 1.8 1.02 0.98 270.6 170.8 287.3 1.6 0.94 1.06
O88952_LIN7C_MOUSE Lin7c Protein lin-7 homolog C OS=Mus musculus GN=Lin7c PE=1 SV=2 2 8.8 5.0 8.6 1.7 1.02 0.98 17.5 10.0 16.9 1.7 1.04 0.96
Q99MJ9_DDX50_MOUSE Ddx50 ATP-dependent RNA helicase DDX50 OS=Mus musculus GN=Ddx50 PE=2 SV=1 13 33.9 19.4 33.3 1.7 1.02 0.98 917.7 539.8 907.7 1.7 1.01 0.99
Q9QYF9_NDRG3_MOUSE Ndrg3 Protein NDRG3 OS=Mus musculus GN=Ndrg3 PE=1 SV=1 1 3.3 1.9 3.3 1.7 1.02 0.98 3.3 1.9 3.2 1.7 1.04 0.96
Q9Z1R2_BAG6_MOUSE Bag6 Large proline-rich protein BAG6 OS=Mus musculus GN=Bag6 PE=1 SV=1 15 12.2 7.0 12.0 1.7 1.02 0.98 222.0 97.1 163.2 2.3 1.36 0.74
Q9CQ82_CENPR_MOUSE Itgb3bp Centromere protein R OS=Mus musculus GN=Itgb3bp PE=2 SV=1 1 8.1 4.7 8.0 1.7 1.02 0.98 8.1 4.7 7.8 1.7 1.04 0.96
P62259_1433E_MOUSE Ywhae 14-3-3 protein epsilon OS=Mus musculus GN=Ywhae PE=1 SV=1 11 33.8 19.4 33.2 1.7 1.02 0.98 636.3 728.8 1225.4 0.9 0.52 1.93
P26040_EZRI_MOUSE Ezr Ezrin OS=Mus musculus GN=Ezr PE=1 SV=3 1 9.6 5.5 9.4 1.7 1.02 0.98 9.6 5.5 9.3 1.7 1.04 0.96
P67984_RL22_MOUSE Rpl22 60S ribosomal protein L22 OS=Mus musculus GN=Rpl22 PE=1 SV=2 10 21.2 12.2 20.9 1.7 1.02 0.98 909.4 419.7 705.8 2.2 1.29 0.78
Q9CYL5_GAPR1_MOUSE Glipr2 Golgi-associated plant pathogenesis-related protein 1 OS=Mus musculus GN=Glipr2 PE=2 SV=3 3 45.0 25.8 44.3 1.7 1.02 0.98 113.2 78.4 131.8 1.4 0.86 1.16
Q99MR6_SRRT_MOUSE Srrt Serrate RNA effector molecule homolog OS=Mus musculus GN=Srrt PE=1 SV=1 10 20.2 11.6 19.9 1.7 1.02 0.98 217.0 109.2 183.7 2.0 1.18 0.85
Q8VDP2_CX056_MOUSE UPF0428 protein CXorf56 homolog OS=Mus musculus PE=2 SV=1 4 9.7 5.6 9.6 1.7 1.02 0.99 48.6 31.0 52.2 1.6 0.93 1.07
P28658_ATX10_MOUSE Atxn10 Ataxin-10 OS=Mus musculus GN=Atxn10 PE=1 SV=2 18 11.2 6.4 11.0 1.7 1.01 0.99 243.4 219.3 368.7 1.1 0.66 1.52
P40201_CHD1_MOUSE Chd1 Chromodomain-helicase-DNA-binding protein 1 OS=Mus musculus GN=Chd1 PE=1 SV=3 6 11.1 6.4 11.0 1.7 1.01 0.99 67.6 41.0 68.9 1.6 0.98 1.02
Q9Z2U1_PSA5_MOUSE Psma5 Proteasome subunit alpha type-5 OS=Mus musculus GN=Psma5 PE=1 SV=1 5 19.0 10.9 18.8 1.7 1.01 0.99 103.8 50.9 85.7 2.0 1.21 0.83
Q9D753_EXOS8_MOUSE Exosc8 Exosome complex component RRP43 OS=Mus musculus GN=Exosc8 PE=2 SV=1 3 5.9 3.4 5.8 1.7 1.01 0.99 17.6 9.5 16.0 1.9 1.10 0.91
P52431_DPOD1_MOUSE Pold1 DNA polymerase delta catalytic subunit OS=Mus musculus GN=Pold1 PE=1 SV=2 4 12.2 7.0 12.1 1.7 1.01 0.99 57.6 29.5 49.6 2.0 1.16 0.86
Q9DC33_HM20A_MOUSE Hmg20a High mobility group protein 20A OS=Mus musculus GN=Hmg20a PE=2 SV=1 3 12.5 7.2 12.4 1.7 1.01 0.99 53.9 28.5 47.9 1.9 1.12 0.89
Q9JHJ8_ICOSL_MOUSE Icoslg ICOS ligand OS=Mus musculus GN=Icoslg PE=1 SV=1 1 5.0 2.9 4.9 1.7 1.01 0.99 5.0 2.9 4.8 1.7 1.03 0.97
Q02248_CTNB1_MOUSE Ctnnb1 Catenin beta-1 OS=Mus musculus GN=Ctnnb1 PE=1 SV=1 5 11.7 6.8 11.6 1.7 1.01 0.99 63.5 29.9 50.3 2.1 1.26 0.79
Q8VHJ5_MARK1_MOUSE Mark1 Serine/threonine-protein kinase MARK1 OS=Mus musculus GN=Mark1 PE=1 SV=2 3 12.2 7.0 12.1 1.7 1.01 0.99 37.5 17.8 29.9 2.1 1.26 0.80
Q99MK9_RASF1_MOUSE Rassf1 Ras association domain-containing protein 1 OS=Mus musculus GN=Rassf1 PE=2 SV=1 1 5.8 3.3 5.7 1.7 1.01 0.99 5.8 3.3 5.6 1.7 1.03 0.97
P19096_FAS_MOUSE Fasn Fatty acid synthase OS=Mus musculus GN=Fasn PE=1 SV=2 27 22.9 13.2 22.7 1.7 1.01 0.99 696.1 410.7 690.5 1.7 1.01 0.99
Q9JK92_HSPB8_MOUSE Hspb8 Heat shock protein beta-8 OS=Mus musculus GN=Hspb8 PE=1 SV=1 1 14.8 8.5 14.6 1.7 1.01 0.99 14.8 8.5 14.4 1.7 1.03 0.97
O35317_PBX3_MOUSE Pbx3 Pre-B-cell leukemia transcription factor 3 OS=Mus musculus GN=Pbx3 PE=2 SV=1 1 6.8 4.0 6.8 1.7 1.01 0.99 6.8 4.0 6.6 1.7 1.03 0.97



Q9QUI0_RHOA_MOUSE Rhoa Transforming protein RhoA OS=Mus musculus GN=Rhoa PE=1 SV=1 2 8.0 4.6 7.9 1.7 1.01 0.99 16.0 9.3 15.6 1.7 1.03 0.97
Q923G2_RPAB3_MOUSE Polr2h DNA-directed RNA polymerases I, II, and III subunit RPABC3 OS=Mus musculus GN=Polr2h PE=2 SV=3 5 16.2 9.4 16.1 1.7 1.01 0.99 80.6 45.4 76.3 1.8 1.06 0.95
P62141_PP1B_MOUSE Ppp1cb Serine/threonine-protein phosphatase PP1-beta catalytic subunit OS=Mus musculus GN=Ppp1cb PE=1 SV=34 28.6 16.6 28.5 1.7 1.01 0.99 126.1 68.6 115.3 1.8 1.09 0.91
A0A087WQ44_A0A087WQ44_MOUSESrcap Protein Srcap OS=Mus musculus GN=Srcap PE=4 SV=1 10 10.6 6.2 10.6 1.7 1.00 1.00 111.5 69.6 117.0 1.6 0.95 1.05
Q99JX3_GORS2_MOUSE Gorasp2 Golgi reassembly-stacking protein 2 OS=Mus musculus GN=Gorasp2 PE=1 SV=3 2 7.5 4.3 7.4 1.7 1.00 1.00 15.0 8.7 14.6 1.7 1.02 0.98
Q9CQX2_CYB5B_MOUSE Cyb5b Cytochrome b5 type B OS=Mus musculus GN=Cyb5b PE=1 SV=1 3 7.4 4.3 7.3 1.7 1.00 1.00 38.0 15.6 26.3 2.4 1.45 0.69
Q9D1M7_FKB11_MOUSE Fkbp11 Peptidyl-prolyl cis-trans isomerase FKBP11 OS=Mus musculus GN=Fkbp11 PE=1 SV=1 2 10.6 6.2 10.6 1.7 1.00 1.00 21.2 12.3 20.7 1.7 1.02 0.98
Q6ZQI3_MLEC_MOUSE Mlec Malectin OS=Mus musculus GN=Mlec PE=2 SV=2 4 11.1 6.4 11.1 1.7 1.00 1.00 54.5 29.5 49.5 1.8 1.10 0.91
Q9CQ02_COMD4_MOUSE Commd4 COMM domain-containing protein 4 OS=Mus musculus GN=Commd4 PE=2 SV=1 1 8.1 4.7 8.1 1.7 1.00 1.00 8.1 4.7 8.0 1.7 1.02 0.98
Q0KL02_TRIO_MOUSE Trio Triple functional domain protein OS=Mus musculus GN=Trio PE=1 SV=3 4 8.0 4.7 8.0 1.7 1.00 1.00 32.6 17.5 29.5 1.9 1.11 0.90
Q3U0V1_FUBP2_MOUSE Khsrp Far upstream element-binding protein 2 OS=Mus musculus GN=Khsrp PE=1 SV=2 11 16.5 9.6 16.5 1.7 1.00 1.00 226.5 137.8 231.7 1.6 0.98 1.02
Q9D0B0_SRSF9_MOUSE Srsf9 Serine/arginine-rich splicing factor 9 OS=Mus musculus GN=Srsf9 PE=1 SV=1 18 52.0 30.3 51.9 1.7 1.00 1.00 1185.0 725.2 1219.3 1.6 0.97 1.03
P61021_RAB5B_MOUSE Rab5b Ras-related protein Rab-5B OS=Mus musculus GN=Rab5b PE=1 SV=1 3 8.8 5.1 8.8 1.7 1.00 1.00 32.1 13.7 23.1 2.3 1.39 0.72
P70255_NFIC_MOUSE Nfic Nuclear factor 1 C-type OS=Mus musculus GN=Nfic PE=1 SV=1 14 14.6 8.5 14.6 1.7 1.00 1.00 376.1 258.3 434.3 1.5 0.87 1.15
E9QNN1_E9QNN1_MOUSE Dhx9 ATP-dependent RNA helicase A OS=Mus musculus GN=Dhx9 PE=1 SV=1 102 109.8 64.1 109.9 1.7 1.00 1.00 15243.4 8663.5 14567.5 1.8 1.05 0.96
O54984_ASNA_MOUSE Asna1 ATPase Asna1 OS=Mus musculus GN=Asna1 PE=1 SV=2 3 22.8 13.3 22.8 1.7 1.00 1.00 99.3 42.3 71.0 2.3 1.40 0.72
O70252_HMOX2_MOUSE Hmox2 Heme oxygenase 2 OS=Mus musculus GN=Hmox2 PE=2 SV=1 3 7.6 4.4 7.6 1.7 1.00 1.00 28.7 12.0 20.2 2.4 1.43 0.70
Q9CW79_GOGA1_MOUSE Golga1 Golgin subfamily A member 1 OS=Mus musculus GN=Golga1 PE=1 SV=2 4 9.2 5.4 9.2 1.7 1.00 1.00 38.8 34.6 58.2 1.1 0.67 1.50
Q9D4H9_PHF14_MOUSE Phf14 PHD finger protein 14 OS=Mus musculus GN=Phf14 PE=1 SV=1 5 15.3 8.9 15.3 1.7 1.00 1.00 93.8 54.7 92.0 1.7 1.02 0.98
E9Q3E2_E9Q3E2_MOUSE Synpo Synaptopodin OS=Mus musculus GN=Synpo PE=1 SV=1 13 11.7 6.9 11.8 1.7 1.00 1.00 174.7 100.2 168.4 1.7 1.04 0.96
O09172_GSH0_MOUSE Gclm Glutamate--cysteine ligase regulatory subunit OS=Mus musculus GN=Gclm PE=2 SV=1 1 5.5 3.2 5.5 1.7 1.00 1.00 5.5 3.2 5.4 1.7 1.02 0.98
Q8C522_ENDD1_MOUSE Endod1 Endonuclease domain-containing 1 protein OS=Mus musculus GN=Endod1 PE=1 SV=2 1 5.3 3.1 5.3 1.7 1.00 1.00 5.3 3.1 5.2 1.7 1.02 0.98
F8VQ29_F8VQ29_MOUSE Iqgap3 Protein Iqgap3 OS=Mus musculus GN=Iqgap3 PE=4 SV=1 3 10.2 5.9 10.2 1.7 1.00 1.00 35.0 31.0 52.2 1.1 0.67 1.49
Q9D1G5_LRC57_MOUSE Lrrc57 Leucine-rich repeat-containing protein 57 OS=Mus musculus GN=Lrrc57 PE=2 SV=1 2 4.7 2.8 4.7 1.7 1.00 1.00 9.4 5.5 9.3 1.7 1.02 0.98
Q9DCA5_BRX1_MOUSE Brix1 Ribosome biogenesis protein BRX1 homolog OS=Mus musculus GN=Brix1 PE=2 SV=3 6 19.8 11.6 19.9 1.7 1.00 1.00 123.3 74.4 125.1 1.7 0.99 1.02
Q99JY0_ECHB_MOUSE Hadhb Trifunctional enzyme subunit beta, mitochondrial OS=Mus musculus GN=Hadhb PE=1 SV=1 6 22.9 13.4 23.0 1.7 1.00 1.00 142.7 85.6 143.9 1.7 0.99 1.01
P48193_41_MOUSE Epb41 Protein 4.1 OS=Mus musculus GN=Epb41 PE=1 SV=2 1 8.2 4.8 8.2 1.7 0.99 1.01 8.2 4.8 8.1 1.7 1.01 0.99
Q80XR8_Q80XR8_MOUSE Git2 ARF GTPase-activating protein GIT2 OS=Mus musculus GN=Git2 PE=1 SV=2 3 7.4 4.3 7.5 1.7 0.99 1.01 22.3 12.0 20.2 1.9 1.10 0.91
P14873_MAP1B_MOUSE Map1b Microtubule-associated protein 1B OS=Mus musculus GN=Map1b PE=1 SV=2 45 14.2 8.3 14.3 1.7 0.99 1.01 778.6 428.6 720.7 1.8 1.08 0.93
Q9D6T0_NOSIP_MOUSE Nosip Nitric oxide synthase-interacting protein OS=Mus musculus GN=Nosip PE=2 SV=1 2 14.2 8.3 14.3 1.7 0.99 1.01 28.3 16.6 28.0 1.7 1.01 0.99
Q6P5D8_SMHD1_MOUSE Smchd1 Structural maintenance of chromosomes flexible hinge domain-containing protein 1 OS=Mus musculus GN=Smchd1 PE=1 SV=213 13.3 7.8 13.4 1.7 0.99 1.01 189.4 106.7 179.4 1.8 1.06 0.95
Q8VBZ3_CLPT1_MOUSE Clptm1 Cleft lip and palate transmembrane protein 1 homolog OS=Mus musculus GN=Clptm1 PE=2 SV=1 2 5.7 3.4 5.8 1.7 0.99 1.01 11.5 6.7 11.3 1.7 1.01 0.99
Q6P5G6_UBXN7_MOUSE Ubxn7 UBX domain-containing protein 7 OS=Mus musculus GN=Ubxn7 PE=1 SV=2 2 8.8 5.1 8.8 1.7 0.99 1.01 17.5 10.3 17.3 1.7 1.01 0.99
A2AJ72_A2AJ72_MOUSE Fubp3 MCG130458 OS=Mus musculus GN=Fubp3 PE=4 SV=1 22 19.7 11.6 19.8 1.7 0.99 1.01 622.8 271.9 457.3 2.3 1.36 0.73
Q921I9_EXOS4_MOUSE Exosc4 Exosome complex component RRP41 OS=Mus musculus GN=Exosc4 PE=2 SV=3 3 11.8 6.9 11.9 1.7 0.99 1.01 42.3 23.3 39.2 1.8 1.08 0.93
Q6PAQ4_REXO4_MOUSE Rexo4 RNA exonuclease 4 OS=Mus musculus GN=Rexo4 PE=2 SV=2 4 12.6 7.4 12.7 1.7 0.99 1.01 50.9 30.3 50.9 1.7 1.00 1.00
Q9ER00_STX12_MOUSE Stx12 Syntaxin-12 OS=Mus musculus GN=Stx12 PE=1 SV=1 5 15.0 8.8 15.1 1.7 0.99 1.01 111.1 60.0 100.9 1.9 1.10 0.91
Q922Q8_LRC59_MOUSE Lrrc59 Leucine-rich repeat-containing protein 59 OS=Mus musculus GN=Lrrc59 PE=1 SV=1 5 11.2 6.6 11.3 1.7 0.99 1.01 64.0 41.6 70.0 1.5 0.91 1.09
Q61420_S35A1_MOUSE Slc35a1 CMP-sialic acid transporter OS=Mus musculus GN=Slc35a1 PE=1 SV=2 1 5.0 3.0 5.1 1.7 0.99 1.01 5.0 3.0 5.0 1.7 1.01 0.99
O88974_SETB1_MOUSE Setdb1 Histone-lysine N-methyltransferase SETDB1 OS=Mus musculus GN=Setdb1 PE=1 SV=1 2 8.5 5.0 8.6 1.7 0.99 1.01 17.1 10.1 16.9 1.7 1.01 0.99
P97315_CSRP1_MOUSE Csrp1 Cysteine and glycine-rich protein 1 OS=Mus musculus GN=Csrp1 PE=1 SV=3 2 21.9 12.9 22.2 1.7 0.99 1.01 43.8 25.9 43.5 1.7 1.01 0.99
Q8C7V3_UTP15_MOUSE Utp15 U3 small nucleolar RNA-associated protein 15 homolog OS=Mus musculus GN=Utp15 PE=2 SV=1 6 11.5 6.8 11.6 1.7 0.99 1.01 76.9 49.6 83.5 1.5 0.92 1.09
E9Q2I4_E9Q2I4_MOUSE Elmsan1 Protein Elmsan1 OS=Mus musculus GN=Elmsan1 PE=1 SV=1 1 7.8 4.6 7.9 1.7 0.99 1.01 7.8 4.6 7.8 1.7 1.01 0.99
P61022_CHP1_MOUSE Chp1 Calcineurin B homologous protein 1 OS=Mus musculus GN=Chp1 PE=1 SV=2 5 18.8 11.1 19.0 1.7 0.99 1.01 75.9 52.7 88.7 1.4 0.86 1.17
Q8R0F5_RBMX2_MOUSE Rbmx2 RNA-binding motif protein, X-linked 2 OS=Mus musculus GN=Rbmx2 PE=1 SV=1 4 31.5 18.6 31.9 1.7 0.99 1.01 127.9 78.9 132.7 1.6 0.96 1.04
Q2YDW2_MSTO1_MOUSE Msto1 Protein misato homolog 1 OS=Mus musculus GN=Msto1 PE=2 SV=1 12 9.9 5.9 10.1 1.7 0.99 1.01 132.6 89.9 151.2 1.5 0.88 1.14
Q91YE5_BAZ2A_MOUSE Baz2a Bromodomain adjacent to zinc finger domain protein 2A OS=Mus musculus GN=Baz2a PE=1 SV=2 6 7.6 4.5 7.7 1.7 0.99 1.02 48.1 30.4 51.0 1.6 0.94 1.06
Q9Z127_LAT1_MOUSE Slc7a5 Large neutral amino acids transporter small subunit 1 OS=Mus musculus GN=Slc7a5 PE=1 SV=2 8 9.0 5.3 9.1 1.7 0.98 1.02 87.6 45.5 76.4 1.9 1.15 0.87
Q9CZP3_Q9CZP3_MOUSE Zfp655 Protein Zfp655 OS=Mus musculus GN=Zfp655 PE=2 SV=1 2 5.5 3.3 5.6 1.7 0.98 1.02 11.1 6.6 11.0 1.7 1.00 1.00
P97452_BOP1_MOUSE Bop1 Ribosome biogenesis protein BOP1 OS=Mus musculus GN=Bop1 PE=1 SV=1 1 5.2 3.1 5.3 1.7 0.98 1.02 5.2 3.1 5.2 1.7 1.00 1.00
P01901_HA1B_MOUSE H2-K1 H-2 class I histocompatibility antigen, K-B alpha chain OS=Mus musculus GN=H2-K1 PE=1 SV=1 10 14.0 8.3 14.3 1.7 0.98 1.02 201.3 677.2 1138.6 0.3 0.18 5.66
E9PWW9_E9PWW9_MOUSE Rsf1 Protein Rsf1 OS=Mus musculus GN=Rsf1 PE=1 SV=1 14 13.7 8.1 14.0 1.7 0.98 1.02 190.7 103.6 174.1 1.8 1.10 0.91
Q9R0B7_ZN346_MOUSE Znf346 Zinc finger protein 346 OS=Mus musculus GN=Znf346 PE=1 SV=1 2 9.8 5.8 10.0 1.7 0.98 1.02 19.6 11.6 19.5 1.7 1.00 1.00
Q8VI36_PAXI_MOUSE Pxn Paxillin OS=Mus musculus GN=Pxn PE=1 SV=1 1 13.4 7.9 13.6 1.7 0.98 1.02 13.4 7.9 13.4 1.7 1.00 1.00
P55012_S12A2_MOUSE Slc12a2 Solute carrier family 12 member 2 OS=Mus musculus GN=Slc12a2 PE=1 SV=2 1 5.7 3.4 5.8 1.7 0.98 1.02 5.7 3.4 5.6 1.7 1.00 1.00
P49717_MCM4_MOUSE Mcm4 DNA replication licensing factor MCM4 OS=Mus musculus GN=Mcm4 PE=1 SV=1 15 14.9 8.9 15.2 1.7 0.98 1.02 264.3 218.5 367.4 1.2 0.72 1.39
Q99LD9_EI2BB_MOUSE Eif2b2 Translation initiation factor eIF-2B subunit beta OS=Mus musculus GN=Eif2b2 PE=2 SV=1 5 19.7 11.7 20.1 1.7 0.98 1.02 91.1 48.5 81.6 1.9 1.12 0.89
Q9CXG3_PPIL4_MOUSE Ppil4 Peptidyl-prolyl cis-trans isomerase-like 4 OS=Mus musculus GN=Ppil4 PE=1 SV=2 3 7.2 4.3 7.3 1.7 0.98 1.02 30.1 17.0 28.6 1.8 1.05 0.95
Q9ERK4_XPO2_MOUSE Cse1l Exportin-2 OS=Mus musculus GN=Cse1l PE=2 SV=1 4 10.4 6.2 10.6 1.7 0.98 1.02 43.5 22.7 38.2 1.9 1.14 0.88
P10852_4F2_MOUSE Slc3a2 4F2 cell-surface antigen heavy chain OS=Mus musculus GN=Slc3a2 PE=1 SV=1 13 20.7 12.4 21.2 1.7 0.98 1.02 343.3 183.1 307.8 1.9 1.12 0.90
P0C0A3_CHMP6_MOUSE Chmp6 Charged multivesicular body protein 6 OS=Mus musculus GN=Chmp6 PE=2 SV=2 1 9.9 5.9 10.1 1.7 0.98 1.02 9.9 5.9 9.9 1.7 1.00 1.00
P84089_ERH_MOUSE Erh Enhancer of rudimentary homolog OS=Mus musculus GN=Erh PE=1 SV=1 3 36.1 21.5 36.9 1.7 0.98 1.02 377.7 202.8 341.1 1.9 1.11 0.90
Q9ERG2_STRN3_MOUSE Strn3 Striatin-3 OS=Mus musculus GN=Strn3 PE=1 SV=1 1 9.3 5.6 9.5 1.7 0.98 1.02 9.3 5.6 9.3 1.7 1.00 1.00
Q922W5_P5CR1_MOUSE Pycr1 Pyrroline-5-carboxylate reductase 1, mitochondrial OS=Mus musculus GN=Pycr1 PE=2 SV=1 1 21.9 13.1 22.4 1.7 0.98 1.02 21.9 13.1 22.0 1.7 1.00 1.00
G3XA30_G3XA30_MOUSE Nsmce4a MCG1618, isoform CRA_c OS=Mus musculus GN=Nsmce4a PE=4 SV=1 2 8.5 5.1 8.7 1.7 0.98 1.02 17.0 10.1 17.0 1.7 1.00 1.00
P49586_PCY1A_MOUSE Pcyt1a Choline-phosphate cytidylyltransferase A OS=Mus musculus GN=Pcyt1a PE=1 SV=1 3 11.4 6.8 11.6 1.7 0.98 1.02 52.3 20.6 34.6 2.5 1.51 0.66
P16858_G3P_MOUSE Gapdh Glyceraldehyde-3-phosphate dehydrogenase OS=Mus musculus GN=Gapdh PE=1 SV=2 9 12.0 7.2 12.3 1.7 0.98 1.02 170.3 101.1 169.9 1.7 1.00 1.00
P63044_VAMP2_MOUSE Vamp2 Vesicle-associated membrane protein 2 OS=Mus musculus GN=Vamp2 PE=1 SV=2 4 29.2 17.5 29.9 1.7 0.98 1.02 148.9 71.7 120.5 2.1 1.24 0.81
Q9CYC5_DSN1_MOUSE Dsn1 Kinetochore-associated protein DSN1 homolog OS=Mus musculus GN=Dsn1 PE=2 SV=1 1 7.6 4.6 7.8 1.7 0.98 1.02 7.6 4.6 7.7 1.7 0.99 1.01
P08556_RASN_MOUSE Nras GTPase NRas OS=Mus musculus GN=Nras PE=2 SV=1 1 4.5 2.7 4.6 1.7 0.97 1.03 4.5 2.7 4.5 1.7 0.99 1.01
P11688_ITA5_MOUSE Itga5 Integrin alpha-5 OS=Mus musculus GN=Itga5 PE=1 SV=3 5 10.8 6.5 11.1 1.7 0.97 1.03 52.8 33.6 56.5 1.6 0.94 1.07
Q9QXE7_TBL1X_MOUSE Tbl1x F-box-like/WD repeat-containing protein TBL1X OS=Mus musculus GN=Tbl1x PE=2 SV=2 2 7.2 4.3 7.4 1.7 0.97 1.03 14.5 8.7 14.6 1.7 0.99 1.01
Q9EPJ9_ARFG1_MOUSE Arfgap1 ADP-ribosylation factor GTPase-activating protein 1 OS=Mus musculus GN=Arfgap1 PE=1 SV=2 2 13.8 8.3 14.2 1.7 0.97 1.03 27.7 16.6 27.9 1.7 0.99 1.01
Q9JIZ9_PLS3_MOUSE Plscr3 Phospholipid scramblase 3 OS=Mus musculus GN=Plscr3 PE=1 SV=1 1 5.4 3.2 5.5 1.7 0.97 1.03 5.4 3.2 5.4 1.7 0.99 1.01
Q8CH25_SLTM_MOUSE Sltm SAFB-like transcription modulator OS=Mus musculus GN=Sltm PE=1 SV=1 5 9.8 5.9 10.1 1.7 0.97 1.03 64.1 35.2 59.2 1.8 1.08 0.92
Q9CZW4_ACSL3_MOUSE Acsl3 Long-chain-fatty-acid--CoA ligase 3 OS=Mus musculus GN=Acsl3 PE=1 SV=2 1 4.3 2.6 4.4 1.7 0.97 1.03 4.3 2.6 4.4 1.7 0.99 1.01
P35831_PTN12_MOUSE Ptpn12 Tyrosine-protein phosphatase non-receptor type 12 OS=Mus musculus GN=Ptpn12 PE=1 SV=3 2 4.3 2.6 4.4 1.7 0.97 1.03 8.5 5.1 8.6 1.7 0.99 1.01
P20108_PRDX3_MOUSE Prdx3 Thioredoxin-dependent peroxide reductase, mitochondrial OS=Mus musculus GN=Prdx3 PE=1 SV=1 2 22.4 13.5 23.1 1.7 0.97 1.03 44.8 26.9 45.3 1.7 0.99 1.01
Q61033_LAP2A_MOUSE Tmpo Lamina-associated polypeptide 2, isoforms alpha/zeta OS=Mus musculus GN=Tmpo PE=1 SV=4 29 19.1 11.5 19.7 1.7 0.97 1.03 623.3 349.3 587.3 1.8 1.06 0.94
P46061_RAGP1_MOUSE Rangap1 Ran GTPase-activating protein 1 OS=Mus musculus GN=Rangap1 PE=1 SV=2 28 15.4 9.3 15.9 1.7 0.97 1.03 792.7 360.2 605.7 2.2 1.31 0.76
Q60838_DVL2_MOUSE Dvl2 Segment polarity protein dishevelled homolog DVL-2 OS=Mus musculus GN=Dvl2 PE=1 SV=2 1 5.0 3.0 5.2 1.7 0.97 1.03 5.0 3.0 5.1 1.7 0.99 1.01
P63330_PP2AA_MOUSE Ppp2ca Serine/threonine-protein phosphatase 2A catalytic subunit alpha isoform OS=Mus musculus GN=Ppp2ca PE=1 SV=13 10.6 6.4 10.9 1.7 0.97 1.03 30.2 16.9 28.4 1.8 1.06 0.94
Q8K2D3_EDC3_MOUSE Edc3 Enhancer of mRNA-decapping protein 3 OS=Mus musculus GN=Edc3 PE=1 SV=1 13 10.2 6.2 10.6 1.7 0.97 1.03 170.9 100.3 168.7 1.7 1.01 0.99
P18572_BASI_MOUSE Bsg Basigin OS=Mus musculus GN=Bsg PE=1 SV=2 3 13.9 8.4 14.4 1.7 0.97 1.03 35.9 22.6 38.0 1.6 0.94 1.06
Q9R0Q3_TMED2_MOUSE Tmed2 Transmembrane emp24 domain-containing protein 2 OS=Mus musculus GN=Tmed2 PE=1 SV=1 3 18.8 11.4 19.5 1.7 0.97 1.04 100.2 41.3 69.5 2.4 1.44 0.69
O09044_SNP23_MOUSE Snap23 Synaptosomal-associated protein 23 OS=Mus musculus GN=Snap23 PE=1 SV=1 3 11.9 7.2 12.3 1.7 0.97 1.04 30.9 17.6 29.6 1.8 1.04 0.96
Q61048_WBP4_MOUSE Wbp4 WW domain-binding protein 4 OS=Mus musculus GN=Wbp4 PE=1 SV=4 1 6.2 3.7 6.4 1.7 0.97 1.04 6.2 3.7 6.3 1.7 0.98 1.02
Q8CGF7_TCRG1_MOUSE Tcerg1 Transcription elongation regulator 1 OS=Mus musculus GN=Tcerg1 PE=1 SV=2 1 11.4 6.9 11.8 1.7 0.96 1.04 11.4 6.9 11.6 1.7 0.98 1.02
G5E8P1_G5E8P1_MOUSE Brd1 MCG7283 OS=Mus musculus GN=Brd1 PE=1 SV=1 7 14.5 8.8 15.0 1.7 0.96 1.04 149.5 80.7 135.7 1.9 1.10 0.91
P61087_UBE2K_MOUSE Ube2k Ubiquitin-conjugating enzyme E2 K OS=Mus musculus GN=Ube2k PE=1 SV=3 5 9.7 5.9 10.1 1.7 0.96 1.04 51.3 75.2 126.5 0.7 0.41 2.46
P46471_PRS7_MOUSE Psmc2 26S protease regulatory subunit 7 OS=Mus musculus GN=Psmc2 PE=1 SV=5 7 7.8 4.8 8.2 1.7 0.96 1.04 102.3 48.2 81.1 2.1 1.26 0.79
P62315_SMD1_MOUSE Snrpd1 Small nuclear ribonucleoprotein Sm D1 OS=Mus musculus GN=Snrpd1 PE=2 SV=1 8 36.4 22.1 37.9 1.7 0.96 1.04 631.2 318.6 535.7 2.0 1.18 0.85
O35345_IMA7_MOUSE Kpna6 Importin subunit alpha-7 OS=Mus musculus GN=Kpna6 PE=1 SV=2 8 12.7 7.7 13.1 1.7 0.96 1.04 123.4 66.0 111.0 1.9 1.11 0.90
Q9QUJ7_ACSL4_MOUSE Acsl4 Long-chain-fatty-acid--CoA ligase 4 OS=Mus musculus GN=Acsl4 PE=2 SV=2 1 5.5 3.3 5.7 1.7 0.96 1.04 5.5 3.3 5.6 1.7 0.98 1.02
Q2VPQ9_EAF6_MOUSE Meaf6 Chromatin modification-related protein MEAF6 OS=Mus musculus GN=Meaf6 PE=1 SV=1 7 17.0 10.3 17.7 1.6 0.96 1.04 132.9 64.8 108.9 2.1 1.22 0.82
Q6ZWQ0_SYNE2_MOUSE Syne2 Nesprin-2 OS=Mus musculus GN=Syne2 PE=1 SV=2 8 6.9 4.2 7.1 1.6 0.96 1.04 51.9 35.4 59.6 1.5 0.87 1.15
Q99M31_HSP7E_MOUSE Hspa14 Heat shock 70 kDa protein 14 OS=Mus musculus GN=Hspa14 PE=2 SV=2 1 2.9 1.7 3.0 1.6 0.96 1.04 2.9 1.7 2.9 1.6 0.98 1.02
Q8C4M7_CENPU_MOUSE Cenpu Centromere protein U OS=Mus musculus GN=Cenpu PE=2 SV=2 3 8.2 4.9 8.5 1.6 0.96 1.04 23.4 13.3 22.3 1.8 1.05 0.96
Q4VA53_PDS5B_MOUSE Pds5b Sister chromatid cohesion protein PDS5 homolog B OS=Mus musculus GN=Pds5b PE=1 SV=1 2 10.2 6.2 10.6 1.6 0.96 1.04 20.3 12.4 20.8 1.6 0.98 1.02
Q3UGC7_EI3JA_MOUSE Eif3j1 Eukaryotic translation initiation factor 3 subunit J-A OS=Mus musculus GN=Eif3j1 PE=2 SV=1 6 8.5 5.2 8.9 1.6 0.96 1.04 114.3 64.8 108.9 1.8 1.05 0.95
Q8K1A6_C2D1A_MOUSE Cc2d1a Coiled-coil and C2 domain-containing protein 1A OS=Mus musculus GN=Cc2d1a PE=1 SV=2 1 5.6 3.4 5.9 1.6 0.96 1.04 5.6 3.4 5.7 1.6 0.98 1.02
Q99388_CSPRS_MOUSE Csprs Component of Sp100-rs OS=Mus musculus GN=Csprs PE=2 SV=1 2 47.0 28.6 49.1 1.6 0.96 1.04 94.0 57.2 96.2 1.6 0.98 1.02
Q8CGC6_RBM28_MOUSE Rbm28 RNA-binding protein 28 OS=Mus musculus GN=Rbm28 PE=1 SV=4 13 18.8 11.5 19.6 1.6 0.96 1.04 232.6 146.3 246.0 1.6 0.95 1.06
Q640N1_AEBP1_MOUSE Aebp1 Adipocyte enhancer-binding protein 1 OS=Mus musculus GN=Aebp1 PE=1 SV=1 3 13.1 8.0 13.7 1.6 0.96 1.04 34.1 23.5 39.5 1.5 0.86 1.16
Q61107_GBP4_MOUSE Gbp4 Guanylate-binding protein 4 OS=Mus musculus GN=Gbp4 PE=1 SV=1 1 5.3 3.3 5.6 1.6 0.96 1.04 5.3 3.3 5.5 1.6 0.98 1.02
O70480_VAMP4_MOUSE Vamp4 Vesicle-associated membrane protein 4 OS=Mus musculus GN=Vamp4 PE=1 SV=1 2 3.5 2.1 3.7 1.6 0.96 1.04 7.0 4.3 7.2 1.6 0.98 1.02
Q66JV4_R12BB_MOUSE Rbm12b2 RNA-binding protein 12B-B OS=Mus musculus GN=Rbm12b2 PE=2 SV=2 1 7.9 4.8 8.3 1.6 0.96 1.05 7.9 4.8 8.1 1.6 0.98 1.03
Q8K2C9_HACD3_MOUSE ptplad1 Very-long-chain (3R)-3-hydroxyacyl-CoA dehydratase 3 OS=Mus musculus GN=ptplad1 PE=1 SV=2 2 10.7 6.5 11.2 1.6 0.96 1.05 21.4 13.0 21.9 1.6 0.98 1.03
Q60864_STIP1_MOUSE Stip1 Stress-induced-phosphoprotein 1 OS=Mus musculus GN=Stip1 PE=1 SV=1 1 9.8 6.0 10.3 1.6 0.96 1.05 9.8 6.0 10.1 1.6 0.97 1.03
Q3TDN2_FAF2_MOUSE Faf2 FAS-associated factor 2 OS=Mus musculus GN=Faf2 PE=2 SV=2 1 7.9 4.8 8.2 1.6 0.96 1.05 7.9 4.8 8.1 1.6 0.97 1.03
Q6PFF0_Q6PFF0_MOUSE Scaf4 Protein Scaf4 OS=Mus musculus GN=Scaf4 PE=1 SV=1 3 10.0 6.1 10.5 1.6 0.95 1.05 35.9 17.8 30.0 2.0 1.20 0.83
Q6PHQ9_Q6PHQ9_MOUSE Pabpc4 MCG5546, isoform CRA_c OS=Mus musculus GN=Pabpc4 PE=2 SV=1 7 18.4 11.2 19.2 1.6 0.95 1.05 124.5 88.3 148.4 1.4 0.84 1.19
Q01405_SC23A_MOUSE Sec23a Protein transport protein Sec23A OS=Mus musculus GN=Sec23a PE=1 SV=2 4 7.8 4.7 8.1 1.6 0.95 1.05 34.9 24.9 41.8 1.4 0.83 1.20
Q8BHC7_RHBL4_MOUSE Rhbdd1 Rhomboid-related protein 4 OS=Mus musculus GN=Rhbdd1 PE=1 SV=1 1 4.4 2.7 4.6 1.6 0.95 1.05 4.4 2.7 4.5 1.6 0.97 1.03
Q3UYV9_NCBP1_MOUSE Ncbp1 Nuclear cap-binding protein subunit 1 OS=Mus musculus GN=Ncbp1 PE=1 SV=2 14 15.8 9.6 16.5 1.6 0.95 1.05 274.6 178.8 300.7 1.5 0.91 1.10
P59708_SF3B6_MOUSE Sf3b6 Splicing factor 3B subunit 6 OS=Mus musculus GN=Sf3b6 PE=1 SV=1 5 51.8 31.7 54.4 1.6 0.95 1.05 244.2 139.9 235.3 1.7 1.04 0.96
P37040_NCPR_MOUSE Por NADPH--cytochrome P450 reductase OS=Mus musculus GN=Por PE=1 SV=2 11 15.0 9.2 15.7 1.6 0.95 1.05 184.8 102.2 171.9 1.8 1.08 0.93
Q91VT1_NSE2_MOUSE Nsmce2 E3 SUMO-protein ligase NSE2 OS=Mus musculus GN=Nsmce2 PE=2 SV=1 2 25.2 15.4 26.5 1.6 0.95 1.05 50.5 30.9 51.9 1.6 0.97 1.03
Q8CI43_MYL6B_MOUSE Myl6b Myosin light chain 6B OS=Mus musculus GN=Myl6b PE=2 SV=1 9 16.2 9.9 17.0 1.6 0.95 1.05 3552.5 1767.8 2972.5 2.0 1.20 0.84
Q9JHE7_TSSC4_MOUSE Tssc4 Protein TSSC4 OS=Mus musculus GN=Tssc4 PE=2 SV=1 1 6.4 3.9 6.7 1.6 0.95 1.05 6.4 3.9 6.6 1.6 0.97 1.03
Q8BHJ9_SLU7_MOUSE Slu7 Pre-mRNA-splicing factor SLU7 OS=Mus musculus GN=Slu7 PE=1 SV=1 2 7.6 4.7 8.0 1.6 0.95 1.05 15.3 9.4 15.7 1.6 0.97 1.03
Q60634_FLOT2_MOUSE Flot2 Flotillin-2 OS=Mus musculus GN=Flot2 PE=1 SV=2 2 7.0 4.3 7.4 1.6 0.95 1.05 14.1 8.6 14.5 1.6 0.97 1.03
G5E870_TRIPC_MOUSE Trip12 E3 ubiquitin-protein ligase TRIP12 OS=Mus musculus GN=Trip12 PE=1 SV=1 17 10.9 6.7 11.5 1.6 0.95 1.05 235.8 165.5 278.3 1.4 0.85 1.18
P21956_MFGM_MOUSE Mfge8 Lactadherin OS=Mus musculus GN=Mfge8 PE=1 SV=3 7 11.9 7.3 12.5 1.6 0.95 1.05 153.2 423.6 712.3 0.4 0.22 4.65
Q9D706_RPAP3_MOUSE Rpap3 RNA polymerase II-associated protein 3 OS=Mus musculus GN=Rpap3 PE=1 SV=1 6 15.3 9.4 16.1 1.6 0.95 1.05 92.2 60.7 102.1 1.5 0.90 1.11
Q61595_KTN1_MOUSE Ktn1 Kinectin OS=Mus musculus GN=Ktn1 PE=2 SV=1 5 7.0 4.3 7.4 1.6 0.95 1.05 36.3 23.2 39.0 1.6 0.93 1.07
Q3V4B5_COMD6_MOUSE Commd6 COMM domain-containing protein 6 OS=Mus musculus GN=Commd6 PE=2 SV=1 2 11.7 7.2 12.4 1.6 0.95 1.06 23.4 14.4 24.3 1.6 0.96 1.04
P23475_XRCC6_MOUSE Xrcc6 X-ray repair cross-complementing protein 6 OS=Mus musculus GN=Xrcc6 PE=1 SV=5 6 17.6 10.8 18.6 1.6 0.95 1.06 112.3 75.1 126.4 1.5 0.89 1.12
Q99L00_HAUS8_MOUSE Haus8 HAUS augmin-like complex subunit 8 OS=Mus musculus GN=Haus8 PE=2 SV=2 1 24.9 15.3 26.3 1.6 0.95 1.06 24.9 15.3 25.8 1.6 0.96 1.04
Q6PGF5_Q6PGF5_MOUSE Bms1 BMS1 homolog, ribosome assembly protein (Yeast) OS=Mus musculus GN=Bms1 PE=2 SV=1 9 11.9 7.4 12.6 1.6 0.95 1.06 110.4 59.4 99.8 1.9 1.11 0.90
P57716_NICA_MOUSE Ncstn Nicastrin OS=Mus musculus GN=Ncstn PE=1 SV=3 4 9.5 5.9 10.0 1.6 0.94 1.06 42.0 22.2 37.3 1.9 1.12 0.89
Q9CPR8_MAGG1_MOUSE Ndnl2 Melanoma-associated antigen G1 OS=Mus musculus GN=Ndnl2 PE=1 SV=1 1 8.8 5.4 9.3 1.6 0.94 1.06 8.8 5.4 9.2 1.6 0.96 1.04
P98083_SHC1_MOUSE Shc1 SHC-transforming protein 1 OS=Mus musculus GN=Shc1 PE=1 SV=3 4 4.1 2.5 4.3 1.6 0.94 1.06 21.3 13.5 22.8 1.6 0.93 1.07
Q03265_ATPA_MOUSE Atp5a1 ATP synthase subunit alpha, mitochondrial OS=Mus musculus GN=Atp5a1 PE=1 SV=1 31 14.0 8.7 14.9 1.6 0.94 1.06 1034.9 641.1 1078.0 1.6 0.96 1.04
P54276_MSH6_MOUSE Msh6 DNA mismatch repair protein Msh6 OS=Mus musculus GN=Msh6 PE=1 SV=3 12 12.2 7.5 12.9 1.6 0.94 1.06 191.8 111.4 187.3 1.7 1.02 0.98
Q3THK7_GUAA_MOUSE Gmps GMP synthase [glutamine-hydrolyzing] OS=Mus musculus GN=Gmps PE=1 SV=2 1 5.0 3.1 5.4 1.6 0.94 1.06 5.0 3.1 5.2 1.6 0.96 1.04
Q6AW69_CGNL1_MOUSE Cgnl1 Cingulin-like protein 1 OS=Mus musculus GN=Cgnl1 PE=1 SV=2 6 8.8 5.4 9.3 1.6 0.94 1.06 60.7 33.0 55.5 1.8 1.09 0.92
Q8VE62_PAIP1_MOUSE Paip1 Polyadenylate-binding protein-interacting protein 1 OS=Mus musculus GN=Paip1 PE=2 SV=1 1 9.7 6.0 10.3 1.6 0.94 1.06 9.7 6.0 10.1 1.6 0.96 1.04
D3Z5I5_D3Z5I5_MOUSE Eps8 Epidermal growth factor receptor kinase substrate 8 (Fragment) OS=Mus musculus GN=Eps8 PE=4 SV=1 3 6.7 4.1 7.1 1.6 0.94 1.06 15.8 10.3 17.3 1.5 0.92 1.09
Q6PI63_Q6PI63_MOUSE Polr2j DNA-directed RNA polymerase II subunit RPB11 OS=Mus musculus GN=Polr2j PE=2 SV=1 2 38.9 24.1 41.4 1.6 0.94 1.06 77.8 48.3 81.1 1.6 0.96 1.04
P62311_LSM3_MOUSE Lsm3 U6 snRNA-associated Sm-like protein LSm3 OS=Mus musculus GN=Lsm3 PE=3 SV=2 1 31.5 19.6 33.5 1.6 0.94 1.06 31.5 19.6 32.9 1.6 0.96 1.04
Q80WC7_AGFG2_MOUSE Agfg2 Arf-GAP domain and FG repeat-containing protein 2 OS=Mus musculus GN=Agfg2 PE=1 SV=1 2 8.7 5.4 9.2 1.6 0.94 1.06 17.3 10.8 18.1 1.6 0.96 1.04
Q8K310_MATR3_MOUSE Matr3 Matrin-3 OS=Mus musculus GN=Matr3 PE=1 SV=1 64 44.7 27.7 47.6 1.6 0.94 1.07 6759.5 4314.9 7255.4 1.6 0.93 1.07
Q9WV55_VAPA_MOUSE Vapa Vesicle-associated membrane protein-associated protein A OS=Mus musculus GN=Vapa PE=1 SV=2 2 21.8 13.5 23.2 1.6 0.94 1.07 43.6 27.1 45.5 1.6 0.96 1.05
Q9CWF2_TBB2B_MOUSE Tubb2b Tubulin beta-2B chain OS=Mus musculus GN=Tubb2b PE=1 SV=1 3 33.5 20.8 35.7 1.6 0.94 1.07 110.7 61.5 103.5 1.8 1.07 0.94
P57759_ERP29_MOUSE Erp29 Endoplasmic reticulum resident protein 29 OS=Mus musculus GN=Erp29 PE=1 SV=2 4 14.3 8.9 15.2 1.6 0.94 1.07 74.8 34.3 57.7 2.2 1.30 0.77
Q91ZR1_RAB4B_MOUSE Rab4b Ras-related protein Rab-4B OS=Mus musculus GN=Rab4b PE=2 SV=2 2 5.3 3.3 5.6 1.6 0.94 1.07 10.5 6.6 11.0 1.6 0.96 1.05
Q9D967_MGDP1_MOUSE Mdp1 Magnesium-dependent phosphatase 1 OS=Mus musculus GN=Mdp1 PE=1 SV=1 2 10.2 6.4 10.9 1.6 0.94 1.07 20.4 12.7 21.4 1.6 0.96 1.05
Q05186_RCN1_MOUSE Rcn1 Reticulocalbin-1 OS=Mus musculus GN=Rcn1 PE=1 SV=1 11 14.8 9.2 15.7 1.6 0.94 1.07 373.0 185.3 311.5 2.0 1.20 0.84
Q5NC05_TTF2_MOUSE Ttf2 Transcription termination factor 2 OS=Mus musculus GN=Ttf2 PE=1 SV=2 3 14.7 9.1 15.7 1.6 0.94 1.07 36.6 30.3 51.0 1.2 0.72 1.40
O35593_PSDE_MOUSE Psmd14 26S proteasome non-ATPase regulatory subunit 14 OS=Mus musculus GN=Psmd14 PE=1 SV=2 3 22.3 13.9 23.8 1.6 0.94 1.07 257.6 30.7 51.6 8.4 4.99 0.20
P70257_NFIX_MOUSE Nfix Nuclear factor 1 X-type OS=Mus musculus GN=Nfix PE=1 SV=2 15 9.1 5.6 9.7 1.6 0.94 1.07 244.2 174.6 293.6 1.4 0.83 1.20
Q62189_SNRPA_MOUSE Snrpa U1 small nuclear ribonucleoprotein A OS=Mus musculus GN=Snrpa PE=2 SV=3 4 17.1 10.7 18.3 1.6 0.94 1.07 93.5 130.6 219.6 0.7 0.43 2.35
Q9CR11_YETS4_MOUSE Yeats4 YEATS domain-containing protein 4 OS=Mus musculus GN=Yeats4 PE=2 SV=1 5 7.7 4.8 8.2 1.6 0.94 1.07 39.3 31.7 53.3 1.2 0.74 1.36
Q69ZQ2_ISY1_MOUSE Isy1 Pre-mRNA-splicing factor ISY1 homolog OS=Mus musculus GN=Isy1 PE=1 SV=2 4 25.6 15.9 27.3 1.6 0.94 1.07 105.7 63.6 107.0 1.7 0.99 1.01
Q8BMK4_CKAP4_MOUSE Ckap4 Cytoskeleton-associated protein 4 OS=Mus musculus GN=Ckap4 PE=1 SV=2 14 21.7 13.5 23.2 1.6 0.94 1.07 316.9 227.5 382.5 1.4 0.83 1.21
E9PYK3_E9PYK3_MOUSE Parp4 Protein Parp4 OS=Mus musculus GN=Parp4 PE=4 SV=1 1 4.7 2.9 5.0 1.6 0.94 1.07 4.7 2.9 4.9 1.6 0.96 1.05



Q6R891_NEB2_MOUSE Ppp1r9b Neurabin-2 OS=Mus musculus GN=Ppp1r9b PE=1 SV=1 15 17.9 11.2 19.1 1.6 0.94 1.07 337.7 199.2 335.0 1.7 1.01 0.99
I7HJS5_I7HJS5_MOUSE Mpdz Multiple PDZ domain protein (Fragment) OS=Mus musculus GN=Mpdz PE=4 SV=1 1 8.6 5.4 9.2 1.6 0.94 1.07 8.6 5.4 9.0 1.6 0.95 1.05
Q9ERU9_RBP2_MOUSE Ranbp2 E3 SUMO-protein ligase RanBP2 OS=Mus musculus GN=Ranbp2 PE=1 SV=2 15 10.2 6.4 10.9 1.6 0.93 1.07 169.7 101.7 170.9 1.7 0.99 1.01
Q8BW10_NOB1_MOUSE Nob1 RNA-binding protein NOB1 OS=Mus musculus GN=Nob1 PE=1 SV=1 5 15.0 9.4 16.1 1.6 0.93 1.07 82.1 43.3 72.8 1.9 1.13 0.89
O55201_SPT5H_MOUSE Supt5h Transcription elongation factor SPT5 OS=Mus musculus GN=Supt5h PE=1 SV=1 5 7.6 4.7 8.1 1.6 0.93 1.07 36.2 23.8 40.1 1.5 0.90 1.11
P59326_YTHD1_MOUSE Ythdf1 YTH domain-containing family protein 1 OS=Mus musculus GN=Ythdf1 PE=2 SV=1 4 15.4 9.6 16.5 1.6 0.93 1.07 101.8 60.3 101.4 1.7 1.00 1.00
Q3UKV0_Q3UKV0_MOUSE Eif2b3 Protein Eif2b3 OS=Mus musculus GN=Eif2b3 PE=2 SV=1 2 13.1 8.2 14.1 1.6 0.93 1.07 26.3 16.4 27.6 1.6 0.95 1.05
O08539_BIN1_MOUSE Bin1 Myc box-dependent-interacting protein 1 OS=Mus musculus GN=Bin1 PE=1 SV=1 2 14.9 9.3 16.0 1.6 0.93 1.07 29.8 18.6 31.3 1.6 0.95 1.05
Q3USH5_SFSWA_MOUSE Sfswap Splicing factor, suppressor of white-apricot homolog OS=Mus musculus GN=Sfswap PE=1 SV=2 2 6.2 3.9 6.7 1.6 0.93 1.07 12.5 7.8 13.1 1.6 0.95 1.05
E9QNY3_E9QNY3_MOUSE Myl10 Myosin regulatory light chain 10 OS=Mus musculus GN=Myl10 PE=4 SV=1 1 6.1 3.8 6.5 1.6 0.93 1.07 6.1 3.8 6.4 1.6 0.95 1.05
G3X963_G3X963_MOUSE Atad2 ATPase family AAA domain-containing protein 2 OS=Mus musculus GN=Atad2 PE=3 SV=1 37 18.4 11.5 19.8 1.6 0.93 1.07 970.8 553.1 930.1 1.8 1.04 0.96
Q8VD12_Z385A_MOUSE Znf385a Zinc finger protein 385A OS=Mus musculus GN=Znf385a PE=1 SV=2 4 22.6 14.2 24.3 1.6 0.93 1.07 92.5 55.8 93.8 1.7 0.99 1.01
Q9WU28_PFD5_MOUSE Pfdn5 Prefoldin subunit 5 OS=Mus musculus GN=Pfdn5 PE=1 SV=1 2 4.9 3.1 5.3 1.6 0.93 1.07 9.8 6.2 10.4 1.6 0.95 1.05
E9QAE3_E9QAE3_MOUSE Btaf1 Protein Btaf1 OS=Mus musculus GN=Btaf1 PE=4 SV=1 6 6.0 3.7 6.4 1.6 0.93 1.08 43.3 21.5 36.2 2.0 1.20 0.83
Q8C4S8_DEN2A_MOUSE Dennd2a DENN domain-containing protein 2A OS=Mus musculus GN=Dennd2a PE=1 SV=1 2 10.8 6.8 11.7 1.6 0.93 1.08 21.7 13.6 22.9 1.6 0.95 1.05
Q99L04_DHRS1_MOUSE Dhrs1 Dehydrogenase/reductase SDR family member 1 OS=Mus musculus GN=Dhrs1 PE=2 SV=1 1 7.3 4.6 7.8 1.6 0.93 1.08 7.3 4.6 7.7 1.6 0.95 1.06
Q9R059_FHL3_MOUSE Fhl3 Four and a half LIM domains protein 3 OS=Mus musculus GN=Fhl3 PE=1 SV=2 6 19.0 11.9 20.5 1.6 0.93 1.08 141.9 92.2 155.0 1.5 0.92 1.09
P01899_HA11_MOUSE H2-D1 H-2 class I histocompatibility antigen, D-B alpha chain OS=Mus musculus GN=H2-D1 PE=1 SV=2 27 19.4 12.2 20.9 1.6 0.93 1.08 890.3 482.4 811.2 1.8 1.10 0.91
O88322_NID2_MOUSE Nid2 Nidogen-2 OS=Mus musculus GN=Nid2 PE=1 SV=2 14 10.9 6.8 11.7 1.6 0.93 1.08 721.5 101.4 170.6 7.1 4.23 0.24
Q8R0S1_ATF7_MOUSE Atf7 Cyclic AMP-dependent transcription factor ATF-7 OS=Mus musculus GN=Atf7 PE=2 SV=1 1 6.3 4.0 6.8 1.6 0.93 1.08 6.3 4.0 6.7 1.6 0.95 1.06
Q5U4C1_GASP1_MOUSE Gprasp1 G-protein coupled receptor-associated sorting protein 1 OS=Mus musculus GN=Gprasp1 PE=1 SV=1 1 112.1 70.6 121.1 1.6 0.93 1.08 112.1 70.6 118.7 1.6 0.94 1.06
Q8VHZ7_IMP4_MOUSE Imp4 U3 small nucleolar ribonucleoprotein protein IMP4 OS=Mus musculus GN=Imp4 PE=2 SV=1 1 7.5 4.7 8.1 1.6 0.93 1.08 7.5 4.7 7.9 1.6 0.94 1.06
Q501J6_DDX17_MOUSE Ddx17 Probable ATP-dependent RNA helicase DDX17 OS=Mus musculus GN=Ddx17 PE=1 SV=1 42 30.7 19.3 33.2 1.6 0.92 1.08 4979.9 2388.9 4016.9 2.1 1.24 0.81
O88379_BAZ1A_MOUSE Baz1a Bromodomain adjacent to zinc finger domain protein 1A OS=Mus musculus GN=Baz1a PE=1 SV=3 22 12.4 7.8 13.4 1.6 0.92 1.08 396.3 152.3 256.1 2.6 1.55 0.65
Q6ZQL4_WDR43_MOUSE Wdr43 WD repeat-containing protein 43 OS=Mus musculus GN=Wdr43 PE=2 SV=2 5 10.6 6.7 11.4 1.6 0.92 1.08 56.2 32.7 55.0 1.7 1.02 0.98
Q91XU0_WRIP1_MOUSE Wrnip1 ATPase WRNIP1 OS=Mus musculus GN=Wrnip1 PE=1 SV=2 9 10.8 6.8 11.7 1.6 0.92 1.08 115.3 82.2 138.2 1.4 0.83 1.20
Q571H0_NPA1P_MOUSE Urb1 Nucleolar pre-ribosomal-associated protein 1 OS=Mus musculus GN=Urb1 PE=2 SV=2 1 5.5 3.5 6.0 1.6 0.92 1.08 5.5 3.5 5.9 1.6 0.94 1.06
Q4VC33_MAEA_MOUSE Maea Macrophage erythroblast attacher OS=Mus musculus GN=Maea PE=1 SV=1 2 12.6 8.0 13.6 1.6 0.92 1.08 25.2 15.9 26.8 1.6 0.94 1.06
O35286_DHX15_MOUSE Dhx15 Putative pre-mRNA-splicing factor ATP-dependent RNA helicase DHX15 OS=Mus musculus GN=Dhx15 PE=1 SV=235 28.9 18.3 31.4 1.6 0.92 1.09 1286.3 869.4 1461.8 1.5 0.88 1.14
P21958_TAP1_MOUSE Tap1 Antigen peptide transporter 1 OS=Mus musculus GN=Tap1 PE=2 SV=3 5 6.7 4.2 7.3 1.6 0.92 1.09 47.9 35.5 59.8 1.3 0.80 1.25
Q08288_LYAR_MOUSE Lyar Cell growth-regulating nucleolar protein OS=Mus musculus GN=Lyar PE=1 SV=2 4 6.4 4.1 7.0 1.6 0.92 1.09 27.6 18.6 31.3 1.5 0.88 1.13
Q8BH97_RCN3_MOUSE Rcn3 Reticulocalbin-3 OS=Mus musculus GN=Rcn3 PE=2 SV=1 10 36.5 23.2 39.7 1.6 0.92 1.09 589.4 310.3 521.8 1.9 1.13 0.89
Q3UWL8_Q3UWL8_MOUSE Pfdn4 Protein Pfdn4 OS=Mus musculus GN=Pfdn4 PE=2 SV=1 2 8.6 5.4 9.3 1.6 0.92 1.09 17.1 10.9 18.3 1.6 0.94 1.07
P70340_SMAD1_MOUSE Smad1 Mothers against decapentaplegic homolog 1 OS=Mus musculus GN=Smad1 PE=1 SV=2 1 24.8 15.7 27.0 1.6 0.92 1.09 24.8 15.7 26.5 1.6 0.94 1.07
Q99JH1_RP25L_MOUSE Rpp25l Ribonuclease P protein subunit p25-like protein OS=Mus musculus GN=Rpp25l PE=2 SV=1 1 24.7 15.8 27.0 1.6 0.91 1.09 24.7 15.8 26.5 1.6 0.93 1.07
Q9CQI7_RU2B_MOUSE Snrpb2 U2 small nuclear ribonucleoprotein B'' OS=Mus musculus GN=Snrpb2 PE=1 SV=1 6 27.4 17.5 30.0 1.6 0.91 1.09 197.1 99.3 166.9 2.0 1.18 0.85
Q8K327_CHAP1_MOUSE Champ1 Chromosome alignment-maintaining phosphoprotein 1 OS=Mus musculus GN=Champ1 PE=1 SV=1 12 9.8 6.3 10.7 1.6 0.91 1.10 146.1 102.4 172.1 1.4 0.85 1.18
Q9DAM7_TM263_MOUSE Tmem263 Transmembrane protein 263 OS=Mus musculus GN=Tmem263 PE=2 SV=1 1 8.8 5.6 9.6 1.6 0.91 1.10 8.8 5.6 9.4 1.6 0.93 1.08
Q3UL36_ARGL1_MOUSE Arglu1 Arginine and glutamate-rich protein 1 OS=Mus musculus GN=Arglu1 PE=1 SV=2 2 70.0 44.9 77.0 1.6 0.91 1.10 139.9 89.8 151.0 1.6 0.93 1.08
Q9Z129_RECQ1_MOUSE Recql ATP-dependent DNA helicase Q1 OS=Mus musculus GN=Recql PE=1 SV=2 1 2.7 1.7 3.0 1.6 0.91 1.10 2.7 1.7 2.9 1.6 0.93 1.08
Q61576_FKB10_MOUSE Fkbp10 Peptidyl-prolyl cis-trans isomerase FKBP10 OS=Mus musculus GN=Fkbp10 PE=1 SV=2 5 10.0 6.4 11.0 1.6 0.91 1.10 53.2 35.6 59.9 1.5 0.89 1.13
Q6P5E4_UGGG1_MOUSE Uggt1 UDP-glucose:glycoprotein glucosyltransferase 1 OS=Mus musculus GN=Uggt1 PE=1 SV=4 85 31.4 20.2 34.6 1.6 0.91 1.10 4111.6 2758.4 4638.2 1.5 0.89 1.13
Q8BFU3_RN214_MOUSE Rnf214 RING finger protein 214 OS=Mus musculus GN=Rnf214 PE=2 SV=1 1 5.3 3.4 5.9 1.6 0.91 1.10 5.3 3.4 5.8 1.6 0.92 1.08
Q8R1A4_DOCK7_MOUSE Dock7 Dedicator of cytokinesis protein 7 OS=Mus musculus GN=Dock7 PE=1 SV=3 27 14.6 9.4 16.2 1.6 0.90 1.11 458.4 296.3 498.3 1.5 0.92 1.09
Q9CYD3_CRTAP_MOUSE Crtap Cartilage-associated protein OS=Mus musculus GN=Crtap PE=2 SV=3 1 19.2 12.4 21.2 1.6 0.90 1.11 19.2 12.4 20.8 1.6 0.92 1.08
P09055_ITB1_MOUSE Itgb1 Integrin beta-1 OS=Mus musculus GN=Itgb1 PE=1 SV=1 13 18.3 11.8 20.3 1.6 0.90 1.11 380.5 214.4 360.4 1.8 1.06 0.95
Q9D8V0_HM13_MOUSE Hm13 Minor histocompatibility antigen H13 OS=Mus musculus GN=Hm13 PE=1 SV=1 3 15.0 9.7 16.6 1.5 0.90 1.11 39.7 26.8 45.1 1.5 0.88 1.13
Q6P2L6_NSD3_MOUSE Whsc1l1 Histone-lysine N-methyltransferase NSD3 OS=Mus musculus GN=Whsc1l1 PE=1 SV=2 7 6.6 4.3 7.3 1.5 0.90 1.11 46.0 30.3 51.0 1.5 0.90 1.11
Q8BV66_IFI44_MOUSE Ifi44 Interferon-induced protein 44 OS=Mus musculus GN=Ifi44 PE=2 SV=1 2 10.5 6.8 11.7 1.5 0.90 1.11 21.0 13.6 22.9 1.5 0.92 1.09
Q80YR9_R12BA_MOUSE Rbm12b1 RNA-binding protein 12B-A OS=Mus musculus GN=Rbm12b1 PE=1 SV=2 3 6.7 4.3 7.4 1.5 0.90 1.11 30.5 18.3 30.7 1.7 0.99 1.01
A2A4P0_DHX8_MOUSE Dhx8 ATP-dependent RNA helicase DHX8 OS=Mus musculus GN=Dhx8 PE=2 SV=1 9 9.5 6.2 10.6 1.5 0.90 1.11 93.7 53.7 90.4 1.7 1.04 0.96
Q8K2A1_GULP1_MOUSE Gulp1 PTB domain-containing engulfment adapter protein 1 OS=Mus musculus GN=Gulp1 PE=1 SV=1 5 12.4 8.1 13.8 1.5 0.90 1.11 83.7 55.8 93.9 1.5 0.89 1.12
Q6KCD5_NIPBL_MOUSE Nipbl Nipped-B-like protein OS=Mus musculus GN=Nipbl PE=1 SV=1 4 7.4 4.8 8.2 1.5 0.90 1.11 30.9 18.7 31.5 1.7 0.98 1.02
P35564_CALX_MOUSE Canx Calnexin OS=Mus musculus GN=Canx PE=1 SV=1 12 21.3 13.9 23.8 1.5 0.90 1.12 313.8 201.2 338.3 1.6 0.93 1.08
Q9WUP7_UCHL5_MOUSE Uchl5 Ubiquitin carboxyl-terminal hydrolase isozyme L5 OS=Mus musculus GN=Uchl5 PE=1 SV=2 3 5.0 3.3 5.6 1.5 0.89 1.12 23.9 41.7 70.2 0.6 0.34 2.94
Q61024_ASNS_MOUSE Asns Asparagine synthetase [glutamine-hydrolyzing] OS=Mus musculus GN=Asns PE=2 SV=3 10 7.7 5.0 8.6 1.5 0.89 1.12 120.5 54.1 91.0 2.2 1.32 0.76
J3QNW0_J3QNW0_MOUSE Dnmt1 DNA (cytosine-5)-methyltransferase OS=Mus musculus GN=Dnmt1 PE=1 SV=1 2 10.2 6.7 11.4 1.5 0.89 1.12 20.4 13.3 22.4 1.5 0.91 1.10
P63154_CRNL1_MOUSE Crnkl1 Crooked neck-like protein 1 OS=Mus musculus GN=Crnkl1 PE=1 SV=1 19 13.9 9.1 15.6 1.5 0.89 1.12 361.7 211.9 356.2 1.7 1.02 0.98
Q69ZR9_F208A_MOUSE Fam208a Protein FAM208A OS=Mus musculus GN=Fam208a PE=2 SV=2 2 10.7 7.0 12.0 1.5 0.89 1.12 21.4 14.0 23.5 1.5 0.91 1.10
Q9ET26_RN114_MOUSE Rnf114 E3 ubiquitin-protein ligase RNF114 OS=Mus musculus GN=Rnf114 PE=2 SV=2 2 13.7 9.0 15.4 1.5 0.89 1.12 27.4 18.0 30.2 1.5 0.91 1.10
Q00288_PAX8_MOUSE Pax8 Paired box protein Pax-8 OS=Mus musculus GN=Pax8 PE=2 SV=3 2 18.5 12.1 20.7 1.5 0.89 1.12 36.9 24.2 40.7 1.5 0.91 1.10
G3X8X0_G3X8X0_MOUSE Dhx16 DEAH (Asp-Glu-Ala-His) box polypeptide 16, isoform CRA_a OS=Mus musculus GN=Dhx16 PE=1 SV=1 4 9.0 5.9 10.1 1.5 0.89 1.12 37.0 21.4 36.1 1.7 1.03 0.98
O88425_NDK6_MOUSE Nme6 Nucleoside diphosphate kinase 6 OS=Mus musculus GN=Nme6 PE=2 SV=1 1 3.5 2.3 3.9 1.5 0.89 1.13 3.5 2.3 3.8 1.5 0.91 1.10
Q8CFC7_CLASR_MOUSE Clasrp CLK4-associating serine/arginine rich protein OS=Mus musculus GN=Clasrp PE=1 SV=3 2 5.5 3.6 6.2 1.5 0.89 1.13 11.0 7.2 12.2 1.5 0.91 1.10
G5E8R1_G5E8R1_MOUSE Tpm1 Tropomyosin 1, alpha, isoform CRA_j OS=Mus musculus GN=Tpm1 PE=3 SV=1 4 115.1 75.6 129.6 1.5 0.89 1.13 438.2 288.4 485.0 1.5 0.90 1.11
Q91V89_Q91V89_MOUSE Ppp2r5d Protein Ppp2r5d OS=Mus musculus GN=Ppp2r5d PE=1 SV=1 2 7.2 4.7 8.1 1.5 0.89 1.13 14.3 9.4 15.8 1.5 0.91 1.10
Q9DC51_GNAI3_MOUSE Gnai3 Guanine nucleotide-binding protein G(k) subunit alpha OS=Mus musculus GN=Gnai3 PE=1 SV=3 1 12.0 7.9 13.5 1.5 0.89 1.13 12.0 7.9 13.3 1.5 0.90 1.11
Q8R344_CCD12_MOUSE Ccdc12 Coiled-coil domain-containing protein 12 OS=Mus musculus GN=Ccdc12 PE=1 SV=2 4 29.0 19.1 32.8 1.5 0.89 1.13 150.7 91.0 153.0 1.7 0.99 1.01
P60710_ACTB_MOUSE Actb Actin, cytoplasmic 1 OS=Mus musculus GN=Actb PE=1 SV=1 45 209.8 138.2 237.0 1.5 0.89 1.13 34489.5 23908.6 40201.8 1.4 0.86 1.17
Q8BXC6_COMD2_MOUSE Commd2 COMM domain-containing protein 2 OS=Mus musculus GN=Commd2 PE=1 SV=1 3 29.0 19.1 32.8 1.5 0.88 1.13 78.4 63.8 107.3 1.2 0.73 1.37
P29391_FRIL1_MOUSE Ftl1 Ferritin light chain 1 OS=Mus musculus GN=Ftl1 PE=1 SV=2 3 7.8 5.1 8.8 1.5 0.88 1.13 23.3 12.7 21.3 1.8 1.10 0.91
Q9CQR2_RS21_MOUSE Rps21 40S ribosomal protein S21 OS=Mus musculus GN=Rps21 PE=2 SV=1 2 30.8 20.3 34.9 1.5 0.88 1.13 61.5 40.7 68.4 1.5 0.90 1.11
B9EKS2_B9EKS2_MOUSE Kdm3b Jumonji domain containing 1B OS=Mus musculus GN=Kdm3b PE=2 SV=1 4 7.2 4.7 8.1 1.5 0.88 1.14 44.4 44.3 74.5 1.0 0.60 1.68
Q9CZ28_SNF8_MOUSE Snf8 Vacuolar-sorting protein SNF8 OS=Mus musculus GN=Snf8 PE=2 SV=1 1 9.8 6.5 11.1 1.5 0.88 1.14 9.8 6.5 10.9 1.5 0.90 1.11
Q9R0P6_SC11A_MOUSE Sec11a Signal peptidase complex catalytic subunit SEC11A OS=Mus musculus GN=Sec11a PE=2 SV=1 2 13.7 9.1 15.6 1.5 0.88 1.14 27.4 18.1 30.5 1.5 0.90 1.12
O54946_DNJB6_MOUSE Dnajb6 DnaJ homolog subfamily B member 6 OS=Mus musculus GN=Dnajb6 PE=1 SV=4 2 6.7 4.4 7.6 1.5 0.88 1.14 13.4 8.9 15.0 1.5 0.90 1.12
Q8VE92_RBM4B_MOUSE Rbm4b RNA-binding protein 4B OS=Mus musculus GN=Rbm4b PE=1 SV=1 5 24.6 16.4 28.1 1.5 0.88 1.14 159.3 85.0 143.0 1.9 1.11 0.90
P05132_KAPCA_MOUSE Prkaca cAMP-dependent protein kinase catalytic subunit alpha OS=Mus musculus GN=Prkaca PE=1 SV=3 1 9.6 6.4 10.9 1.5 0.88 1.14 9.6 6.4 10.7 1.5 0.90 1.12
Q64701_RBL1_MOUSE Rbl1 Retinoblastoma-like protein 1 OS=Mus musculus GN=Rbl1 PE=1 SV=3 1 10.3 6.8 11.7 1.5 0.88 1.14 10.3 6.8 11.5 1.5 0.89 1.12
Q922V4_PLRG1_MOUSE Plrg1 Pleiotropic regulator 1 OS=Mus musculus GN=Plrg1 PE=2 SV=1 10 20.1 13.4 22.9 1.5 0.88 1.14 309.9 188.5 316.9 1.6 0.98 1.02
Q9D903_EBP2_MOUSE Ebna1bp2 Probable rRNA-processing protein EBP2 OS=Mus musculus GN=Ebna1bp2 PE=2 SV=1 5 19.6 13.0 22.3 1.5 0.88 1.14 115.2 73.2 123.0 1.6 0.94 1.07
Q01320_TOP2A_MOUSE Top2a DNA topoisomerase 2-alpha OS=Mus musculus GN=Top2a PE=1 SV=2 36 25.3 16.9 28.9 1.5 0.88 1.14 1200.4 777.4 1307.2 1.5 0.92 1.09
Q8BFZ3_ACTBL_MOUSE Actbl2 Beta-actin-like protein 2 OS=Mus musculus GN=Actbl2 PE=1 SV=1 14 180.6 120.2 206.0 1.5 0.88 1.14 7395.7 4724.6 7944.3 1.6 0.93 1.07
Q62376_RU17_MOUSE Snrnp70 U1 small nuclear ribonucleoprotein 70 kDa OS=Mus musculus GN=Snrnp70 PE=1 SV=2 6 33.7 22.4 38.4 1.5 0.88 1.14 249.7 162.2 272.8 1.5 0.92 1.09
Q9CY58_PAIRB_MOUSE Serbp1 Plasminogen activator inhibitor 1 RNA-binding protein OS=Mus musculus GN=Serbp1 PE=1 SV=2 5 19.2 12.8 21.9 1.5 0.88 1.14 101.3 63.8 107.3 1.6 0.94 1.06
P51949_MAT1_MOUSE Mnat1 CDK-activating kinase assembly factor MAT1 OS=Mus musculus GN=Mnat1 PE=2 SV=2 2 19.6 13.1 22.4 1.5 0.88 1.14 39.2 26.1 43.9 1.5 0.89 1.12
Q9CXL3_CG050_MOUSE Uncharacterized protein C7orf50 homolog OS=Mus musculus PE=1 SV=3 8 20.2 13.4 23.0 1.5 0.87 1.14 155.3 122.9 206.7 1.3 0.75 1.33
Q99MU3_DSRAD_MOUSE Adar Double-stranded RNA-specific adenosine deaminase OS=Mus musculus GN=Adar PE=1 SV=2 24 16.1 10.8 18.4 1.5 0.87 1.14 412.9 303.9 511.0 1.4 0.81 1.24
G3X8R0_G3X8R0_MOUSE Reep5 Receptor accessory protein 5, isoform CRA_a OS=Mus musculus GN=Reep5 PE=3 SV=1 7 15.8 10.5 18.0 1.5 0.87 1.14 212.4 101.7 171.0 2.1 1.24 0.81
Q64331_MYO6_MOUSE Myo6 Unconventional myosin-VI OS=Mus musculus GN=Myo6 PE=1 SV=1 1 7.7 5.2 8.8 1.5 0.87 1.14 7.7 5.2 8.7 1.5 0.89 1.12
Q6Q899_DDX58_MOUSE Ddx58 Probable ATP-dependent RNA helicase DDX58 OS=Mus musculus GN=Ddx58 PE=1 SV=2 2 10.6 7.1 12.1 1.5 0.87 1.14 21.1 14.1 23.7 1.5 0.89 1.12
Q9ER81_IFG15_MOUSE Tor1aip2 Torsin-1A-interacting protein 2, isoform IFRG15 OS=Mus musculus GN=Tor1aip2 PE=2 SV=1 1 9.0 6.0 10.3 1.5 0.87 1.15 9.0 6.0 10.1 1.5 0.89 1.12
Q9EPA7_NMNA1_MOUSE Nmnat1 Nicotinamide/nicotinic acid mononucleotide adenylyltransferase 1 OS=Mus musculus GN=Nmnat1 PE=1 SV=22 12.4 8.3 14.2 1.5 0.87 1.15 24.8 16.6 27.8 1.5 0.89 1.12
P32067_LA_MOUSE Ssb Lupus La protein homolog OS=Mus musculus GN=Ssb PE=1 SV=1 16 39.4 26.3 45.1 1.5 0.87 1.15 1135.7 758.6 1275.5 1.5 0.89 1.12
Q8K2K6_AGFG1_MOUSE Agfg1 Arf-GAP domain and FG repeat-containing protein 1 OS=Mus musculus GN=Agfg1 PE=1 SV=2 1 6.7 4.5 7.6 1.5 0.87 1.15 6.7 4.5 7.5 1.5 0.89 1.13
P47226_TES_MOUSE Tes Testin OS=Mus musculus GN=Tes PE=1 SV=1 2 14.7 9.8 16.9 1.5 0.87 1.15 29.4 19.7 33.1 1.5 0.89 1.13
P97479_MYO7A_MOUSE Myo7a Unconventional myosin-VIIa OS=Mus musculus GN=Myo7a PE=1 SV=2 4 6.9 4.6 8.0 1.5 0.87 1.15 29.8 19.8 33.4 1.5 0.89 1.12
A2AJI0_MA7D1_MOUSE Map7d1 MAP7 domain-containing protein 1 OS=Mus musculus GN=Map7d1 PE=1 SV=1 6 7.9 5.3 9.1 1.5 0.87 1.15 65.3 46.1 77.5 1.4 0.84 1.19
P63323_RS12_MOUSE Rps12 40S ribosomal protein S12 OS=Mus musculus GN=Rps12 PE=1 SV=2 3 20.5 13.8 23.6 1.5 0.87 1.15 112.4 64.9 109.2 1.7 1.03 0.97
O35737_HNRH1_MOUSE Hnrnph1 Heterogeneous nuclear ribonucleoprotein H OS=Mus musculus GN=Hnrnph1 PE=1 SV=3 26 62.4 42.1 72.1 1.5 0.87 1.16 4890.9 3155.6 5306.0 1.5 0.92 1.08
O70551_SRPK1_MOUSE Srpk1 SRSF protein kinase 1 OS=Mus musculus GN=Srpk1 PE=1 SV=2 2 7.0 4.7 8.1 1.5 0.86 1.16 14.1 9.5 15.9 1.5 0.88 1.13
Q9CZX5_PINX1_MOUSE Pinx1 PIN2/TERF1-interacting telomerase inhibitor 1 OS=Mus musculus GN=Pinx1 PE=2 SV=2 1 10.9 7.4 12.6 1.5 0.86 1.16 10.9 7.4 12.4 1.5 0.88 1.13
O70400_PDLI1_MOUSE Pdlim1 PDZ and LIM domain protein 1 OS=Mus musculus GN=Pdlim1 PE=2 SV=4 2 22.9 15.5 26.5 1.5 0.86 1.16 45.8 30.9 52.0 1.5 0.88 1.13
Q9D786_HAUS5_MOUSE Haus5 HAUS augmin-like complex subunit 5 OS=Mus musculus GN=Haus5 PE=2 SV=1 4 8.0 5.4 9.3 1.5 0.86 1.16 33.5 20.4 34.3 1.6 0.98 1.02
P97465_DOK1_MOUSE Dok1 Docking protein 1 OS=Mus musculus GN=Dok1 PE=1 SV=2 2 4.9 3.3 5.7 1.5 0.86 1.16 9.8 6.6 11.1 1.5 0.88 1.14
Q9D0R8_LSM12_MOUSE Lsm12 Protein LSM12 homolog OS=Mus musculus GN=Lsm12 PE=1 SV=1 2 8.6 5.8 10.0 1.5 0.86 1.16 17.3 11.7 19.7 1.5 0.88 1.14
Q6A068_CDC5L_MOUSE Cdc5l Cell division cycle 5-like protein OS=Mus musculus GN=Cdc5l PE=1 SV=2 30 14.6 9.9 17.0 1.5 0.86 1.16 624.7 370.6 623.2 1.7 1.00 1.00
Q9DCL9_PUR6_MOUSE Paics Multifunctional protein ADE2 OS=Mus musculus GN=Paics PE=1 SV=4 4 9.7 6.5 11.2 1.5 0.86 1.16 37.8 23.1 38.9 1.6 0.97 1.03
P48377_RFX1_MOUSE Rfx1 MHC class II regulatory factor RFX1 OS=Mus musculus GN=Rfx1 PE=2 SV=2 4 7.7 5.2 9.0 1.5 0.86 1.16 30.9 20.2 33.9 1.5 0.91 1.10
A2AJT4_PNISR_MOUSE Pnisr Arginine/serine-rich protein PNISR OS=Mus musculus GN=Pnisr PE=2 SV=1 2 11.0 7.5 12.8 1.5 0.86 1.16 22.1 15.0 25.2 1.5 0.88 1.14
O54734_OST48_MOUSE Ddost Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 48 kDa subunit OS=Mus musculus GN=Ddost PE=1 SV=210 17.8 12.1 20.7 1.5 0.86 1.16 184.1 131.0 220.3 1.4 0.84 1.20
Q8BXV2_BRI3B_MOUSE Bri3bp BRI3-binding protein OS=Mus musculus GN=Bri3bp PE=2 SV=1 1 3.3 2.2 3.8 1.5 0.86 1.16 3.3 2.2 3.7 1.5 0.88 1.14
Q9EPQ8_TCF20_MOUSE Tcf20 Transcription factor 20 OS=Mus musculus GN=Tcf20 PE=1 SV=3 8 6.4 4.3 7.5 1.5 0.86 1.16 62.3 38.7 65.0 1.6 0.96 1.04
Q91YQ5_RPN1_MOUSE Rpn1 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit 1 OS=Mus musculus GN=Rpn1 PE=1 SV=111 17.8 12.1 20.7 1.5 0.86 1.16 182.6 133.5 224.5 1.4 0.81 1.23
P31938_MP2K1_MOUSE Map2k1 Dual specificity mitogen-activated protein kinase kinase 1 OS=Mus musculus GN=Map2k1 PE=1 SV=2 1 8.4 5.7 9.8 1.5 0.86 1.17 8.4 5.7 9.6 1.5 0.88 1.14
Q925B0_PAWR_MOUSE Pawr PRKC apoptosis WT1 regulator protein OS=Mus musculus GN=Pawr PE=1 SV=2 1 13.4 9.1 15.6 1.5 0.86 1.17 13.4 9.1 15.3 1.5 0.87 1.14
Q6IRU2_TPM4_MOUSE Tpm4 Tropomyosin alpha-4 chain OS=Mus musculus GN=Tpm4 PE=2 SV=3 14 22.5 15.3 26.2 1.5 0.86 1.17 336.9 255.4 429.4 1.3 0.78 1.27
Q3UR91_Q3UR91_MOUSE Pum2 Pumilio homolog 2 OS=Mus musculus GN=Pum2 PE=1 SV=1 7 20.4 13.9 23.8 1.5 0.86 1.17 140.8 98.4 165.4 1.4 0.85 1.17
Q91ZW3_SMCA5_MOUSE Smarca5 SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily A member 5 OS=Mus musculus GN=Smarca5 PE=1 SV=179 34.9 23.9 40.9 1.5 0.85 1.17 3624.0 2311.1 3886.0 1.6 0.93 1.07
Q6PAL7_AHDC1_MOUSE Ahdc1 AT-hook DNA-binding motif-containing protein 1 OS=Mus musculus GN=Ahdc1 PE=1 SV=1 6 6.8 4.7 8.0 1.5 0.85 1.17 54.9 36.3 61.0 1.5 0.90 1.11
Q8C3V4_Q8C3V4_MOUSE Stat1 Signal transducer and activator of transcription 1 OS=Mus musculus GN=Stat1 PE=2 SV=1 41 17.2 11.8 20.2 1.5 0.85 1.17 917.2 668.0 1123.3 1.4 0.82 1.22
P26369_U2AF2_MOUSE U2af2 Splicing factor U2AF 65 kDa subunit OS=Mus musculus GN=U2af2 PE=1 SV=3 19 24.8 17.0 29.1 1.5 0.85 1.17 520.0 317.1 533.2 1.6 0.98 1.03
Q5SWZ5_Q5SWZ5_MOUSE Mprip Myosin phosphatase Rho-interacting protein OS=Mus musculus GN=Mprip PE=1 SV=1 8 8.1 5.5 9.5 1.5 0.85 1.18 63.3 48.3 81.2 1.3 0.78 1.28
Q9D287_SPF27_MOUSE Bcas2 Pre-mRNA-splicing factor SPF27 OS=Mus musculus GN=Bcas2 PE=2 SV=1 15 8.9 6.1 10.5 1.5 0.85 1.18 252.3 279.3 469.6 0.9 0.54 1.86
Q9QXJ2_Q9QXJ2_MOUSE Stat2 Signal transducer and activator of transcription 2 OS=Mus musculus GN=Stat2 PE=1 SV=1 14 14.7 10.1 17.3 1.5 0.85 1.18 249.7 147.1 247.3 1.7 1.01 0.99
Q8QZY9_SF3B4_MOUSE Sf3b4 Splicing factor 3B subunit 4 OS=Mus musculus GN=Sf3b4 PE=2 SV=1 4 47.6 32.8 56.2 1.5 0.85 1.18 232.1 185.3 311.6 1.3 0.74 1.34
P53569_CEBPZ_MOUSE Cebpz CCAAT/enhancer-binding protein zeta OS=Mus musculus GN=Cebpz PE=1 SV=2 7 9.9 6.8 11.6 1.5 0.85 1.18 74.7 51.2 86.0 1.5 0.87 1.15
Q9DB16_CB39L_MOUSE Cab39l Calcium-binding protein 39-like OS=Mus musculus GN=Cab39l PE=2 SV=3 1 3.0 2.1 3.5 1.5 0.85 1.18 3.0 2.1 3.5 1.5 0.86 1.16
D3Z2H9_D3Z2H9_MOUSE Tpm3-rs7 Uncharacterized protein OS=Mus musculus GN=Tpm3-rs7 PE=3 SV=1 14 42.2 29.1 49.8 1.5 0.85 1.18 798.8 598.0 1005.5 1.3 0.79 1.26
P97314_CSRP2_MOUSE Csrp2 Cysteine and glycine-rich protein 2 OS=Mus musculus GN=Csrp2 PE=1 SV=3 3 40.6 28.0 47.9 1.5 0.85 1.18 185.0 138.1 232.2 1.3 0.80 1.26
Q8C2Q3_RBM14_MOUSE Rbm14 RNA-binding protein 14 OS=Mus musculus GN=Rbm14 PE=1 SV=1 21 38.6 26.6 45.6 1.5 0.85 1.18 1079.2 646.5 1087.1 1.7 0.99 1.01
Q66T02_PKHG5_MOUSE Plekhg5 Pleckstrin homology domain-containing family G member 5 OS=Mus musculus GN=Plekhg5 PE=1 SV=1 5 10.9 7.5 12.9 1.4 0.84 1.18 50.2 33.2 55.8 1.5 0.90 1.11
Q8C3I8_HGH1_MOUSE Hgh1 Protein HGH1 homolog OS=Mus musculus GN=Hgh1 PE=2 SV=1 1 6.9 4.8 8.2 1.4 0.84 1.19 6.9 4.8 8.0 1.4 0.86 1.16
Q8BQ47_CNPY4_MOUSE Cnpy4 Protein canopy homolog 4 OS=Mus musculus GN=Cnpy4 PE=1 SV=1 1 7.4 5.1 8.8 1.4 0.84 1.19 7.4 5.1 8.6 1.4 0.86 1.16
Q8BP92_RCN2_MOUSE Rcn2 Reticulocalbin-2 OS=Mus musculus GN=Rcn2 PE=2 SV=1 17 18.6 12.9 22.0 1.4 0.84 1.19 710.7 427.8 719.3 1.7 0.99 1.01
Q05920_PYC_MOUSE Pc Pyruvate carboxylase, mitochondrial OS=Mus musculus GN=Pc PE=1 SV=1 4 5.6 3.9 6.6 1.4 0.84 1.19 25.1 15.3 25.8 1.6 0.98 1.03
Q9EQK5_MVP_MOUSE Mvp Major vault protein OS=Mus musculus GN=Mvp PE=1 SV=4 6 9.2 6.4 10.9 1.4 0.84 1.19 59.4 32.1 54.0 1.8 1.10 0.91
P83870_PHF5A_MOUSE Phf5a PHD finger-like domain-containing protein 5A OS=Mus musculus GN=Phf5a PE=1 SV=1 2 96.3 66.9 114.8 1.4 0.84 1.19 192.7 133.9 225.1 1.4 0.86 1.17
Q99K28_ARFG2_MOUSE Arfgap2 ADP-ribosylation factor GTPase-activating protein 2 OS=Mus musculus GN=Arfgap2 PE=1 SV=1 14 12.9 9.0 15.4 1.4 0.84 1.19 203.2 126.0 211.9 1.6 0.96 1.04
Q9DBC7_KAP0_MOUSE Prkar1a cAMP-dependent protein kinase type I-alpha regulatory subunit OS=Mus musculus GN=Prkar1a PE=1 SV=3 4 9.0 6.3 10.8 1.4 0.84 1.19 41.0 24.0 40.3 1.7 1.02 0.98
Q3UA06_PCH2_MOUSE Trip13 Pachytene checkpoint protein 2 homolog OS=Mus musculus GN=Trip13 PE=2 SV=1 2 10.3 7.2 12.3 1.4 0.84 1.19 20.6 14.3 24.1 1.4 0.85 1.17
Q5S006_LRRK2_MOUSE Lrrk2 Leucine-rich repeat serine/threonine-protein kinase 2 OS=Mus musculus GN=Lrrk2 PE=1 SV=2 1 5.4 3.7 6.4 1.4 0.84 1.20 5.4 3.7 6.3 1.4 0.85 1.17
Q9CZB6_MED7_MOUSE Med7 Mediator of RNA polymerase II transcription subunit 7 OS=Mus musculus GN=Med7 PE=2 SV=2 1 12.2 8.5 14.6 1.4 0.84 1.20 12.2 8.5 14.3 1.4 0.85 1.17
Q9DCE9_Q9DCE9_MOUSE Igtp Protein Igtp OS=Mus musculus GN=Igtp PE=1 SV=1 1 6.1 4.3 7.3 1.4 0.83 1.20 6.1 4.3 7.2 1.4 0.85 1.17
P61804_DAD1_MOUSE Dad1 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit DAD1 OS=Mus musculus GN=Dad1 PE=2 SV=32 24.7 17.2 29.5 1.4 0.83 1.20 49.3 34.5 57.9 1.4 0.85 1.17
Q9D1C9_RRP7A_MOUSE Rrp7a Ribosomal RNA-processing protein 7 homolog A OS=Mus musculus GN=Rrp7a PE=2 SV=1 2 24.6 17.2 29.6 1.4 0.83 1.20 49.3 34.5 58.0 1.4 0.85 1.18
P50518_VATE1_MOUSE Atp6v1e1 V-type proton ATPase subunit E 1 OS=Mus musculus GN=Atp6v1e1 PE=1 SV=2 2 8.9 6.2 10.7 1.4 0.83 1.20 17.8 12.5 21.0 1.4 0.85 1.18
E9PWT1_E9PWT1_MOUSE Trrap Transformation/transcription domain-associated protein OS=Mus musculus GN=Trrap PE=4 SV=1 1 3.0 2.1 3.6 1.4 0.83 1.20 3.0 2.1 3.5 1.4 0.85 1.18
P63101_1433Z_MOUSE Ywhaz 14-3-3 protein zeta/delta OS=Mus musculus GN=Ywhaz PE=1 SV=1 15 41.8 29.3 50.3 1.4 0.83 1.20 1159.7 534.7 899.1 2.2 1.29 0.78
Q3TMW1_C102A_MOUSE Ccdc102a Coiled-coil domain-containing protein 102A OS=Mus musculus GN=Ccdc102a PE=2 SV=2 2 7.7 5.4 9.3 1.4 0.83 1.20 15.4 10.8 18.2 1.4 0.85 1.18
D6RG76_D6RG76_MOUSE Pmm1 Phosphomannomutase 1 OS=Mus musculus GN=Pmm1 PE=4 SV=1 1 4.9 3.4 5.9 1.4 0.83 1.21 4.9 3.4 5.8 1.4 0.85 1.18
Q8CI71_CC132_MOUSE Ccdc132 Coiled-coil domain-containing protein 132 OS=Mus musculus GN=Ccdc132 PE=2 SV=2 4 4.7 3.3 5.6 1.4 0.83 1.21 20.3 13.9 23.3 1.5 0.87 1.15
Q3TAQ9_Q3TAQ9_MOUSE Wdr36 Protein Wdr36 OS=Mus musculus GN=Wdr36 PE=2 SV=1 4 9.4 6.6 11.4 1.4 0.83 1.21 42.2 24.7 41.6 1.7 1.02 0.98
P58462_FOXP1_MOUSE Foxp1 Forkhead box protein P1 OS=Mus musculus GN=Foxp1 PE=1 SV=1 7 15.2 10.7 18.4 1.4 0.83 1.21 133.4 74.2 124.8 1.8 1.07 0.94
Q9D8Z6_ATGA1_MOUSE Atg101 Autophagy-related protein 101 OS=Mus musculus GN=Atg101 PE=2 SV=1 2 3.6 2.6 4.4 1.4 0.83 1.21 7.3 5.1 8.6 1.4 0.84 1.18
O70589_CSKP_MOUSE Cask Peripheral plasma membrane protein CASK OS=Mus musculus GN=Cask PE=1 SV=2 1 9.7 6.8 11.7 1.4 0.83 1.21 9.7 6.8 11.5 1.4 0.84 1.19
Q9QWV9_CCNT1_MOUSE Ccnt1 Cyclin-T1 OS=Mus musculus GN=Ccnt1 PE=1 SV=3 1 7.0 4.9 8.5 1.4 0.83 1.21 7.0 4.9 8.3 1.4 0.84 1.19



Q9JKV1_ADRM1_MOUSE Adrm1 Proteasomal ubiquitin receptor ADRM1 OS=Mus musculus GN=Adrm1 PE=1 SV=2 1 5.3 3.8 6.5 1.4 0.83 1.21 5.3 3.8 6.3 1.4 0.84 1.19
O88746_TOM1_MOUSE Tom1 Target of Myb protein 1 OS=Mus musculus GN=Tom1 PE=1 SV=1 6 8.1 5.8 9.9 1.4 0.83 1.21 60.2 36.3 61.0 1.7 0.99 1.01
P51655_GPC4_MOUSE Gpc4 Glypican-4 OS=Mus musculus GN=Gpc4 PE=2 SV=2 13 13.7 9.7 16.7 1.4 0.82 1.21 241.8 165.3 277.9 1.5 0.87 1.15
Q9CQ79_TXND9_MOUSE Txndc9 Thioredoxin domain-containing protein 9 OS=Mus musculus GN=Txndc9 PE=2 SV=1 1 18.5 13.1 22.5 1.4 0.82 1.21 18.5 13.1 22.0 1.4 0.84 1.19
Q61879_MYH10_MOUSE Myh10 Myosin-10 OS=Mus musculus GN=Myh10 PE=1 SV=2 179 70.7 50.1 85.9 1.4 0.82 1.21 27248.5 18183.8 30575.7 1.5 0.89 1.12
Q8K0C4_CP51A_MOUSE Cyp51a1 Lanosterol 14-alpha demethylase OS=Mus musculus GN=Cyp51a1 PE=2 SV=1 1 6.4 4.5 7.7 1.4 0.82 1.21 6.4 4.5 7.6 1.4 0.84 1.19
Q9JMB0_GKAP1_MOUSE Gkap1 G kinase-anchoring protein 1 OS=Mus musculus GN=Gkap1 PE=1 SV=1 1 3.7 2.7 4.6 1.4 0.82 1.22 3.7 2.7 4.5 1.4 0.84 1.19
P13020_GELS_MOUSE Gsn Gelsolin OS=Mus musculus GN=Gsn PE=1 SV=3 28 59.2 42.0 72.1 1.4 0.82 1.22 3036.2 2043.0 3435.2 1.5 0.88 1.13
Q922B2_SYDC_MOUSE Dars Aspartate--tRNA ligase, cytoplasmic OS=Mus musculus GN=Dars PE=2 SV=2 3 5.3 3.8 6.5 1.4 0.82 1.22 17.5 11.7 19.7 1.5 0.89 1.13
P70372_ELAV1_MOUSE Elavl1 ELAV-like protein 1 OS=Mus musculus GN=Elavl1 PE=1 SV=2 24 30.2 21.4 36.8 1.4 0.82 1.22 2352.3 1512.2 2542.6 1.6 0.93 1.08
P28656_NP1L1_MOUSE Nap1l1 Nucleosome assembly protein 1-like 1 OS=Mus musculus GN=Nap1l1 PE=1 SV=2 1 14.2 10.1 17.3 1.4 0.82 1.22 14.2 10.1 17.0 1.4 0.84 1.20
Q9CYN2_SPCS2_MOUSE Spcs2 Signal peptidase complex subunit 2 OS=Mus musculus GN=Spcs2 PE=1 SV=1 1 7.7 5.4 9.3 1.4 0.82 1.22 7.7 5.4 9.2 1.4 0.84 1.20
Q8C6B9_AROS_MOUSE Rps19bp1 Active regulator of SIRT1 OS=Mus musculus GN=Rps19bp1 PE=1 SV=1 5 9.6 6.9 11.8 1.4 0.82 1.22 69.3 39.1 65.8 1.8 1.05 0.95
Q9CQG2_MET16_MOUSE Mettl16 Methyltransferase-like protein 16 OS=Mus musculus GN=Mettl16 PE=2 SV=1 1 4.2 3.0 5.2 1.4 0.82 1.22 4.2 3.0 5.1 1.4 0.83 1.20
Q9D0N7_CAF1B_MOUSE Chaf1b Chromatin assembly factor 1 subunit B OS=Mus musculus GN=Chaf1b PE=2 SV=1 4 8.3 5.9 10.1 1.4 0.82 1.22 34.8 25.6 43.0 1.4 0.81 1.24
Q9D8S3_ARFG3_MOUSE Arfgap3 ADP-ribosylation factor GTPase-activating protein 3 OS=Mus musculus GN=Arfgap3 PE=1 SV=2 11 7.8 5.6 9.5 1.4 0.82 1.22 117.9 62.7 105.5 1.9 1.12 0.89
Q99L20_Q99L20_MOUSE Gstt3 Glutathione S-transferase theta 3 OS=Mus musculus GN=Gstt3 PE=2 SV=1 1 2.9 2.1 3.6 1.4 0.82 1.23 2.9 2.1 3.5 1.4 0.83 1.20
Q8BVE3_VATH_MOUSE Atp6v1h V-type proton ATPase subunit H OS=Mus musculus GN=Atp6v1h PE=1 SV=1 3 4.4 3.1 5.4 1.4 0.82 1.23 15.7 8.3 13.9 1.9 1.13 0.89
Q64339_ISG15_MOUSE Isg15 Ubiquitin-like protein ISG15 OS=Mus musculus GN=Isg15 PE=1 SV=4 14 54.5 39.0 66.9 1.4 0.82 1.23 1029.3 689.8 1159.8 1.5 0.89 1.13
Q6P6L0_FIL1L_MOUSE Filip1l Filamin A-interacting protein 1-like OS=Mus musculus GN=Filip1l PE=1 SV=2 6 9.1 6.5 11.2 1.4 0.81 1.23 64.9 48.0 80.7 1.4 0.80 1.24
Q8C5L7_RBM34_MOUSE Rbm34 RNA-binding protein 34 OS=Mus musculus GN=Rbm34 PE=1 SV=1 4 15.2 10.9 18.7 1.4 0.81 1.23 51.6 45.7 76.9 1.1 0.67 1.49
Q921M3_SF3B3_MOUSE Sf3b3 Splicing factor 3B subunit 3 OS=Mus musculus GN=Sf3b3 PE=2 SV=1 60 38.7 27.8 47.6 1.4 0.81 1.23 3060.0 2236.7 3760.9 1.4 0.81 1.23
Q62165_DAG1_MOUSE Dag1 Dystroglycan OS=Mus musculus GN=Dag1 PE=1 SV=4 3 6.3 4.6 7.8 1.4 0.81 1.23 33.9 12.6 21.1 2.7 1.61 0.62
P97376_FRG1_MOUSE Frg1 Protein FRG1 OS=Mus musculus GN=Frg1 PE=1 SV=2 1 14.6 10.5 17.9 1.4 0.81 1.23 14.6 10.5 17.6 1.4 0.83 1.21
Q9D0E1_HNRPM_MOUSE Hnrnpm Heterogeneous nuclear ribonucleoprotein M OS=Mus musculus GN=Hnrnpm PE=1 SV=3 105 36.4 26.1 44.8 1.4 0.81 1.23 12287.0 8236.6 13849.7 1.5 0.89 1.13
Q5U4D9_THOC6_MOUSE Thoc6 THO complex subunit 6 homolog OS=Mus musculus GN=Thoc6 PE=2 SV=1 3 10.7 7.7 13.2 1.4 0.81 1.23 45.4 22.4 37.7 2.0 1.20 0.83
P62204_CALM_MOUSE Calm1 Calmodulin OS=Mus musculus GN=Calm1 PE=1 SV=2 8 65.6 47.1 80.8 1.4 0.81 1.23 1736.7 1079.8 1815.7 1.6 0.96 1.05
Q6VN19_RBP10_MOUSE Ranbp10 Ran-binding protein 10 OS=Mus musculus GN=Ranbp10 PE=1 SV=2 5 8.5 6.1 10.5 1.4 0.81 1.23 40.2 52.3 87.9 0.8 0.46 2.18
Q8K2T8_PAF1_MOUSE Paf1 RNA polymerase II-associated factor 1 homolog OS=Mus musculus GN=Paf1 PE=2 SV=1 5 6.7 4.8 8.3 1.4 0.81 1.23 33.9 23.9 40.2 1.4 0.84 1.18
E0CX20_E0CX20_MOUSE Bud31 Protein BUD31 homolog OS=Mus musculus GN=Bud31 PE=4 SV=1 5 13.3 9.6 16.5 1.4 0.81 1.24 82.9 67.1 112.8 1.2 0.74 1.36
Q810V0_MPP10_MOUSE Mphosph10 U3 small nucleolar ribonucleoprotein protein MPP10 OS=Mus musculus GN=Mphosph10 PE=1 SV=2 2 11.9 8.6 14.7 1.4 0.81 1.24 23.8 17.2 28.8 1.4 0.82 1.21
Q9R1K9_CETN2_MOUSE Cetn2 Centrin-2 OS=Mus musculus GN=Cetn2 PE=2 SV=1 3 4.9 3.6 6.1 1.4 0.81 1.24 15.3 9.0 15.2 1.7 1.01 0.99
Q8JZU2_TXTP_MOUSE Slc25a1 Tricarboxylate transport protein, mitochondrial OS=Mus musculus GN=Slc25a1 PE=2 SV=1 1 6.4 4.6 7.9 1.4 0.81 1.24 6.4 4.6 7.7 1.4 0.82 1.22
Q3TFK5_GPTC4_MOUSE Gpatch4 G patch domain-containing protein 4 OS=Mus musculus GN=Gpatch4 PE=1 SV=1 1 9.0 6.5 11.2 1.4 0.81 1.24 9.0 6.5 11.0 1.4 0.82 1.22
Q9JI13_SAS10_MOUSE Utp3 Something about silencing protein 10 OS=Mus musculus GN=Utp3 PE=1 SV=1 4 11.3 8.2 14.0 1.4 0.81 1.24 49.9 33.7 56.6 1.5 0.88 1.14
Q99M46_Q99M46_MOUSE Polr2c DNA-directed RNA polymerase II subunit RPB3 OS=Mus musculus GN=Polr2c PE=1 SV=1 6 24.1 17.5 30.0 1.4 0.81 1.24 197.4 168.3 283.0 1.2 0.70 1.43
P62305_RUXE_MOUSE Snrpe Small nuclear ribonucleoprotein E OS=Mus musculus GN=Snrpe PE=2 SV=1 10 21.7 15.7 26.9 1.4 0.80 1.24 850.3 459.0 771.9 1.9 1.10 0.91
Q9Z277_BAZ1B_MOUSE Baz1b Tyrosine-protein kinase BAZ1B OS=Mus musculus GN=Baz1b PE=1 SV=2 79 19.8 14.4 24.6 1.4 0.80 1.24 2860.7 1712.5 2879.5 1.7 0.99 1.01
P13864_DNMT1_MOUSE Dnmt1 DNA (cytosine-5)-methyltransferase 1 OS=Mus musculus GN=Dnmt1 PE=1 SV=5 32 26.6 19.3 33.1 1.4 0.80 1.24 1119.9 909.1 1528.6 1.2 0.73 1.36
Q99NH2_PARD3_MOUSE Pard3 Partitioning defective 3 homolog OS=Mus musculus GN=Pard3 PE=1 SV=2 2 3.7 2.7 4.6 1.4 0.80 1.24 7.4 5.4 9.1 1.4 0.82 1.22
Q9CY57_CHTOP_MOUSE Chtop Chromatin target of PRMT1 protein OS=Mus musculus GN=Chtop PE=1 SV=2 8 10.5 7.7 13.2 1.4 0.80 1.25 157.4 95.5 160.6 1.6 0.98 1.02
Q8BWY3_ERF1_MOUSE Etf1 Eukaryotic peptide chain release factor subunit 1 OS=Mus musculus GN=Etf1 PE=1 SV=4 3 17.9 13.1 22.4 1.4 0.80 1.25 52.6 33.6 56.5 1.6 0.93 1.08
Q9CZG9_PDZ11_MOUSE Pdzd11 PDZ domain-containing protein 11 OS=Mus musculus GN=Pdzd11 PE=1 SV=1 2 6.9 5.0 8.7 1.4 0.80 1.25 13.9 10.1 17.0 1.4 0.82 1.22
Q8R3C0_MCMBP_MOUSE Mcmbp Mini-chromosome maintenance complex-binding protein OS=Mus musculus GN=Mcmbp PE=2 SV=1 1 1.7 1.2 2.1 1.4 0.80 1.25 1.7 1.2 2.1 1.4 0.82 1.23
B2RXC6_B2RXC6_MOUSE Polr3a Polymerase (RNA) III (DNA directed) polypeptide A OS=Mus musculus GN=Polr3a PE=2 SV=1 1 4.4 3.2 5.5 1.4 0.80 1.25 4.4 3.2 5.4 1.4 0.82 1.23
P11928_OAS1A_MOUSE Oas1a 2'-5'-oligoadenylate synthase 1A OS=Mus musculus GN=Oas1a PE=2 SV=2 3 28.2 20.6 35.3 1.4 0.80 1.25 83.6 72.3 121.6 1.2 0.69 1.46
Q3UMC0_SPAT5_MOUSE Spata5 Spermatogenesis-associated protein 5 OS=Mus musculus GN=Spata5 PE=1 SV=2 6 11.1 8.1 13.9 1.4 0.80 1.25 71.7 43.8 73.7 1.6 0.97 1.03
P68254_1433T_MOUSE Ywhaq 14-3-3 protein theta OS=Mus musculus GN=Ywhaq PE=1 SV=1 4 12.8 9.4 16.1 1.4 0.80 1.25 70.3 41.6 69.9 1.7 1.01 0.99
O35887_CALU_MOUSE Calu Calumenin OS=Mus musculus GN=Calu PE=1 SV=1 27 51.4 37.6 64.4 1.4 0.80 1.25 5270.9 3266.9 5493.3 1.6 0.96 1.04
P97873_LOXL1_MOUSE Loxl1 Lysyl oxidase homolog 1 OS=Mus musculus GN=Loxl1 PE=2 SV=3 1 12.0 8.8 15.1 1.4 0.80 1.25 12.0 8.8 14.8 1.4 0.81 1.23
Q69Z99_ZN512_MOUSE Znf512 Zinc finger protein 512 OS=Mus musculus GN=Znf512 PE=2 SV=2 6 12.6 9.2 15.8 1.4 0.80 1.26 69.9 50.9 85.6 1.4 0.82 1.22
P53395_ODB2_MOUSE Dbt Lipoamide acyltransferase component of branched-chain alpha-keto acid dehydrogenase complex, mitochondrial OS=Mus musculus GN=Dbt PE=1 SV=23 15.8 11.5 19.8 1.4 0.80 1.26 57.9 41.8 70.3 1.4 0.82 1.21
O88559_MEN1_MOUSE Men1 Menin OS=Mus musculus GN=Men1 PE=1 SV=2 1 3.9 2.9 4.9 1.4 0.80 1.26 3.9 2.9 4.8 1.4 0.81 1.23
Q91YW3_DNJC3_MOUSE Dnajc3 DnaJ homolog subfamily C member 3 OS=Mus musculus GN=Dnajc3 PE=1 SV=1 3 5.9 4.3 7.4 1.4 0.80 1.26 27.9 22.8 38.3 1.2 0.73 1.37
Q7M6Y3_PICAL_MOUSE Picalm Phosphatidylinositol-binding clathrin assembly protein OS=Mus musculus GN=Picalm PE=1 SV=1 18 12.5 9.1 15.7 1.4 0.80 1.26 283.3 255.6 429.8 1.1 0.66 1.52
Q9CSN1_SNW1_MOUSE Snw1 SNW domain-containing protein 1 OS=Mus musculus GN=Snw1 PE=1 SV=3 18 25.2 18.5 31.8 1.4 0.79 1.26 493.3 367.4 617.7 1.3 0.80 1.25
Q9CY27_TECR_MOUSE Tecr Very-long-chain enoyl-CoA reductase OS=Mus musculus GN=Tecr PE=1 SV=1 1 9.6 7.1 12.1 1.4 0.79 1.27 9.6 7.1 11.9 1.4 0.81 1.24
Q9JIX0_ENY2_MOUSE Eny2 Transcription and mRNA export factor ENY2 OS=Mus musculus GN=Eny2 PE=2 SV=1 1 14.8 10.9 18.7 1.4 0.79 1.27 14.8 10.9 18.4 1.4 0.80 1.24
Q7TPW1_NEXN_MOUSE Nexn Nexilin OS=Mus musculus GN=Nexn PE=2 SV=3 4 13.3 9.8 16.8 1.4 0.79 1.27 55.2 38.2 64.2 1.4 0.86 1.16
Q70FJ1_AKAP9_MOUSE Akap9 A-kinase anchor protein 9 OS=Mus musculus GN=Akap9 PE=2 SV=2 4 5.2 3.9 6.6 1.4 0.79 1.27 27.9 17.0 28.5 1.6 0.98 1.02
Q7TMQ7_WDR91_MOUSE Wdr91 WD repeat-containing protein 91 OS=Mus musculus GN=Wdr91 PE=1 SV=1 1 5.7 4.2 7.2 1.3 0.79 1.27 5.7 4.2 7.0 1.3 0.80 1.25
P11352_GPX1_MOUSE Gpx1 Glutathione peroxidase 1 OS=Mus musculus GN=Gpx1 PE=1 SV=2 1 4.2 3.1 5.3 1.3 0.79 1.27 4.2 3.1 5.2 1.3 0.80 1.25
Q62393_TPD52_MOUSE Tpd52 Tumor protein D52 OS=Mus musculus GN=Tpd52 PE=1 SV=2 1 11.2 8.3 14.3 1.3 0.79 1.27 11.2 8.3 14.0 1.3 0.80 1.25
O70591_PFD2_MOUSE Pfdn2 Prefoldin subunit 2 OS=Mus musculus GN=Pfdn2 PE=2 SV=2 2 5.1 3.8 6.6 1.3 0.79 1.27 10.3 7.6 12.9 1.3 0.80 1.25
Q8C156_CND2_MOUSE Ncaph Condensin complex subunit 2 OS=Mus musculus GN=Ncaph PE=2 SV=1 21 14.1 10.5 17.9 1.3 0.79 1.27 434.7 274.6 461.7 1.6 0.94 1.06
P09103_PDIA1_MOUSE P4hb Protein disulfide-isomerase OS=Mus musculus GN=P4hb PE=1 SV=2 29 55.0 40.9 70.1 1.3 0.79 1.27 1796.6 1384.8 2328.5 1.3 0.77 1.30
Q3TJZ6_FA98A_MOUSE Fam98a Protein FAM98A OS=Mus musculus GN=Fam98a PE=2 SV=1 7 10.7 7.9 13.6 1.3 0.78 1.27 89.7 51.7 86.9 1.7 1.03 0.97
Q6PAM1_TXLNA_MOUSE Txlna Alpha-taxilin OS=Mus musculus GN=Txlna PE=2 SV=1 1 4.2 3.1 5.3 1.3 0.78 1.28 4.2 3.1 5.2 1.3 0.80 1.25
Q8R3N6_THOC1_MOUSE Thoc1 THO complex subunit 1 OS=Mus musculus GN=Thoc1 PE=1 SV=1 4 7.0 5.2 8.9 1.3 0.78 1.28 27.8 19.4 32.6 1.4 0.85 1.17
O70251_EF1B_MOUSE Eef1b Elongation factor 1-beta OS=Mus musculus GN=Eef1b PE=1 SV=5 1 26.9 20.0 34.3 1.3 0.78 1.28 26.9 20.0 33.6 1.3 0.80 1.25
Q8BYJ6_TBCD4_MOUSE Tbc1d4 TBC1 domain family member 4 OS=Mus musculus GN=Tbc1d4 PE=1 SV=2 1 6.2 4.6 7.9 1.3 0.78 1.28 6.2 4.6 7.7 1.3 0.80 1.25
Q9Z0S9_PRAF1_MOUSE Rabac1 Prenylated Rab acceptor protein 1 OS=Mus musculus GN=Rabac1 PE=1 SV=1 1 3.6 2.7 4.6 1.3 0.78 1.28 3.6 2.7 4.5 1.3 0.80 1.25
Q08639_TFDP1_MOUSE Tfdp1 Transcription factor Dp-1 OS=Mus musculus GN=Tfdp1 PE=1 SV=1 1 7.4 5.5 9.5 1.3 0.78 1.28 7.4 5.5 9.3 1.3 0.80 1.25
Q3UC65_RSRP1_MOUSE Rsrp1 Arginine/serine-rich protein 1 OS=Mus musculus GN=Rsrp1 PE=2 SV=1 1 11.3 8.5 14.5 1.3 0.78 1.28 11.3 8.5 14.2 1.3 0.80 1.25
P60605_UB2G2_MOUSE Ube2g2 Ubiquitin-conjugating enzyme E2 G2 OS=Mus musculus GN=Ube2g2 PE=1 SV=1 1 6.7 5.0 8.5 1.3 0.78 1.28 6.7 5.0 8.3 1.3 0.80 1.25
Q9WTP7_KAD3_MOUSE Ak3 GTP:AMP phosphotransferase AK3, mitochondrial OS=Mus musculus GN=Ak3 PE=1 SV=3 1 3.4 2.6 4.4 1.3 0.78 1.28 3.4 2.6 4.3 1.3 0.80 1.26
Q64131_RUNX3_MOUSE Runx3 Runt-related transcription factor 3 OS=Mus musculus GN=Runx3 PE=2 SV=3 3 5.2 3.9 6.6 1.3 0.78 1.28 16.5 14.6 24.5 1.1 0.68 1.48
Q5RL79_KTAP2_MOUSE Krtcap2 Keratinocyte-associated protein 2 OS=Mus musculus GN=Krtcap2 PE=2 SV=2 1 7.2 5.4 9.3 1.3 0.78 1.28 7.2 5.4 9.1 1.3 0.80 1.26
Q6NZR5_Q6NZR5_MOUSE Skiv2l Protein Skiv2l OS=Mus musculus GN=Skiv2l PE=1 SV=1 4 8.0 6.0 10.3 1.3 0.78 1.28 40.0 29.1 49.0 1.4 0.82 1.22
Q8JZM7_CDC73_MOUSE Cdc73 Parafibromin OS=Mus musculus GN=Cdc73 PE=2 SV=1 3 9.2 6.9 11.8 1.3 0.78 1.28 24.0 19.1 32.1 1.3 0.75 1.34
P17439_GLCM_MOUSE Gba Glucosylceramidase OS=Mus musculus GN=Gba PE=1 SV=1 1 5.5 4.1 7.1 1.3 0.78 1.28 5.5 4.1 6.9 1.3 0.79 1.26
Q6PFD9_NUP98_MOUSE Nup98 Nuclear pore complex protein Nup98-Nup96 OS=Mus musculus GN=Nup98 PE=1 SV=2 10 10.0 7.5 12.8 1.3 0.78 1.28 115.9 67.4 113.3 1.7 1.02 0.98
B2RVL6_ZCH24_MOUSE Zcchc24 Zinc finger CCHC domain-containing protein 24 OS=Mus musculus GN=Zcchc24 PE=1 SV=1 2 11.9 8.9 15.3 1.3 0.78 1.29 23.8 17.8 29.9 1.3 0.79 1.26
Q9WU78_PDC6I_MOUSE Pdcd6ip Programmed cell death 6-interacting protein OS=Mus musculus GN=Pdcd6ip PE=1 SV=3 13 11.2 8.4 14.5 1.3 0.78 1.29 292.8 134.0 225.3 2.2 1.30 0.77
P46718_PDCD2_MOUSE Pdcd2 Programmed cell death protein 2 OS=Mus musculus GN=Pdcd2 PE=2 SV=2 1 13.6 10.2 17.6 1.3 0.77 1.29 13.6 10.2 17.2 1.3 0.79 1.27
Q9DBS1_TMM43_MOUSE Tmem43 Transmembrane protein 43 OS=Mus musculus GN=Tmem43 PE=1 SV=1 4 15.2 11.4 19.6 1.3 0.77 1.29 59.5 42.5 71.4 1.4 0.83 1.20
Q8BR63_F177A_MOUSE Fam177a1 Protein FAM177A1 OS=Mus musculus GN=Fam177a1 PE=2 SV=1 1 7.0 5.3 9.0 1.3 0.77 1.29 7.0 5.3 8.8 1.3 0.79 1.27
Q923D4_SF3B5_MOUSE Sf3b5 Splicing factor 3B subunit 5 OS=Mus musculus GN=Sf3b5 PE=2 SV=1 4 13.1 9.8 16.9 1.3 0.77 1.29 112.7 90.1 151.5 1.3 0.74 1.34
Q80U70_SUZ12_MOUSE Suz12 Polycomb protein Suz12 OS=Mus musculus GN=Suz12 PE=1 SV=2 3 3.8 2.8 4.9 1.3 0.77 1.29 15.3 10.6 17.9 1.4 0.86 1.17
Q3TAS6_EMC10_MOUSE Emc10 ER membrane protein complex subunit 10 OS=Mus musculus GN=Emc10 PE=2 SV=2 1 2.9 2.2 3.8 1.3 0.77 1.29 2.9 2.2 3.7 1.3 0.79 1.27
Q9D0W5_PPIL1_MOUSE Ppil1 Peptidyl-prolyl cis-trans isomerase-like 1 OS=Mus musculus GN=Ppil1 PE=2 SV=1 3 20.5 15.5 26.7 1.3 0.77 1.30 145.1 87.1 146.4 1.7 0.99 1.01
Q7TMK6_HOOK2_MOUSE Hook2 Protein Hook homolog 2 OS=Mus musculus GN=Hook2 PE=1 SV=3 1 5.5 4.2 7.2 1.3 0.77 1.30 5.5 4.2 7.1 1.3 0.79 1.27
P40124_CAP1_MOUSE Cap1 Adenylyl cyclase-associated protein 1 OS=Mus musculus GN=Cap1 PE=1 SV=4 2 10.0 7.6 13.0 1.3 0.77 1.30 20.1 15.2 25.6 1.3 0.79 1.27
Q9QZ85_IIGP1_MOUSE Iigp1 Interferon-inducible GTPase 1 OS=Mus musculus GN=Iigp1 PE=1 SV=2 12 14.9 11.3 19.4 1.3 0.77 1.30 201.0 163.5 274.9 1.2 0.73 1.37
Q91WM3_U3IP2_MOUSE Rrp9 U3 small nucleolar RNA-interacting protein 2 OS=Mus musculus GN=Rrp9 PE=1 SV=1 7 13.2 10.0 17.1 1.3 0.77 1.30 280.9 63.2 106.2 4.4 2.64 0.38
A2AIM4_A2AIM4_MOUSE Tpm2 Tropomyosin beta chain OS=Mus musculus GN=Tpm2 PE=3 SV=1 3 13.2 10.0 17.1 1.3 0.77 1.30 42.0 30.2 50.8 1.4 0.83 1.21
P62075_TIM13_MOUSE Timm13 Mitochondrial import inner membrane translocase subunit Tim13 OS=Mus musculus GN=Timm13 PE=1 SV=11 5.7 4.3 7.4 1.3 0.77 1.30 5.7 4.3 7.3 1.3 0.78 1.28
P43274_H14_MOUSE Hist1h1e Histone H1.4 OS=Mus musculus GN=Hist1h1e PE=1 SV=2 11 17.5 13.3 22.7 1.3 0.77 1.30 4496.3 2470.1 4153.4 1.8 1.08 0.92
Q8VIJ6_SFPQ_MOUSE Sfpq Splicing factor, proline- and glutamine-rich OS=Mus musculus GN=Sfpq PE=1 SV=1 7 31.2 23.6 40.5 1.3 0.77 1.30 246.7 166.2 279.5 1.5 0.88 1.13
P47758_SRPRB_MOUSE Srprb Signal recognition particle receptor subunit beta OS=Mus musculus GN=Srprb PE=1 SV=1 5 12.5 9.5 16.2 1.3 0.77 1.30 65.7 45.4 76.4 1.4 0.86 1.16
Q4VBE8_WDR18_MOUSE Wdr18 WD repeat-containing protein 18 OS=Mus musculus GN=Wdr18 PE=1 SV=1 11 21.1 16.0 27.5 1.3 0.77 1.30 391.0 192.0 322.9 2.0 1.21 0.83
Q60716_P4HA2_MOUSE P4ha2 Prolyl 4-hydroxylase subunit alpha-2 OS=Mus musculus GN=P4ha2 PE=1 SV=1 7 5.0 3.8 6.5 1.3 0.77 1.30 39.5 31.5 53.0 1.3 0.75 1.34
Q9JHS9_CWC15_MOUSE Cwc15 Spliceosome-associated protein CWC15 homolog OS=Mus musculus GN=Cwc15 PE=1 SV=1 7 10.1 7.6 13.1 1.3 0.77 1.30 130.2 81.3 136.8 1.6 0.95 1.05
Q9Z2F2_OASL2_MOUSE Oasl2 2'-5'-oligoadenylate synthase-like protein 2 OS=Mus musculus GN=Oasl2 PE=1 SV=2 27 28.9 22.0 37.7 1.3 0.77 1.30 786.3 668.2 1123.5 1.2 0.70 1.43
Q8BIZ6_SNIP1_MOUSE Snip1 Smad nuclear-interacting protein 1 OS=Mus musculus GN=Snip1 PE=1 SV=1 1 23.3 17.7 30.3 1.3 0.77 1.30 23.3 17.7 29.7 1.3 0.78 1.28
Q99KI3_EMC3_MOUSE Emc3 ER membrane protein complex subunit 3 OS=Mus musculus GN=Emc3 PE=2 SV=3 3 7.6 5.8 9.9 1.3 0.77 1.31 24.0 17.6 29.5 1.4 0.81 1.23
O08579_EMD_MOUSE Emd Emerin OS=Mus musculus GN=Emd PE=1 SV=1 3 13.4 10.2 17.5 1.3 0.77 1.31 41.0 29.8 50.1 1.4 0.82 1.22
Q9CQU5_ZWINT_MOUSE Zwint ZW10 interactor OS=Mus musculus GN=Zwint PE=2 SV=1 1 4.9 3.8 6.5 1.3 0.76 1.31 4.9 3.8 6.3 1.3 0.78 1.28
P62342_SELT_MOUSE Selt Selenoprotein T OS=Mus musculus GN=Selt PE=2 SV=2 1 4.9 3.7 6.4 1.3 0.76 1.31 4.9 3.7 6.3 1.3 0.78 1.28
P18760_COF1_MOUSE Cfl1 Cofilin-1 OS=Mus musculus GN=Cfl1 PE=1 SV=3 4 14.2 10.9 18.6 1.3 0.76 1.31 62.0 43.3 72.8 1.4 0.85 1.18
Q9WV30_NFAT5_MOUSE Nfat5 Nuclear factor of activated T-cells 5 OS=Mus musculus GN=Nfat5 PE=1 SV=2 3 7.2 5.5 9.4 1.3 0.76 1.31 16.9 19.3 32.5 0.9 0.52 1.93
E9PYL2_E9PYL2_MOUSE Prr12 Protein Prr12 OS=Mus musculus GN=Prr12 PE=1 SV=1 4 5.1 3.9 6.7 1.3 0.76 1.31 20.2 16.1 27.0 1.3 0.75 1.34
Q9JKR6_HYOU1_MOUSE Hyou1 Hypoxia up-regulated protein 1 OS=Mus musculus GN=Hyou1 PE=1 SV=1 3 10.2 7.8 13.3 1.3 0.76 1.31 27.9 23.6 39.7 1.2 0.70 1.42
P07356_ANXA2_MOUSE Anxa2 Annexin A2 OS=Mus musculus GN=Anxa2 PE=1 SV=2 26 23.6 18.1 31.0 1.3 0.76 1.31 1426.3 705.2 1185.8 2.0 1.20 0.83
P46467_VPS4B_MOUSE Vps4b Vacuolar protein sorting-associated protein 4B OS=Mus musculus GN=Vps4b PE=1 SV=2 1 18.1 13.9 23.8 1.3 0.76 1.31 18.1 13.9 23.3 1.3 0.78 1.29
Q9Z1J3_NFS1_MOUSE Nfs1 Cysteine desulfurase, mitochondrial OS=Mus musculus GN=Nfs1 PE=2 SV=3 1 5.2 4.0 6.8 1.3 0.76 1.31 5.2 4.0 6.7 1.3 0.78 1.29
P14404_EVI1_MOUSE Mecom MDS1 and EVI1 complex locus protein EVI1 OS=Mus musculus GN=Mecom PE=1 SV=1 4 10.2 7.8 13.4 1.3 0.76 1.31 44.1 38.1 64.1 1.2 0.69 1.46
Q9CR51_VATG1_MOUSE Atp6v1g1 V-type proton ATPase subunit G 1 OS=Mus musculus GN=Atp6v1g1 PE=2 SV=3 1 3.2 2.5 4.3 1.3 0.76 1.32 3.2 2.5 4.2 1.3 0.77 1.29
Q811S7_UBIP1_MOUSE Ubp1 Upstream-binding protein 1 OS=Mus musculus GN=Ubp1 PE=1 SV=1 2 11.6 8.9 15.3 1.3 0.76 1.32 23.2 17.8 30.0 1.3 0.77 1.29
Q8R0J7_VP37B_MOUSE Vps37b Vacuolar protein sorting-associated protein 37B OS=Mus musculus GN=Vps37b PE=2 SV=1 2 5.8 4.4 7.6 1.3 0.76 1.32 11.5 8.9 15.0 1.3 0.77 1.29
E9Q634_MYO1E_MOUSE Myo1e Unconventional myosin-Ie OS=Mus musculus GN=Myo1e PE=1 SV=1 11 14.4 11.1 19.1 1.3 0.76 1.32 209.3 119.9 201.6 1.7 1.04 0.96
Q63932_MP2K2_MOUSE Map2k2 Dual specificity mitogen-activated protein kinase kinase 2 OS=Mus musculus GN=Map2k2 PE=1 SV=2 2 7.7 6.0 10.2 1.3 0.75 1.33 15.4 11.9 20.1 1.3 0.77 1.30
Q9JMH9_MY18A_MOUSE Myo18a Unconventional myosin-XVIIIa OS=Mus musculus GN=Myo18a PE=1 SV=2 62 20.8 16.1 27.6 1.3 0.75 1.33 1735.6 1227.4 2063.9 1.4 0.84 1.19
Q61398_PCOC1_MOUSE Pcolce Procollagen C-endopeptidase enhancer 1 OS=Mus musculus GN=Pcolce PE=1 SV=2 2 5.9 4.6 7.9 1.3 0.75 1.33 11.9 9.2 15.6 1.3 0.76 1.31
Q9WUU9_GANP_MOUSE Mcm3ap Germinal-center associated nuclear protein OS=Mus musculus GN=Mcm3ap PE=1 SV=2 2 5.4 4.2 7.2 1.3 0.75 1.33 10.7 8.4 14.0 1.3 0.76 1.31
P13595_NCAM1_MOUSE Ncam1 Neural cell adhesion molecule 1 OS=Mus musculus GN=Ncam1 PE=1 SV=3 3 7.9 6.2 10.6 1.3 0.75 1.33 24.2 20.2 34.0 1.2 0.71 1.41
Q8BHS3_RBM22_MOUSE Rbm22 Pre-mRNA-splicing factor RBM22 OS=Mus musculus GN=Rbm22 PE=1 SV=1 8 39.9 31.1 53.3 1.3 0.75 1.34 392.1 278.4 468.1 1.4 0.84 1.19
Q9D8N2_FA45A_MOUSE Fam45a Protein FAM45A OS=Mus musculus GN=Fam45a PE=2 SV=2 2 3.3 2.6 4.4 1.3 0.75 1.34 6.6 5.2 8.7 1.3 0.76 1.31
Q9CQP2_TPPC2_MOUSE Trappc2 Trafficking protein particle complex subunit 2 OS=Mus musculus GN=Trappc2 PE=1 SV=1 1 2.9 2.3 3.9 1.3 0.75 1.34 2.9 2.3 3.8 1.3 0.76 1.31
Q9JHJ0_TMOD3_MOUSE Tmod3 Tropomodulin-3 OS=Mus musculus GN=Tmod3 PE=2 SV=1 22 76.3 59.7 102.3 1.3 0.75 1.34 2199.5 1718.3 2889.4 1.3 0.76 1.31
Q8CD94_LIN52_MOUSE Lin52 Protein lin-52 homolog OS=Mus musculus GN=Lin52 PE=2 SV=1 1 4.1 3.2 5.5 1.3 0.75 1.34 4.1 3.2 5.4 1.3 0.76 1.32
P61161_ARP2_MOUSE Actr2 Actin-related protein 2 OS=Mus musculus GN=Actr2 PE=1 SV=1 10 16.3 12.7 21.8 1.3 0.74 1.34 164.7 141.1 237.3 1.2 0.69 1.44
Q8BHG9_CGBP1_MOUSE Cggbp1 CGG triplet repeat-binding protein 1 OS=Mus musculus GN=Cggbp1 PE=2 SV=1 2 18.8 14.7 25.3 1.3 0.74 1.34 37.6 29.5 49.6 1.3 0.76 1.32
Q3V1T4_P3H1_MOUSE Lepre1 Prolyl 3-hydroxylase 1 OS=Mus musculus GN=Lepre1 PE=2 SV=2 1 8.1 6.4 10.9 1.3 0.74 1.34 8.1 6.4 10.7 1.3 0.76 1.32
P14901_HMOX1_MOUSE Hmox1 Heme oxygenase 1 OS=Mus musculus GN=Hmox1 PE=1 SV=1 2 3.9 3.1 5.3 1.3 0.74 1.35 7.8 6.1 10.3 1.3 0.76 1.32
Q99KV1_DJB11_MOUSE Dnajb11 DnaJ homolog subfamily B member 11 OS=Mus musculus GN=Dnajb11 PE=1 SV=1 4 23.5 18.5 31.7 1.3 0.74 1.35 107.1 80.5 135.4 1.3 0.79 1.26
E9Q450_E9Q450_MOUSE Tpm1 Tropomyosin alpha-1 chain OS=Mus musculus GN=Tpm1 PE=3 SV=1 1 56.6 44.7 76.6 1.3 0.74 1.35 56.6 44.7 75.1 1.3 0.75 1.33
E9PZM4_CHD2_MOUSE Chd2 Chromodomain-helicase-DNA-binding protein 2 OS=Mus musculus GN=Chd2 PE=1 SV=1 5 5.7 4.5 7.7 1.3 0.74 1.35 43.3 22.9 38.5 1.9 1.12 0.89
P46978_STT3A_MOUSE Stt3a Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit STT3A OS=Mus musculus GN=Stt3a PE=1 SV=11 9.3 7.4 12.6 1.3 0.74 1.35 9.3 7.4 12.4 1.3 0.75 1.33
Q3UJB0_Q3UJB0_MOUSE Sf3b2 Protein Sf3b2 OS=Mus musculus GN=Sf3b2 PE=1 SV=1 34 22.2 17.5 30.0 1.3 0.74 1.36 1384.6 1124.7 1891.2 1.2 0.73 1.37
Q91Z67_SRGP2_MOUSE Srgap2 SLIT-ROBO Rho GTPase-activating protein 2 OS=Mus musculus GN=Srgap2 PE=1 SV=2 5 8.9 7.0 12.0 1.3 0.74 1.36 43.4 36.9 62.0 1.2 0.70 1.43
Q9CWU9_NUP37_MOUSE Nup37 Nucleoporin Nup37 OS=Mus musculus GN=Nup37 PE=2 SV=2 4 8.4 6.7 11.5 1.3 0.74 1.36 40.2 28.7 48.2 1.4 0.83 1.20
Q9ESV0_DDX24_MOUSE Ddx24 ATP-dependent RNA helicase DDX24 OS=Mus musculus GN=Ddx24 PE=1 SV=2 6 7.7 6.1 10.5 1.3 0.74 1.36 47.6 37.0 62.1 1.3 0.77 1.31
P46938_YAP1_MOUSE Yap1 Transcriptional coactivator YAP1 OS=Mus musculus GN=Yap1 PE=1 SV=2 1 3.7 3.0 5.1 1.3 0.74 1.36 3.7 3.0 5.0 1.3 0.75 1.33
Q9CWX9_DDX47_MOUSE Ddx47 Probable ATP-dependent RNA helicase DDX47 OS=Mus musculus GN=Ddx47 PE=2 SV=2 3 14.9 11.9 20.4 1.3 0.73 1.36 51.1 36.7 61.7 1.4 0.83 1.21
P70336_ROCK2_MOUSE Rock2 Rho-associated protein kinase 2 OS=Mus musculus GN=Rock2 PE=1 SV=1 2 8.1 6.4 11.1 1.3 0.73 1.36 16.2 12.9 21.7 1.3 0.75 1.34
Q8VEM8_MPCP_MOUSE Slc25a3 Phosphate carrier protein, mitochondrial OS=Mus musculus GN=Slc25a3 PE=1 SV=1 8 11.9 9.5 16.3 1.3 0.73 1.37 142.4 90.8 152.7 1.6 0.93 1.07
Q01853_TERA_MOUSE Vcp Transitional endoplasmic reticulum ATPase OS=Mus musculus GN=Vcp PE=1 SV=4 16 19.2 15.4 26.3 1.3 0.73 1.37 353.5 282.3 474.7 1.3 0.74 1.34
Q8BM75_ARI5B_MOUSE Arid5b AT-rich interactive domain-containing protein 5B OS=Mus musculus GN=Arid5b PE=1 SV=3 1 3.9 3.1 5.4 1.3 0.73 1.37 3.9 3.1 5.3 1.3 0.74 1.34
P12023_A4_MOUSE App Amyloid beta A4 protein OS=Mus musculus GN=App PE=1 SV=3 1 4.7 3.8 6.5 1.3 0.73 1.37 4.7 3.8 6.4 1.3 0.74 1.34
Q9QXA5_LSM4_MOUSE Lsm4 U6 snRNA-associated Sm-like protein LSm4 OS=Mus musculus GN=Lsm4 PE=2 SV=1 1 7.9 6.3 10.9 1.3 0.73 1.37 7.9 6.3 10.6 1.3 0.74 1.34
P60898_RPB9_MOUSE Polr2i DNA-directed RNA polymerase II subunit RPB9 OS=Mus musculus GN=Polr2i PE=2 SV=1 2 36.0 28.7 49.3 1.3 0.73 1.37 71.9 57.5 96.7 1.3 0.74 1.34
Q8CGB3_UACA_MOUSE Uaca Uveal autoantigen with coiled-coil domains and ankyrin repeats OS=Mus musculus GN=Uaca PE=1 SV=2 1 8.1 6.5 11.1 1.3 0.73 1.37 8.1 6.5 10.9 1.3 0.74 1.34
O70126_AURKB_MOUSE Aurkb Aurora kinase B OS=Mus musculus GN=Aurkb PE=1 SV=2 1 10.2 8.2 14.0 1.3 0.73 1.37 10.2 8.2 13.7 1.3 0.74 1.34
Q3U1G5_I20L2_MOUSE Isg20l2 Interferon-stimulated 20 kDa exonuclease-like 2 OS=Mus musculus GN=Isg20l2 PE=2 SV=2 3 7.8 6.3 10.7 1.2 0.73 1.37 47.6 24.4 41.0 2.0 1.16 0.86
Q9ERR7_SEP15_MOUSE 15-Sep 15 kDa selenoprotein OS=Mus musculus GN=Sep15 PE=1 SV=3 3 25.0 20.0 34.3 1.2 0.73 1.37 81.3 55.7 93.7 1.5 0.87 1.15
Q9CRD2_EMC2_MOUSE Emc2 ER membrane protein complex subunit 2 OS=Mus musculus GN=Emc2 PE=2 SV=1 1 20.1 16.1 27.7 1.2 0.73 1.38 20.1 16.1 27.1 1.2 0.74 1.35



Q8BGD9_IF4B_MOUSE Eif4b Eukaryotic translation initiation factor 4B OS=Mus musculus GN=Eif4b PE=1 SV=1 1 4.1 3.3 5.6 1.2 0.72 1.38 4.1 3.3 5.5 1.2 0.74 1.35
Q66JX5_FR1OP_MOUSE Fgfr1op FGFR1 oncogene partner OS=Mus musculus GN=Fgfr1op PE=1 SV=1 1 6.7 5.4 9.3 1.2 0.72 1.38 6.7 5.4 9.1 1.2 0.74 1.35
Q9Z204_HNRPC_MOUSE Hnrnpc Heterogeneous nuclear ribonucleoproteins C1/C2 OS=Mus musculus GN=Hnrnpc PE=1 SV=1 38 80.9 65.2 111.8 1.2 0.72 1.38 7574.1 5580.0 9382.6 1.4 0.81 1.24
Q6JPI3_MD13L_MOUSE Med13l Mediator of RNA polymerase II transcription subunit 13-like OS=Mus musculus GN=Med13l PE=2 SV=2 2 16.5 13.3 22.8 1.2 0.72 1.38 33.0 26.6 44.8 1.2 0.74 1.36
P16460_ASSY_MOUSE Ass1 Argininosuccinate synthase OS=Mus musculus GN=Ass1 PE=1 SV=1 2 4.6 3.7 6.3 1.2 0.72 1.38 9.1 7.4 12.4 1.2 0.74 1.36
Q9DBF7_CWC25_MOUSE Cwc25 Pre-mRNA-splicing factor CWC25 homolog OS=Mus musculus GN=Cwc25 PE=2 SV=2 7 30.1 24.3 41.7 1.2 0.72 1.38 202.6 160.5 269.9 1.3 0.75 1.33
Q8CGI1_F193A_MOUSE Fam193a Protein FAM193A OS=Mus musculus GN=Fam193a PE=2 SV=2 1 7.5 6.1 10.4 1.2 0.72 1.39 7.5 6.1 10.2 1.2 0.73 1.37
E9Q5F9_SETD2_MOUSE Setd2 Histone-lysine N-methyltransferase SETD2 OS=Mus musculus GN=Setd2 PE=1 SV=1 10 8.4 6.8 11.7 1.2 0.72 1.39 101.5 70.8 119.1 1.4 0.85 1.17
Q61245_COBA1_MOUSE Col11a1 Collagen alpha-1(XI) chain OS=Mus musculus GN=Col11a1 PE=1 SV=2 2 10.5 8.6 14.7 1.2 0.72 1.40 21.1 17.1 28.8 1.2 0.73 1.37
P12382_PFKAL_MOUSE Pfkl ATP-dependent 6-phosphofructokinase, liver type OS=Mus musculus GN=Pfkl PE=1 SV=4 2 5.6 4.6 7.8 1.2 0.72 1.40 11.2 9.1 15.4 1.2 0.73 1.37
Q8VHK9_DHX36_MOUSE Dhx36 ATP-dependent RNA helicase DHX36 OS=Mus musculus GN=Dhx36 PE=1 SV=2 11 6.9 5.7 9.7 1.2 0.72 1.40 113.5 70.8 119.0 1.6 0.95 1.05
A2AU61_A2AU61_MOUSE Raly RNA-binding protein Raly (Fragment) OS=Mus musculus GN=Raly PE=1 SV=1 2 94.2 76.9 131.9 1.2 0.71 1.40 188.3 153.9 258.7 1.2 0.73 1.37
Q921N6_DDX27_MOUSE Ddx27 Probable ATP-dependent RNA helicase DDX27 OS=Mus musculus GN=Ddx27 PE=1 SV=3 1 7.1 5.8 9.9 1.2 0.71 1.40 7.1 5.8 9.7 1.2 0.73 1.37
P62814_VATB2_MOUSE Atp6v1b2 V-type proton ATPase subunit B, brain isoform OS=Mus musculus GN=Atp6v1b2 PE=1 SV=1 2 3.6 2.9 5.1 1.2 0.71 1.40 7.2 5.9 9.9 1.2 0.73 1.38
Q63918_SDPR_MOUSE Sdpr Serum deprivation-response protein OS=Mus musculus GN=Sdpr PE=1 SV=3 9 25.5 20.9 35.8 1.2 0.71 1.40 229.9 160.1 269.2 1.4 0.85 1.17
G5E8K5_ANK3_MOUSE Ank3 Ankyrin-3 OS=Mus musculus GN=Ank3 PE=1 SV=1 6 5.6 4.6 7.8 1.2 0.71 1.41 33.9 27.6 46.4 1.2 0.73 1.37
P47754_CAZA2_MOUSE Capza2 F-actin-capping protein subunit alpha-2 OS=Mus musculus GN=Capza2 PE=1 SV=3 12 30.7 25.2 43.2 1.2 0.71 1.41 621.0 503.8 847.1 1.2 0.73 1.36
O54784_DAPK3_MOUSE Dapk3 Death-associated protein kinase 3 OS=Mus musculus GN=Dapk3 PE=1 SV=1 1 11.7 9.6 16.5 1.2 0.71 1.41 11.7 9.6 16.2 1.2 0.72 1.38
Q99LT0_DPY30_MOUSE Dpy30 Protein dpy-30 homolog OS=Mus musculus GN=Dpy30 PE=1 SV=1 2 14.3 11.8 20.2 1.2 0.71 1.41 28.6 23.5 39.5 1.2 0.72 1.38
Q63871_RPAB4_MOUSE Polr2k DNA-directed RNA polymerases I, II, and III subunit RPABC4 OS=Mus musculus GN=Polr2k PE=2 SV=2 1 53.6 44.1 75.6 1.2 0.71 1.41 53.6 44.1 74.1 1.2 0.72 1.38
Q9CQM9_GLRX3_MOUSE Glrx3 Glutaredoxin-3 OS=Mus musculus GN=Glrx3 PE=1 SV=1 1 6.3 5.2 8.8 1.2 0.71 1.41 6.3 5.2 8.7 1.2 0.72 1.38
Q8VCQ8_Q8VCQ8_MOUSE Cald1 Caldesmon 1 OS=Mus musculus GN=Cald1 PE=1 SV=1 16 18.5 15.2 26.1 1.2 0.71 1.41 376.1 252.3 424.3 1.5 0.89 1.13
P51480_CD2A1_MOUSE Cdkn2a Cyclin-dependent kinase inhibitor 2A, isoforms 1/2 OS=Mus musculus GN=Cdkn2a PE=1 SV=2 2 10.0 8.2 14.1 1.2 0.71 1.41 20.0 16.5 27.7 1.2 0.72 1.38
Q3U7K7_Q3U7K7_MOUSE Trim21 E3 ubiquitin-protein ligase TRIM21 OS=Mus musculus GN=Trim21 PE=2 SV=1 18 49.5 40.7 69.9 1.2 0.71 1.41 1131.7 929.1 1562.2 1.2 0.72 1.38
A2BDX0_A2BDX0_MOUSE Adnp Activity-dependent neuroprotector homeobox protein OS=Mus musculus GN=Adnp PE=1 SV=1 13 8.1 6.6 11.4 1.2 0.71 1.41 119.9 103.3 173.8 1.2 0.69 1.45
P37889_FBLN2_MOUSE Fbln2 Fibulin-2 OS=Mus musculus GN=Fbln2 PE=1 SV=2 17 40.3 33.2 57.0 1.2 0.71 1.41 950.6 904.1 1520.3 1.1 0.63 1.60
P19783_COX41_MOUSE Cox4i1 Cytochrome c oxidase subunit 4 isoform 1, mitochondrial OS=Mus musculus GN=Cox4i1 PE=1 SV=2 3 7.0 5.8 9.9 1.2 0.71 1.42 20.9 17.0 28.5 1.2 0.73 1.36
Q9Z1M2_Q9Z1M2_MOUSE Irgm2 Interferon-g induced GTPase OS=Mus musculus GN=Irgm2 PE=1 SV=1 1 4.4 3.7 6.3 1.2 0.71 1.42 4.4 3.7 6.2 1.2 0.72 1.39
O09000_NCOA3_MOUSE Ncoa3 Nuclear receptor coactivator 3 OS=Mus musculus GN=Ncoa3 PE=1 SV=2 2 56.2 46.4 79.6 1.2 0.71 1.42 112.4 92.8 156.1 1.2 0.72 1.39
Q9JLV1_BAG3_MOUSE Bag3 BAG family molecular chaperone regulator 3 OS=Mus musculus GN=Bag3 PE=1 SV=2 1 9.9 8.2 14.1 1.2 0.71 1.42 9.9 8.2 13.8 1.2 0.72 1.39
Q32MW3_ACO10_MOUSE Acot10 Acyl-coenzyme A thioesterase 10, mitochondrial OS=Mus musculus GN=Acot10 PE=2 SV=1 1 4.6 3.8 6.5 1.2 0.71 1.42 4.6 3.8 6.3 1.2 0.72 1.39
Q62209_SYCP1_MOUSE Sycp1 Synaptonemal complex protein 1 OS=Mus musculus GN=Sycp1 PE=1 SV=2 1 8.2 6.8 11.6 1.2 0.70 1.42 8.2 6.8 11.4 1.2 0.72 1.39
Q9Z2Q2_KNOP1_MOUSE Knop1 Lysine-rich nucleolar protein 1 OS=Mus musculus GN=Knop1 PE=1 SV=2 2 8.7 7.2 12.4 1.2 0.70 1.42 17.4 14.5 24.3 1.2 0.72 1.39
Q8R1N0_ZN830_MOUSE Znf830 Zinc finger protein 830 OS=Mus musculus GN=Znf830 PE=1 SV=1 1 11.3 9.4 16.1 1.2 0.70 1.42 11.3 9.4 15.8 1.2 0.72 1.40
P49817_CAV1_MOUSE Cav1 Caveolin-1 OS=Mus musculus GN=Cav1 PE=1 SV=1 4 20.4 16.9 29.0 1.2 0.70 1.42 123.6 69.8 117.4 1.8 1.05 0.95
Q9CQA1_TPPC5_MOUSE Trappc5 Trafficking protein particle complex subunit 5 OS=Mus musculus GN=Trappc5 PE=1 SV=1 1 5.2 4.3 7.4 1.2 0.70 1.43 5.2 4.3 7.3 1.2 0.71 1.40
Q6P549_SHIP2_MOUSE Inppl1 Phosphatidylinositol 3,4,5-trisphosphate 5-phosphatase 2 OS=Mus musculus GN=Inppl1 PE=1 SV=1 2 9.8 8.2 14.1 1.2 0.70 1.43 19.7 16.4 27.6 1.2 0.71 1.40
Q920Q6_MSI2H_MOUSE Msi2 RNA-binding protein Musashi homolog 2 OS=Mus musculus GN=Msi2 PE=1 SV=1 5 10.9 9.1 15.6 1.2 0.70 1.43 113.3 84.0 141.2 1.3 0.80 1.25
O70439_STX7_MOUSE Stx7 Syntaxin-7 OS=Mus musculus GN=Stx7 PE=1 SV=3 3 10.0 8.4 14.4 1.2 0.70 1.44 35.3 22.0 37.1 1.6 0.95 1.05
Q9DBG6_RPN2_MOUSE Rpn2 Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit 2 OS=Mus musculus GN=Rpn2 PE=2 SV=17 16.8 14.1 24.2 1.2 0.70 1.44 145.5 98.2 165.1 1.5 0.88 1.13
O35900_LSM2_MOUSE Lsm2 U6 snRNA-associated Sm-like protein LSm2 OS=Mus musculus GN=Lsm2 PE=3 SV=1 2 6.3 5.3 9.1 1.2 0.70 1.44 12.6 10.6 17.7 1.2 0.71 1.41
E9Q166_E9Q166_MOUSE Atad2b Protein Atad2b OS=Mus musculus GN=Atad2b PE=3 SV=1 5 7.4 6.3 10.7 1.2 0.69 1.44 37.9 53.2 89.5 0.7 0.42 2.36
Q8VDF2_UHRF1_MOUSE Uhrf1 E3 ubiquitin-protein ligase UHRF1 OS=Mus musculus GN=Uhrf1 PE=1 SV=2 6 16.2 13.7 23.4 1.2 0.69 1.44 102.3 79.5 133.7 1.3 0.76 1.31
Q9Z1M8_RED_MOUSE Ik Protein Red OS=Mus musculus GN=Ik PE=1 SV=2 7 20.3 17.1 29.3 1.2 0.69 1.44 167.7 132.5 222.8 1.3 0.75 1.33
O35129_PHB2_MOUSE Phb2 Prohibitin-2 OS=Mus musculus GN=Phb2 PE=1 SV=1 8 13.6 11.5 19.7 1.2 0.69 1.45 125.2 109.3 183.8 1.1 0.68 1.47
Q6ZWX6_IF2A_MOUSE Eif2s1 Eukaryotic translation initiation factor 2 subunit 1 OS=Mus musculus GN=Eif2s1 PE=1 SV=3 9 10.7 9.1 15.5 1.2 0.69 1.45 196.9 138.7 233.2 1.4 0.84 1.18
Q505F5_LRC47_MOUSE Lrrc47 Leucine-rich repeat-containing protein 47 OS=Mus musculus GN=Lrrc47 PE=2 SV=1 3 6.7 5.6 9.6 1.2 0.69 1.45 20.6 19.2 32.2 1.1 0.64 1.57
Q8C570_RAE1L_MOUSE Rae1 mRNA export factor OS=Mus musculus GN=Rae1 PE=1 SV=1 3 12.9 10.9 18.7 1.2 0.69 1.45 41.4 34.7 58.3 1.2 0.71 1.41
Q9R207_NBN_MOUSE Nbn Nibrin OS=Mus musculus GN=Nbn PE=1 SV=1 1 4.7 4.0 6.8 1.2 0.69 1.45 4.7 4.0 6.7 1.2 0.70 1.43
Q8BZH4_POGZ_MOUSE Pogz Pogo transposable element with ZNF domain OS=Mus musculus GN=Pogz PE=2 SV=2 4 11.1 9.5 16.3 1.2 0.68 1.46 42.7 37.8 63.5 1.1 0.67 1.49
Q9QXS6_DREB_MOUSE Dbn1 Drebrin OS=Mus musculus GN=Dbn1 PE=1 SV=4 26 24.1 20.7 35.4 1.2 0.68 1.47 1038.1 842.1 1415.9 1.2 0.73 1.36
P56959_FUS_MOUSE Fus RNA-binding protein FUS OS=Mus musculus GN=Fus PE=2 SV=1 5 13.2 11.3 19.4 1.2 0.68 1.47 99.7 48.0 80.7 2.1 1.23 0.81
Q80UW8_RPAB1_MOUSE Polr2e DNA-directed RNA polymerases I, II, and III subunit RPABC1 OS=Mus musculus GN=Polr2e PE=2 SV=1 12 20.9 17.9 30.7 1.2 0.68 1.47 425.1 305.9 514.4 1.4 0.83 1.21
Q91VJ5_PQBP1_MOUSE Pqbp1 Polyglutamine-binding protein 1 OS=Mus musculus GN=Pqbp1 PE=1 SV=1 2 5.4 4.6 8.0 1.2 0.68 1.47 10.8 9.3 15.6 1.2 0.69 1.44
Q9DAW6_PRP4_MOUSE Prpf4 U4/U6 small nuclear ribonucleoprotein Prp4 OS=Mus musculus GN=Prpf4 PE=1 SV=1 7 19.3 16.6 28.4 1.2 0.68 1.47 161.4 123.6 207.8 1.3 0.78 1.29
Q9ESP1_SDF2L_MOUSE Sdf2l1 Stromal cell-derived factor 2-like protein 1 OS=Mus musculus GN=Sdf2l1 PE=2 SV=2 1 13.5 11.6 19.9 1.2 0.68 1.47 13.5 11.6 19.5 1.2 0.69 1.44
Q9QZ23_NFU1_MOUSE Nfu1 NFU1 iron-sulfur cluster scaffold homolog, mitochondrial OS=Mus musculus GN=Nfu1 PE=1 SV=2 2 10.5 9.1 15.6 1.2 0.68 1.48 21.0 18.1 30.5 1.2 0.69 1.45
Q99J72_ABEC3_MOUSE Apobec3 DNA dC->dU-editing enzyme APOBEC-3 OS=Mus musculus GN=Apobec3 PE=1 SV=2 2 20.9 18.1 31.0 1.2 0.67 1.48 41.9 36.2 60.9 1.2 0.69 1.45
Q9DB77_QCR2_MOUSE Uqcrc2 Cytochrome b-c1 complex subunit 2, mitochondrial OS=Mus musculus GN=Uqcrc2 PE=1 SV=1 2 9.4 8.2 14.0 1.2 0.67 1.49 18.8 16.4 27.5 1.2 0.69 1.46
Q6XLQ8_Q6XLQ8_MOUSE Calu Calumenin OS=Mus musculus GN=Calu PE=1 SV=1 6 36.2 31.4 53.9 1.2 0.67 1.49 435.4 368.8 620.1 1.2 0.70 1.42
Q9QYJ3_DNJB1_MOUSE Dnajb1 DnaJ homolog subfamily B member 1 OS=Mus musculus GN=Dnajb1 PE=2 SV=3 3 14.6 12.7 21.7 1.2 0.67 1.49 68.6 68.0 114.4 1.0 0.60 1.67
Q61029_LAP2B_MOUSE Tmpo Lamina-associated polypeptide 2, isoforms beta/delta/epsilon/gamma OS=Mus musculus GN=Tmpo PE=1 SV=44 17.0 14.8 25.3 1.2 0.67 1.49 68.6 60.0 100.8 1.1 0.68 1.47
Q921Y2_IMP3_MOUSE Imp3 U3 small nucleolar ribonucleoprotein protein IMP3 OS=Mus musculus GN=Imp3 PE=2 SV=1 4 7.5 6.5 11.2 1.1 0.67 1.49 73.9 54.9 92.3 1.3 0.80 1.25
Q9DBU5_RNF6_MOUSE Rnf6 E3 ubiquitin-protein ligase RNF6 OS=Mus musculus GN=Rnf6 PE=1 SV=1 1 3.7 3.2 5.5 1.1 0.67 1.49 3.7 3.2 5.4 1.1 0.68 1.47
P81117_NUCB2_MOUSE Nucb2 Nucleobindin-2 OS=Mus musculus GN=Nucb2 PE=1 SV=2 2 9.3 8.1 13.9 1.1 0.67 1.50 18.6 16.2 27.3 1.1 0.68 1.47
P35700_PRDX1_MOUSE Prdx1 Peroxiredoxin-1 OS=Mus musculus GN=Prdx1 PE=1 SV=1 5 12.4 10.8 18.5 1.1 0.67 1.50 60.9 57.4 96.6 1.1 0.63 1.59
P28653_PGS1_MOUSE Bgn Biglycan OS=Mus musculus GN=Bgn PE=2 SV=1 2 14.2 12.4 21.3 1.1 0.67 1.50 28.4 24.8 41.8 1.1 0.68 1.47
Q07813_BAX_MOUSE Bax Apoptosis regulator BAX OS=Mus musculus GN=Bax PE=1 SV=1 7 10.9 9.5 16.3 1.1 0.67 1.50 137.9 64.7 108.8 2.1 1.27 0.79
Q9WV32_ARC1B_MOUSE Arpc1b Actin-related protein 2/3 complex subunit 1B OS=Mus musculus GN=Arpc1b PE=2 SV=4 5 11.0 9.7 16.6 1.1 0.67 1.50 65.8 71.3 119.8 0.9 0.55 1.82
A2A7S8_K1522_MOUSE Kiaa1522 Uncharacterized protein KIAA1522 OS=Mus musculus GN=Kiaa1522 PE=1 SV=1 1 4.2 3.6 6.2 1.1 0.67 1.50 4.2 3.6 6.1 1.1 0.68 1.47
Q7TPR4_ACTN1_MOUSE Actn1 Alpha-actinin-1 OS=Mus musculus GN=Actn1 PE=1 SV=1 25 17.0 14.9 25.6 1.1 0.67 1.50 577.7 542.7 912.6 1.1 0.63 1.58
Q91VM5_RMXL1_MOUSE Rbmxl1 RNA binding motif protein, X-linked-like-1 OS=Mus musculus GN=Rbmxl1 PE=1 SV=1 19 100.5 88.2 151.2 1.1 0.66 1.51 2078.4 1729.5 2908.1 1.2 0.71 1.40
Q61169_GATA6_MOUSE Gata6 Transcription factor GATA-6 OS=Mus musculus GN=Gata6 PE=1 SV=3 1 8.4 7.4 12.6 1.1 0.66 1.51 8.4 7.4 12.4 1.1 0.68 1.48
Q9DB05_SNAA_MOUSE Napa Alpha-soluble NSF attachment protein OS=Mus musculus GN=Napa PE=1 SV=1 10 9.6 8.5 14.6 1.1 0.66 1.51 165.6 128.0 215.2 1.3 0.77 1.30
Q9D1G2_PMVK_MOUSE Pmvk Phosphomevalonate kinase OS=Mus musculus GN=Pmvk PE=2 SV=3 2 7.0 6.2 10.6 1.1 0.66 1.51 14.1 12.4 20.9 1.1 0.67 1.48
Q9CPW7_ZMAT2_MOUSE Zmat2 Zinc finger matrin-type protein 2 OS=Mus musculus GN=Zmat2 PE=2 SV=1 2 14.2 12.5 21.5 1.1 0.66 1.52 28.3 25.0 42.1 1.1 0.67 1.49
P18911_RARG_MOUSE Rarg Retinoic acid receptor gamma OS=Mus musculus GN=Rarg PE=1 SV=3 3 4.4 3.9 6.7 1.1 0.66 1.52 16.9 43.1 72.4 0.4 0.23 4.27
P16045_LEG1_MOUSE Lgals1 Galectin-1 OS=Mus musculus GN=Lgals1 PE=1 SV=3 2 17.3 15.3 26.3 1.1 0.66 1.52 34.6 30.7 51.6 1.1 0.67 1.49
Q9Z207_DIAP3_MOUSE Diaph3 Protein diaphanous homolog 3 OS=Mus musculus GN=Diaph3 PE=1 SV=1 1 10.7 9.5 16.4 1.1 0.65 1.53 10.7 9.5 16.0 1.1 0.67 1.50
Q9EPV8_UBL5_MOUSE Ubl5 Ubiquitin-like protein 5 OS=Mus musculus GN=Ubl5 PE=1 SV=1 1 9.6 8.6 14.7 1.1 0.65 1.53 9.6 8.6 14.4 1.1 0.67 1.50
Q3UH45_Q3UH45_MOUSE Tecpr2 Protein Tecpr2 OS=Mus musculus GN=Tecpr2 PE=1 SV=1 1 3.4 3.0 5.2 1.1 0.65 1.53 3.4 3.0 5.1 1.1 0.67 1.50
Q61329_ZFHX3_MOUSE Zfhx3 Zinc finger homeobox protein 3 OS=Mus musculus GN=Zfhx3 PE=1 SV=1 3 5.8 5.2 8.9 1.1 0.65 1.53 19.3 13.1 22.0 1.5 0.88 1.14
P41241_CSK_MOUSE Csk Tyrosine-protein kinase CSK OS=Mus musculus GN=Csk PE=1 SV=2 1 3.9 3.5 5.9 1.1 0.65 1.53 3.9 3.5 5.8 1.1 0.67 1.50
Q9EQX4_AIF1L_MOUSE Aif1l Allograft inflammatory factor 1-like OS=Mus musculus GN=Aif1l PE=2 SV=1 1 6.0 5.4 9.2 1.1 0.65 1.54 6.0 5.4 9.0 1.1 0.66 1.51
Q9DCF9_SSRG_MOUSE Ssr3 Translocon-associated protein subunit gamma OS=Mus musculus GN=Ssr3 PE=1 SV=1 1 27.4 24.6 42.2 1.1 0.65 1.54 27.4 24.6 41.4 1.1 0.66 1.51
Q4FZF3_DDX49_MOUSE Ddx49 Probable ATP-dependent RNA helicase DDX49 OS=Mus musculus GN=Ddx49 PE=2 SV=1 2 5.9 5.3 9.1 1.1 0.65 1.54 11.9 10.7 17.9 1.1 0.66 1.51
Q6PE01_SNR40_MOUSE Snrnp40 U5 small nuclear ribonucleoprotein 40 kDa protein OS=Mus musculus GN=Snrnp40 PE=2 SV=1 5 30.4 27.3 46.9 1.1 0.65 1.54 215.8 150.4 252.9 1.4 0.85 1.17
P68033_ACTC_MOUSE Actc1 Actin, alpha cardiac muscle 1 OS=Mus musculus GN=Actc1 PE=1 SV=1 1 30.3 27.3 46.9 1.1 0.65 1.55 30.3 27.3 46.0 1.1 0.66 1.52
Q8VDQ8_SIR2_MOUSE Sirt2 NAD-dependent protein deacetylase sirtuin-2 OS=Mus musculus GN=Sirt2 PE=1 SV=2 1 6.5 5.9 10.1 1.1 0.65 1.55 6.5 5.9 9.9 1.1 0.66 1.52
Q60715_P4HA1_MOUSE P4ha1 Prolyl 4-hydroxylase subunit alpha-1 OS=Mus musculus GN=P4ha1 PE=2 SV=2 20 19.1 17.2 29.5 1.1 0.65 1.55 447.5 377.6 634.9 1.2 0.70 1.42
P56135_ATPK_MOUSE Atp5j2 ATP synthase subunit f, mitochondrial OS=Mus musculus GN=Atp5j2 PE=1 SV=3 1 8.0 7.3 12.4 1.1 0.65 1.55 8.0 7.3 12.2 1.1 0.66 1.52
P62488_RPB7_MOUSE Polr2g DNA-directed RNA polymerase II subunit RPB7 OS=Mus musculus GN=Polr2g PE=2 SV=1 5 10.5 9.5 16.2 1.1 0.65 1.55 119.5 127.7 214.7 0.9 0.56 1.80
Q9CY50_SSRA_MOUSE Ssr1 Translocon-associated protein subunit alpha OS=Mus musculus GN=Ssr1 PE=1 SV=1 4 26.9 24.3 41.7 1.1 0.65 1.55 127.7 101.9 171.4 1.3 0.74 1.34
Q922M3_BACD3_MOUSE Kctd10 BTB/POZ domain-containing adapter for CUL3-mediated RhoA degradation protein 3 OS=Mus musculus GN=Kctd10 PE=1 SV=15 7.9 7.1 12.2 1.1 0.65 1.55 42.5 33.3 56.0 1.3 0.76 1.32
Q5XJE5_LEO1_MOUSE Leo1 RNA polymerase-associated protein LEO1 OS=Mus musculus GN=Leo1 PE=1 SV=2 2 10.9 9.8 16.9 1.1 0.64 1.56 21.7 19.7 33.1 1.1 0.66 1.53
O08573_LEG9_MOUSE Lgals9 Galectin-9 OS=Mus musculus GN=Lgals9 PE=1 SV=1 2 15.2 13.8 23.7 1.1 0.64 1.56 30.4 27.6 46.4 1.1 0.66 1.53
B1AY13_UBP24_MOUSE Usp24 Ubiquitin carboxyl-terminal hydrolase 24 OS=Mus musculus GN=Usp24 PE=1 SV=1 1 20.5 18.7 32.1 1.1 0.64 1.56 20.5 18.7 31.5 1.1 0.65 1.53
Q2EMV9_PAR14_MOUSE Parp14 Poly [ADP-ribose] polymerase 14 OS=Mus musculus GN=Parp14 PE=1 SV=3 22 15.6 14.2 24.4 1.1 0.64 1.57 322.7 298.1 501.2 1.1 0.64 1.55
Q8CIG8_ANM5_MOUSE Prmt5 Protein arginine N-methyltransferase 5 OS=Mus musculus GN=Prmt5 PE=1 SV=3 5 12.6 11.5 19.7 1.1 0.64 1.57 73.0 54.3 91.4 1.3 0.80 1.25
Q9D4J7_PHF6_MOUSE Phf6 PHD finger protein 6 OS=Mus musculus GN=Phf6 PE=2 SV=1 3 10.3 9.5 16.2 1.1 0.64 1.57 60.7 38.2 64.3 1.6 0.94 1.06
O35309_NMI_MOUSE Nmi N-myc-interactor OS=Mus musculus GN=Nmi PE=2 SV=1 4 16.2 14.9 25.5 1.1 0.64 1.57 60.4 52.6 88.5 1.1 0.68 1.47
Q9D898_ARP5L_MOUSE Arpc5l Actin-related protein 2/3 complex subunit 5-like protein OS=Mus musculus GN=Arpc5l PE=1 SV=1 3 20.7 19.0 32.7 1.1 0.63 1.58 73.3 58.5 98.4 1.3 0.75 1.34
Q8CFI7_RPB2_MOUSE Polr2b DNA-directed RNA polymerase II subunit RPB2 OS=Mus musculus GN=Polr2b PE=2 SV=2 24 13.8 12.7 21.8 1.1 0.63 1.58 365.7 320.1 538.2 1.1 0.68 1.47
Q9JJI8_RL38_MOUSE Rpl38 60S ribosomal protein L38 OS=Mus musculus GN=Rpl38 PE=2 SV=3 2 51.9 47.8 82.0 1.1 0.63 1.58 103.8 95.7 160.9 1.1 0.65 1.55
Q78WZ7_RPA43_MOUSE Twistnb DNA-directed RNA polymerase I subunit RPA43 OS=Mus musculus GN=Twistnb PE=1 SV=1 2 5.7 5.2 9.0 1.1 0.63 1.58 11.3 10.5 17.6 1.1 0.64 1.55
P47738_ALDH2_MOUSE Aldh2 Aldehyde dehydrogenase, mitochondrial OS=Mus musculus GN=Aldh2 PE=1 SV=1 3 6.5 6.0 10.3 1.1 0.63 1.58 22.6 27.1 45.6 0.8 0.49 2.02
Q8K120_NFAC4_MOUSE Nfatc4 Nuclear factor of activated T-cells, cytoplasmic 4 OS=Mus musculus GN=Nfatc4 PE=1 SV=2 1 8.3 7.7 13.2 1.1 0.63 1.59 8.3 7.7 13.0 1.1 0.64 1.56
Q9QZH3_PPIE_MOUSE Ppie Peptidyl-prolyl cis-trans isomerase E OS=Mus musculus GN=Ppie PE=2 SV=2 6 17.3 16.0 27.5 1.1 0.63 1.59 136.7 191.1 321.3 0.7 0.43 2.35
Q920S3_GATD1_MOUSE Gatad1 GATA zinc finger domain-containing protein 1 OS=Mus musculus GN=Gatad1 PE=2 SV=2 2 8.4 7.8 13.4 1.1 0.63 1.59 16.8 15.6 26.2 1.1 0.64 1.56
Q60596_XRCC1_MOUSE Xrcc1 DNA repair protein XRCC1 OS=Mus musculus GN=Xrcc1 PE=1 SV=2 1 8.7 8.1 13.9 1.1 0.62 1.60 8.7 8.1 13.7 1.1 0.64 1.57
Q5SYD0_MYO1D_MOUSE Myo1d Unconventional myosin-Id OS=Mus musculus GN=Myo1d PE=1 SV=1 10 9.1 8.6 14.7 1.1 0.62 1.61 135.4 93.0 156.3 1.5 0.87 1.15
Q5RKN9_Q5RKN9_MOUSE Capza1 Capping protein (Actin filament) muscle Z-line, alpha 1 OS=Mus musculus GN=Capza1 PE=1 SV=1 12 12.4 11.6 19.9 1.1 0.62 1.61 306.5 248.3 417.5 1.2 0.73 1.36
Q8VHH5_AGAP3_MOUSE Agap3 Arf-GAP with GTPase, ANK repeat and PH domain-containing protein 3 OS=Mus musculus GN=Agap3 PE=1 SV=12 3.0 2.9 4.9 1.1 0.62 1.61 6.1 5.7 9.6 1.1 0.63 1.58
A2AMW0_A2AMW0_MOUSE Capzb Capping protein (Actin filament) muscle Z-line, beta, isoform CRA_a OS=Mus musculus GN=Capzb PE=1 SV=121 25.4 24.0 41.1 1.1 0.62 1.62 1005.3 794.7 1336.3 1.3 0.75 1.33
P57780_ACTN4_MOUSE Actn4 Alpha-actinin-4 OS=Mus musculus GN=Actn4 PE=1 SV=1 15 17.5 16.5 28.3 1.1 0.62 1.62 267.6 255.8 430.1 1.0 0.62 1.61
Q71FD7_FBLI1_MOUSE Fblim1 Filamin-binding LIM protein 1 OS=Mus musculus GN=Fblim1 PE=1 SV=2 1 4.6 4.3 7.4 1.1 0.62 1.62 4.6 4.3 7.3 1.1 0.63 1.59
Q62231_SIX1_MOUSE Six1 Homeobox protein SIX1 OS=Mus musculus GN=Six1 PE=1 SV=2 2 5.9 5.6 9.6 1.1 0.62 1.62 11.8 11.2 18.8 1.1 0.63 1.59
P30412_PPIC_MOUSE Ppic Peptidyl-prolyl cis-trans isomerase C OS=Mus musculus GN=Ppic PE=1 SV=1 2 10.3 9.7 16.7 1.1 0.62 1.62 20.6 19.5 32.8 1.1 0.63 1.59
Q9JIH2_NUP50_MOUSE Nup50 Nuclear pore complex protein Nup50 OS=Mus musculus GN=Nup50 PE=1 SV=3 1 9.5 9.0 15.5 1.1 0.61 1.63 9.5 9.0 15.2 1.1 0.63 1.59
D3YWT1_D3YWT1_MOUSE Hnrnph3 MCG11326, isoform CRA_b OS=Mus musculus GN=Hnrnph3 PE=4 SV=1 5 18.0 17.2 29.5 1.0 0.61 1.64 80.5 86.0 144.6 0.9 0.56 1.80
Q922G2_FA76A_MOUSE Fam76a Protein FAM76A OS=Mus musculus GN=Fam76a PE=2 SV=1 1 7.8 7.5 12.9 1.0 0.61 1.65 7.8 7.5 12.6 1.0 0.62 1.61
Q9D7S9_CHMP5_MOUSE Chmp5 Charged multivesicular body protein 5 OS=Mus musculus GN=Chmp5 PE=2 SV=1 1 3.4 3.3 5.6 1.0 0.61 1.65 3.4 3.3 5.5 1.0 0.62 1.61
A2BDX3_MOCS3_MOUSE Mocs3 Adenylyltransferase and sulfurtransferase MOCS3 OS=Mus musculus GN=Mocs3 PE=2 SV=1 2 255.0 244.9 419.9 1.0 0.61 1.65 510.0 489.7 823.5 1.0 0.62 1.61
Q3UXZ9_KDM5A_MOUSE Kdm5a Lysine-specific demethylase 5A OS=Mus musculus GN=Kdm5a PE=1 SV=2 5 6.5 6.3 10.7 1.0 0.61 1.65 35.0 28.2 47.3 1.2 0.74 1.35
Q99JY9_ARP3_MOUSE Actr3 Actin-related protein 3 OS=Mus musculus GN=Actr3 PE=1 SV=3 9 19.6 18.9 32.4 1.0 0.61 1.65 157.3 168.9 284.0 0.9 0.55 1.80
P43275_H11_MOUSE Hist1h1a Histone H1.1 OS=Mus musculus GN=Hist1h1a PE=1 SV=2 15 38.0 36.7 62.9 1.0 0.60 1.65 5631.2 3305.0 5557.3 1.7 1.01 0.99
Q61151_2A5E_MOUSE Ppp2r5e Serine/threonine-protein phosphatase 2A 56 kDa regulatory subunit epsilon isoform OS=Mus musculus GN=Ppp2r5e PE=2 SV=31 6.8 6.5 11.2 1.0 0.60 1.66 6.8 6.5 11.0 1.0 0.61 1.63
Q8VBX6_MPDZ_MOUSE Mpdz Multiple PDZ domain protein OS=Mus musculus GN=Mpdz PE=1 SV=2 3 5.9 5.7 9.7 1.0 0.60 1.66 21.2 17.4 29.3 1.2 0.72 1.38
Q80Y14_GLRX5_MOUSE Glrx5 Glutaredoxin-related protein 5, mitochondrial OS=Mus musculus GN=Glrx5 PE=1 SV=2 1 5.8 5.6 9.6 1.0 0.60 1.67 5.8 5.6 9.4 1.0 0.61 1.63
Q62504_MINT_MOUSE Spen Msx2-interacting protein OS=Mus musculus GN=Spen PE=1 SV=2 3 12.2 11.9 20.5 1.0 0.60 1.67 62.8 39.9 67.1 1.6 0.94 1.07
G3UYI6_G3UYI6_MOUSE A930009A15Rik Protein A930009A15Rik OS=Mus musculus GN=A930009A15Rik PE=4 SV=1 1 3.2 3.1 5.3 1.0 0.60 1.68 3.2 3.1 5.2 1.0 0.61 1.65
A2RTL5_RSRC2_MOUSE Rsrc2 Arginine/serine-rich coiled-coil protein 2 OS=Mus musculus GN=Rsrc2 PE=2 SV=1 7 26.7 26.1 44.7 1.0 0.60 1.68 166.8 156.6 263.4 1.1 0.63 1.58
Q8R1F6_HID1_MOUSE Hid1 Protein HID1 OS=Mus musculus GN=Hid1 PE=1 SV=1 1 3.1 3.0 5.2 1.0 0.60 1.68 3.1 3.0 5.1 1.0 0.61 1.65
Q91VJ4_STK38_MOUSE Stk38 Serine/threonine-protein kinase 38 OS=Mus musculus GN=Stk38 PE=1 SV=1 13 12.2 12.1 20.7 1.0 0.59 1.69 160.5 155.0 260.7 1.0 0.62 1.62
P55302_AMRP_MOUSE Lrpap1 Alpha-2-macroglobulin receptor-associated protein OS=Mus musculus GN=Lrpap1 PE=1 SV=1 2 6.1 6.0 10.4 1.0 0.59 1.70 12.2 12.1 20.3 1.0 0.60 1.67
P09450_JUNB_MOUSE Junb Transcription factor jun-B OS=Mus musculus GN=Junb PE=1 SV=1 2 15.2 15.1 25.8 1.0 0.59 1.70 30.4 30.1 50.7 1.0 0.60 1.67
Q6RT24_CENPE_MOUSE Cenpe Centromere-associated protein E OS=Mus musculus GN=Cenpe PE=1 SV=1 1 2.5 2.5 4.3 1.0 0.58 1.71 2.5 2.5 4.2 1.0 0.60 1.68
Q6PEB6_PHOCN_MOUSE Mob4 MOB-like protein phocein OS=Mus musculus GN=Mob4 PE=1 SV=1 1 5.3 5.3 9.1 1.0 0.58 1.71 5.3 5.3 8.9 1.0 0.59 1.68
Q91VR2_ATPG_MOUSE Atp5c1 ATP synthase subunit gamma, mitochondrial OS=Mus musculus GN=Atp5c1 PE=1 SV=1 1 15.2 15.2 26.0 1.0 0.58 1.71 15.2 15.2 25.5 1.0 0.59 1.68
P60060_SC61G_MOUSE Sec61g Protein transport protein Sec61 subunit gamma OS=Mus musculus GN=Sec61g PE=2 SV=1 1 12.8 12.8 21.9 1.0 0.58 1.71 12.8 12.8 21.5 1.0 0.59 1.68
Q6ZPL9_DDX55_MOUSE Ddx55 ATP-dependent RNA helicase DDX55 OS=Mus musculus GN=Ddx55 PE=1 SV=2 1 3.2 3.2 5.4 1.0 0.58 1.71 3.2 3.2 5.3 1.0 0.59 1.68
Q922H9_ZN330_MOUSE Znf330 Zinc finger protein 330 OS=Mus musculus GN=Znf330 PE=2 SV=1 1 10.7 10.7 18.4 1.0 0.58 1.71 10.7 10.7 18.0 1.0 0.59 1.68
D3YXK1_SAMD1_MOUSE Samd1 Atherin OS=Mus musculus GN=Samd1 PE=1 SV=1 1 5.3 5.3 9.1 1.0 0.58 1.71 5.3 5.3 9.0 1.0 0.59 1.68
Q9DB42_ZN593_MOUSE Znf593 Zinc finger protein 593 OS=Mus musculus GN=Znf593 PE=2 SV=2 1 8.6 8.6 14.7 1.0 0.58 1.72 8.6 8.6 14.4 1.0 0.59 1.68
Q61183_PAPOA_MOUSE Papola Poly(A) polymerase alpha OS=Mus musculus GN=Papola PE=1 SV=4 2 4.8 4.9 8.3 1.0 0.58 1.72 9.7 9.7 16.3 1.0 0.59 1.69
Q9CWZ3_RBM8A_MOUSE Rbm8a RNA-binding protein 8A OS=Mus musculus GN=Rbm8a PE=1 SV=3 7 17.2 17.3 29.7 1.0 0.58 1.73 468.4 247.1 415.4 1.9 1.13 0.89
O35465_FKBP8_MOUSE Fkbp8 Peptidyl-prolyl cis-trans isomerase FKBP8 OS=Mus musculus GN=Fkbp8 PE=1 SV=2 1 5.3 5.3 9.2 1.0 0.58 1.73 5.3 5.3 9.0 1.0 0.59 1.69
Q9DBE7_Q9DBE7_MOUSE Stau1 Double-stranded RNA-binding protein Staufen homolog 1 OS=Mus musculus GN=Stau1 PE=2 SV=1 9 18.0 18.2 31.2 1.0 0.58 1.73 185.6 149.1 250.6 1.2 0.74 1.35
P01887_B2MG_MOUSE B2m Beta-2-microglobulin OS=Mus musculus GN=B2m PE=1 SV=2 3 28.9 29.2 50.0 1.0 0.58 1.73 121.5 115.6 194.3 1.1 0.63 1.60
P62960_YBOX1_MOUSE Ybx1 Nuclease-sensitive element-binding protein 1 OS=Mus musculus GN=Ybx1 PE=1 SV=3 17 57.3 58.0 99.4 1.0 0.58 1.73 2190.6 1978.4 3326.7 1.1 0.66 1.52
Q9D8C4_IN35_MOUSE Ifi35 Interferon-induced 35 kDa protein homolog OS=Mus musculus GN=Ifi35 PE=2 SV=3 3 10.6 10.7 18.4 1.0 0.58 1.74 35.2 36.6 61.5 1.0 0.57 1.75
Q8C1S0_MED19_MOUSE Med19 Mediator of RNA polymerase II transcription subunit 19 OS=Mus musculus GN=Med19 PE=1 SV=1 2 5.6 5.7 9.7 1.0 0.58 1.74 11.2 11.3 19.1 1.0 0.59 1.70
P27048_RSMB_MOUSE Snrpb Small nuclear ribonucleoprotein-associated protein B OS=Mus musculus GN=Snrpb PE=1 SV=1 16 24.5 24.9 42.7 1.0 0.57 1.74 1012.9 697.8 1173.3 1.5 0.86 1.16
Q62433_NDRG1_MOUSE Ndrg1 Protein NDRG1 OS=Mus musculus GN=Ndrg1 PE=1 SV=1 3 8.6 8.8 15.0 1.0 0.57 1.74 35.8 21.7 36.5 1.6 0.98 1.02
Q9D7M8_RPB4_MOUSE Polr2d DNA-directed RNA polymerase II subunit RPB4 OS=Mus musculus GN=Polr2d PE=2 SV=2 6 15.4 15.7 26.9 1.0 0.57 1.75 132.1 124.1 208.6 1.1 0.63 1.58
Q08943_SSRP1_MOUSE Ssrp1 FACT complex subunit SSRP1 OS=Mus musculus GN=Ssrp1 PE=1 SV=2 5 12.6 12.8 22.0 1.0 0.57 1.75 55.7 77.9 131.0 0.7 0.43 2.35
Q8BYK6_YTHD3_MOUSE Ythdf3 YTH domain-containing family protein 3 OS=Mus musculus GN=Ythdf3 PE=1 SV=2 11 16.1 16.4 28.2 1.0 0.57 1.76 188.8 181.6 305.3 1.0 0.62 1.62



Q9DBZ1_IKIP_MOUSE Ikbip Inhibitor of nuclear factor kappa-B kinase-interacting protein OS=Mus musculus GN=Ikbip PE=2 SV=2 1 7.6 7.8 13.4 1.0 0.57 1.76 7.6 7.8 13.1 1.0 0.58 1.72
Q9DB20_ATPO_MOUSE Atp5o ATP synthase subunit O, mitochondrial OS=Mus musculus GN=Atp5o PE=1 SV=1 1 5.4 5.6 9.6 1.0 0.57 1.76 5.4 5.6 9.4 1.0 0.58 1.72
G3X959_G3X959_MOUSE Pphln1 Periphilin 1, isoform CRA_a OS=Mus musculus GN=Pphln1 PE=1 SV=1 5 25.3 26.2 44.9 1.0 0.56 1.78 151.4 119.7 201.3 1.3 0.75 1.33
O35130_NEP1_MOUSE Emg1 Ribosomal RNA small subunit methyltransferase NEP1 OS=Mus musculus GN=Emg1 PE=2 SV=1 5 6.1 6.3 10.8 1.0 0.56 1.78 34.2 30.1 50.6 1.1 0.68 1.48
Q9Z1Q5_CLIC1_MOUSE Clic1 Chloride intracellular channel protein 1 OS=Mus musculus GN=Clic1 PE=1 SV=3 1 3.6 3.8 6.4 1.0 0.56 1.78 3.6 3.8 6.3 1.0 0.57 1.75
Q64012_RALY_MOUSE Raly RNA-binding protein Raly OS=Mus musculus GN=Raly PE=1 SV=3 34 31.2 32.5 55.6 1.0 0.56 1.79 3130.7 2959.2 4975.9 1.1 0.63 1.59
Q8R081_HNRPL_MOUSE Hnrnpl Heterogeneous nuclear ribonucleoprotein L OS=Mus musculus GN=Hnrnpl PE=1 SV=2 19 13.3 13.9 23.8 1.0 0.56 1.79 310.5 296.7 498.9 1.0 0.62 1.61
Q9JM76_ARPC3_MOUSE Arpc3 Actin-related protein 2/3 complex subunit 3 OS=Mus musculus GN=Arpc3 PE=1 SV=3 9 9.3 9.7 16.7 1.0 0.56 1.80 146.0 124.7 209.6 1.2 0.70 1.44
Q921F2_TADBP_MOUSE Tardbp TAR DNA-binding protein 43 OS=Mus musculus GN=Tardbp PE=1 SV=1 30 31.8 33.5 57.4 0.9 0.55 1.81 4122.3 4257.2 7158.3 1.0 0.58 1.74
P20152_VIME_MOUSE Vim Vimentin OS=Mus musculus GN=Vim PE=1 SV=3 61 29.2 30.8 52.7 0.9 0.55 1.81 2853.3 3180.1 5347.3 0.9 0.53 1.87
Q9QXT0_CNPY2_MOUSE Cnpy2 Protein canopy homolog 2 OS=Mus musculus GN=Cnpy2 PE=1 SV=1 2 13.2 13.9 23.9 0.9 0.55 1.82 26.3 27.9 46.8 0.9 0.56 1.78
Q62193_RFA2_MOUSE Rpa2 Replication protein A 32 kDa subunit OS=Mus musculus GN=Rpa2 PE=1 SV=1 4 29.4 31.1 53.4 0.9 0.55 1.82 102.9 131.7 221.4 0.8 0.46 2.15
Q9CPW4_ARPC5_MOUSE Arpc5 Actin-related protein 2/3 complex subunit 5 OS=Mus musculus GN=Arpc5 PE=2 SV=3 1 36.6 38.9 66.7 0.9 0.55 1.82 36.6 38.9 65.4 0.9 0.56 1.79
Q80W54_FACE1_MOUSE Zmpste24 CAAX prenyl protease 1 homolog OS=Mus musculus GN=Zmpste24 PE=1 SV=2 2 5.6 5.9 10.2 0.9 0.55 1.83 11.1 11.9 20.0 0.9 0.56 1.79
Q9DCS1_T176A_MOUSE Tmem176a Transmembrane protein 176A OS=Mus musculus GN=Tmem176a PE=2 SV=2 1 2.6 2.8 4.7 0.9 0.55 1.83 2.6 2.8 4.6 0.9 0.56 1.79
O08550_KMT2B_MOUSE Kmt2b Histone-lysine N-methyltransferase 2B OS=Mus musculus GN=Kmt2b PE=1 SV=3 1 4.3 4.6 7.8 0.9 0.55 1.83 4.3 4.6 7.7 0.9 0.56 1.80
Q5DTT3_F208B_MOUSE Fam208b Protein FAM208B OS=Mus musculus GN=Fam208b PE=2 SV=2 1 5.6 6.0 10.3 0.9 0.55 1.83 5.6 6.0 10.1 0.9 0.56 1.80
Q9D8B3_CHM4B_MOUSE Chmp4b Charged multivesicular body protein 4b OS=Mus musculus GN=Chmp4b PE=1 SV=2 1 7.2 7.7 13.3 0.9 0.54 1.83 7.2 7.7 13.0 0.9 0.56 1.80
P15533_TR30A_MOUSE Trim30a Tripartite motif-containing protein 30A OS=Mus musculus GN=Trim30a PE=1 SV=2 1 6.0 6.4 11.0 0.9 0.54 1.84 6.0 6.4 10.7 0.9 0.55 1.80
F2Z461_HERC6_MOUSE Herc6 E3 ISG15--protein ligase Herc6 OS=Mus musculus GN=Herc6 PE=2 SV=1 1 2.3 2.5 4.3 0.9 0.54 1.84 2.3 2.5 4.2 0.9 0.55 1.81
P68368_TBA4A_MOUSE Tuba4a Tubulin alpha-4A chain OS=Mus musculus GN=Tuba4a PE=1 SV=1 4 14.7 15.8 27.1 0.9 0.54 1.85 58.7 51.7 86.9 1.1 0.68 1.48
G3X9B1_G3X9B1_MOUSE Heatr1 HEAT repeat containing 1 OS=Mus musculus GN=Heatr1 PE=4 SV=1 2 3.7 4.0 6.9 0.9 0.54 1.85 7.5 8.0 13.5 0.9 0.55 1.81
Q8BMJ2_SYLC_MOUSE Lars Leucine--tRNA ligase, cytoplasmic OS=Mus musculus GN=Lars PE=1 SV=2 2 9.0 9.7 16.7 0.9 0.54 1.86 17.9 19.4 32.7 0.9 0.55 1.83
Q925H1_TRPS1_MOUSE Trps1 Zinc finger transcription factor Trps1 OS=Mus musculus GN=Trps1 PE=1 SV=1 4 7.6 8.3 14.2 0.9 0.54 1.86 35.0 31.3 52.6 1.1 0.66 1.50
P52480_KPYM_MOUSE Pkm Pyruvate kinase PKM OS=Mus musculus GN=Pkm PE=1 SV=4 2 8.7 9.5 16.2 0.9 0.54 1.87 17.4 18.9 31.8 0.9 0.55 1.83
Q08024_PEBB_MOUSE Cbfb Core-binding factor subunit beta OS=Mus musculus GN=Cbfb PE=1 SV=1 3 12.1 13.2 22.6 0.9 0.53 1.87 35.2 38.5 64.7 0.9 0.54 1.84
Q8CGE8_IFI5A_MOUSE Ifi205a Interferon-activable protein 205-A OS=Mus musculus GN=Ifi205a PE=2 SV=1 2 5.5 6.0 10.3 0.9 0.53 1.87 11.0 12.0 20.1 0.9 0.55 1.83
Q9JKB3_YBOX3_MOUSE Ybx3 Y-box-binding protein 3 OS=Mus musculus GN=Ybx3 PE=1 SV=2 4 10.3 11.2 19.3 0.9 0.53 1.88 87.8 115.7 194.6 0.8 0.45 2.22
Q78T54_VMA21_MOUSE Vma21 Vacuolar ATPase assembly integral membrane protein Vma21 OS=Mus musculus GN=Vma21 PE=1 SV=1 1 5.3 5.8 9.9 0.9 0.53 1.88 5.3 5.8 9.7 0.9 0.54 1.85
Q8C854_MYEF2_MOUSE Myef2 Myelin expression factor 2 OS=Mus musculus GN=Myef2 PE=1 SV=1 35 26.7 29.6 50.7 0.9 0.53 1.90 1142.0 1053.7 1771.8 1.1 0.64 1.55
P08003_PDIA4_MOUSE Pdia4 Protein disulfide-isomerase A4 OS=Mus musculus GN=Pdia4 PE=1 SV=3 3 5.0 5.6 9.6 0.9 0.52 1.91 15.1 37.9 63.8 0.4 0.24 4.23
P60824_CIRBP_MOUSE Cirbp Cold-inducible RNA-binding protein OS=Mus musculus GN=Cirbp PE=1 SV=1 1 8.5 9.5 16.3 0.9 0.52 1.91 8.5 9.5 16.0 0.9 0.53 1.87
Q8VC70_RBMS2_MOUSE Rbms2 RNA-binding motif, single-stranded-interacting protein 2 OS=Mus musculus GN=Rbms2 PE=2 SV=1 5 14.7 16.4 28.2 0.9 0.52 1.92 176.5 214.1 360.0 0.8 0.49 2.04
Q9JKK1_STX6_MOUSE Stx6 Syntaxin-6 OS=Mus musculus GN=Stx6 PE=1 SV=1 1 2.3 2.6 4.5 0.9 0.52 1.93 2.3 2.6 4.4 0.9 0.53 1.90
Q9D868_PPIH_MOUSE Ppih Peptidyl-prolyl cis-trans isomerase H OS=Mus musculus GN=Ppih PE=2 SV=1 3 13.4 15.2 26.0 0.9 0.52 1.94 49.1 41.4 69.7 1.2 0.70 1.42
Q8BTU1_CFA20_MOUSE Cfap20 Cilia- and flagella-associated protein 20 OS=Mus musculus GN=Cfap20 PE=2 SV=1 4 7.4 8.4 14.3 0.9 0.51 1.94 42.8 33.8 56.9 1.3 0.75 1.33
Q3UKJ7_SMU1_MOUSE Smu1 WD40 repeat-containing protein SMU1 OS=Mus musculus GN=Smu1 PE=2 SV=2 7 14.0 15.9 27.2 0.9 0.51 1.94 107.9 125.1 210.4 0.9 0.51 1.95
Q6P5C5_SMUG1_MOUSE Smug1 Single-strand selective monofunctional uracil DNA glycosylase OS=Mus musculus GN=Smug1 PE=2 SV=1 1 6.0 6.9 11.7 0.9 0.51 1.94 6.0 6.9 11.5 0.9 0.52 1.91
Q99L85_ELP5_MOUSE Elp5 Elongator complex protein 5 OS=Mus musculus GN=Elp5 PE=2 SV=1 1 4.4 5.0 8.6 0.9 0.51 1.94 4.4 5.0 8.4 0.9 0.52 1.91
Q4VAC9_PKHG3_MOUSE Plekhg3 Pleckstrin homology domain-containing family G member 3 OS=Mus musculus GN=Plekhg3 PE=1 SV=2 1 3.6 4.1 7.0 0.9 0.51 1.95 3.6 4.1 6.9 0.9 0.52 1.91
P67778_PHB_MOUSE Phb Prohibitin OS=Mus musculus GN=Phb PE=1 SV=1 6 12.6 14.3 24.5 0.9 0.51 1.95 71.1 79.4 133.5 0.9 0.53 1.88
Q6P5D3_DHX57_MOUSE Dhx57 Putative ATP-dependent RNA helicase DHX57 OS=Mus musculus GN=Dhx57 PE=2 SV=2 1 2.9 3.3 5.7 0.9 0.51 1.96 2.9 3.3 5.6 0.9 0.52 1.92
Q6PFA2_Q6PFA2_MOUSE Clta Clathrin light chain A OS=Mus musculus GN=Clta PE=1 SV=1 3 7.7 8.9 15.2 0.9 0.51 1.98 62.5 36.6 61.6 1.7 1.01 0.99
Q8BU30_SYIC_MOUSE Iars Isoleucine--tRNA ligase, cytoplasmic OS=Mus musculus GN=Iars PE=2 SV=2 1 3.3 3.8 6.5 0.9 0.51 1.98 3.3 3.8 6.4 0.9 0.52 1.94
Q61142_SPIN1_MOUSE Spin1 Spindlin-1 OS=Mus musculus GN=Spin1 PE=1 SV=2 3 12.7 14.7 25.2 0.9 0.50 1.98 95.9 73.3 123.2 1.3 0.78 1.28
P30658_CBX2_MOUSE Cbx2 Chromobox protein homolog 2 OS=Mus musculus GN=Cbx2 PE=1 SV=2 1 4.8 5.5 9.5 0.9 0.50 1.98 4.8 5.5 9.3 0.9 0.51 1.95
Q8R1J3_ZCHC9_MOUSE Zcchc9 Zinc finger CCHC domain-containing protein 9 OS=Mus musculus GN=Zcchc9 PE=2 SV=1 3 6.3 7.3 12.5 0.9 0.50 1.99 22.4 20.0 33.6 1.1 0.67 1.50
Q60739_BAG1_MOUSE Bag1 BAG family molecular chaperone regulator 1 OS=Mus musculus GN=Bag1 PE=1 SV=3 2 4.0 4.6 7.9 0.9 0.50 1.99 7.9 9.2 15.5 0.9 0.51 1.95
Q61166_MARE1_MOUSE Mapre1 Microtubule-associated protein RP/EB family member 1 OS=Mus musculus GN=Mapre1 PE=1 SV=3 3 11.6 13.5 23.1 0.9 0.50 1.99 36.8 33.0 55.4 1.1 0.66 1.51
Q923D5_WBP11_MOUSE Wbp11 WW domain-binding protein 11 OS=Mus musculus GN=Wbp11 PE=1 SV=2 1 6.3 7.4 12.6 0.9 0.50 2.01 6.3 7.4 12.4 0.9 0.51 1.97
P57784_RU2A_MOUSE Snrpa1 U2 small nuclear ribonucleoprotein A' OS=Mus musculus GN=Snrpa1 PE=1 SV=2 17 11.5 13.6 23.3 0.8 0.49 2.02 503.8 355.0 596.8 1.4 0.84 1.18
Q99J09_MEP50_MOUSE Wdr77 Methylosome protein 50 OS=Mus musculus GN=Wdr77 PE=1 SV=1 3 10.0 11.8 20.3 0.8 0.49 2.03 34.6 34.5 58.0 1.0 0.60 1.67
P10639_THIO_MOUSE Txn Thioredoxin OS=Mus musculus GN=Txn PE=1 SV=3 1 14.0 16.6 28.5 0.8 0.49 2.03 14.0 16.6 27.9 0.8 0.50 1.99
P48678_LMNA_MOUSE Lmna Prelamin-A/C OS=Mus musculus GN=Lmna PE=1 SV=2 35 33.6 39.8 68.2 0.8 0.49 2.03 1466.8 1893.2 3183.4 0.8 0.46 2.17
Q62241_RU1C_MOUSE Snrpc U1 small nuclear ribonucleoprotein C OS=Mus musculus GN=Snrpc PE=2 SV=1 1 15.1 18.0 30.9 0.8 0.49 2.04 15.1 18.0 30.3 0.8 0.50 2.00
Q8R5L1_Q8R5L1_MOUSE C1qbp Complement component 1 Q subcomponent-binding protein, mitochondrial OS=Mus musculus GN=C1qbp PE=1 SV=12 4.2 5.1 8.7 0.8 0.49 2.05 8.5 10.2 17.1 0.8 0.50 2.01
P24369_PPIB_MOUSE Ppib Peptidyl-prolyl cis-trans isomerase B OS=Mus musculus GN=Ppib PE=1 SV=2 4 17.5 21.0 36.0 0.8 0.49 2.05 82.0 86.1 144.7 1.0 0.57 1.77
Q9QWF0_CAF1A_MOUSE Chaf1a Chromatin assembly factor 1 subunit A OS=Mus musculus GN=Chaf1a PE=1 SV=1 2 8.3 10.0 17.1 0.8 0.49 2.06 16.6 19.9 33.5 0.8 0.50 2.02
Q07797_LG3BP_MOUSE Lgals3bp Galectin-3-binding protein OS=Mus musculus GN=Lgals3bp PE=1 SV=1 3 6.2 7.5 12.8 0.8 0.49 2.06 18.3 20.3 34.2 0.9 0.54 1.87
Q921K9_BCL7B_MOUSE Bcl7b B-cell CLL/lymphoma 7 protein family member B OS=Mus musculus GN=Bcl7b PE=1 SV=1 1 1.8 2.1 3.6 0.8 0.49 2.06 1.8 2.1 3.6 0.8 0.50 2.02
P56480_ATPB_MOUSE Atp5b ATP synthase subunit beta, mitochondrial OS=Mus musculus GN=Atp5b PE=1 SV=2 18 19.3 23.2 39.9 0.8 0.49 2.06 376.8 442.3 743.6 0.9 0.51 1.97
Q9ESX5_DKC1_MOUSE Dkc1 H/ACA ribonucleoprotein complex subunit 4 OS=Mus musculus GN=Dkc1 PE=1 SV=4 2 7.6 9.1 15.7 0.8 0.48 2.07 15.2 18.3 30.8 0.8 0.49 2.03
Q9CVB6_ARPC2_MOUSE Arpc2 Actin-related protein 2/3 complex subunit 2 OS=Mus musculus GN=Arpc2 PE=1 SV=3 9 11.3 13.8 23.6 0.8 0.48 2.08 186.5 211.3 355.3 0.9 0.52 1.91
Q9CX86_ROA0_MOUSE Hnrnpa0 Heterogeneous nuclear ribonucleoprotein A0 OS=Mus musculus GN=Hnrnpa0 PE=1 SV=1 2 30.5 37.4 64.1 0.8 0.48 2.10 61.1 74.8 125.7 0.8 0.49 2.06
Q8VHC3_SELM_MOUSE Selm Selenoprotein M OS=Mus musculus GN=Selm PE=1 SV=3 1 6.4 7.9 13.6 0.8 0.47 2.11 6.4 7.9 13.4 0.8 0.48 2.07
Q8C6L5_CGAS_MOUSE Mb21d1 Cyclic GMP-AMP synthase OS=Mus musculus GN=Mb21d1 PE=1 SV=1 2 2.7 3.3 5.7 0.8 0.47 2.13 5.3 6.6 11.1 0.8 0.48 2.09
E9QL65_E9QL65_MOUSE Cog3 Conserved oligomeric Golgi complex subunit 3 OS=Mus musculus GN=Cog3 PE=4 SV=1 1 7.5 9.3 16.0 0.8 0.47 2.14 7.5 9.3 15.7 0.8 0.48 2.09
Q924C6_LOXL4_MOUSE Loxl4 Lysyl oxidase homolog 4 OS=Mus musculus GN=Loxl4 PE=2 SV=2 2 8.0 10.0 17.1 0.8 0.47 2.14 16.0 20.0 33.6 0.8 0.48 2.09
Q9CYN9_RENR_MOUSE Atp6ap2 Renin receptor OS=Mus musculus GN=Atp6ap2 PE=2 SV=2 1 5.7 7.1 12.1 0.8 0.47 2.14 5.7 7.1 11.9 0.8 0.48 2.10
P27773_PDIA3_MOUSE Pdia3 Protein disulfide-isomerase A3 OS=Mus musculus GN=Pdia3 PE=1 SV=2 38 22.8 28.6 49.0 0.8 0.47 2.15 956.1 1368.8 2301.6 0.7 0.42 2.41
Q9D8Y0_EFHD2_MOUSE Efhd2 EF-hand domain-containing protein D2 OS=Mus musculus GN=Efhd2 PE=1 SV=1 13 32.5 40.8 69.9 0.8 0.46 2.15 511.9 644.3 1083.3 0.8 0.47 2.12
Q9CR27_CCD53_MOUSE Ccdc53 WASH complex subunit CCDC53 OS=Mus musculus GN=Ccdc53 PE=2 SV=1 1 3.4 4.2 7.3 0.8 0.46 2.15 3.4 4.2 7.1 0.8 0.47 2.11
P07742_RIR1_MOUSE Rrm1 Ribonucleoside-diphosphate reductase large subunit OS=Mus musculus GN=Rrm1 PE=1 SV=2 2 6.9 8.7 14.9 0.8 0.46 2.17 13.7 17.4 29.2 0.8 0.47 2.13
Q80SU7_GVIN1_MOUSE Gvin1 Interferon-induced very large GTPase 1 OS=Mus musculus GN=Gvin1 PE=1 SV=1 13 7.0 8.9 15.3 0.8 0.46 2.17 96.0 125.0 210.2 0.8 0.46 2.19
A6H5X4_PHF11_MOUSE Phf11 PHD finger protein 11 OS=Mus musculus GN=Phf11 PE=2 SV=1 4 19.1 24.3 41.7 0.8 0.46 2.18 74.2 123.0 206.9 0.6 0.36 2.79
P28033_CEBPB_MOUSE Cebpb CCAAT/enhancer-binding protein beta OS=Mus musculus GN=Cebpb PE=1 SV=1 2 7.3 9.2 15.8 0.8 0.46 2.18 14.5 18.5 31.0 0.8 0.47 2.14
P15066_JUND_MOUSE Jund Transcription factor jun-D OS=Mus musculus GN=Jund PE=1 SV=1 3 8.4 10.7 18.3 0.8 0.46 2.18 22.0 24.8 41.6 0.9 0.53 1.89
Q8CG19_LTBP1_MOUSE Ltbp1 Latent-transforming growth factor beta-binding protein 1 OS=Mus musculus GN=Ltbp1 PE=2 SV=2 4 4.3 5.5 9.4 0.8 0.46 2.18 19.0 22.9 38.6 0.8 0.49 2.03
P62984_RL40_MOUSE Uba52 Ubiquitin-60S ribosomal protein L40 OS=Mus musculus GN=Uba52 PE=1 SV=2 27 75.7 96.5 165.4 0.8 0.46 2.18 2805.1 8714.0 14652.4 0.3 0.19 5.22
P54731_FAF1_MOUSE Faf1 FAS-associated factor 1 OS=Mus musculus GN=Faf1 PE=2 SV=2 2 9.8 12.5 21.3 0.8 0.46 2.19 19.5 24.9 41.9 0.8 0.47 2.15
Q9CRB2_NHP2_MOUSE Nhp2 H/ACA ribonucleoprotein complex subunit 2 OS=Mus musculus GN=Nhp2 PE=2 SV=1 2 12.0 15.4 26.3 0.8 0.46 2.19 24.0 30.7 51.7 0.8 0.47 2.15
Q8BFY9_TNPO1_MOUSE Tnpo1 Transportin-1 OS=Mus musculus GN=Tnpo1 PE=1 SV=2 2 6.6 8.5 14.5 0.8 0.46 2.20 13.2 17.0 28.5 0.8 0.46 2.15
P97504_BMX_MOUSE Bmx Cytoplasmic tyrosine-protein kinase BMX OS=Mus musculus GN=Bmx PE=2 SV=1 1 7.4 9.5 16.3 0.8 0.45 2.21 7.4 9.5 16.0 0.8 0.46 2.17
Q9CQ25_MZT2_MOUSE Mzt2 Mitotic-spindle organizing protein 2 OS=Mus musculus GN=Mzt2 PE=1 SV=1 2 14.9 19.2 33.0 0.8 0.45 2.22 29.7 38.5 64.7 0.8 0.46 2.18
Q91YT7_YTHD2_MOUSE Ythdf2 YTH domain-containing family protein 2 OS=Mus musculus GN=Ythdf2 PE=2 SV=1 1 17.3 22.4 38.5 0.8 0.45 2.22 17.3 22.4 37.7 0.8 0.46 2.18
Q5U4C3_SFR19_MOUSE Scaf1 Splicing factor, arginine/serine-rich 19 OS=Mus musculus GN=Scaf1 PE=1 SV=1 1 2.2 2.8 4.9 0.8 0.45 2.22 2.2 2.8 4.8 0.8 0.46 2.18
Q9CQU0_TXD12_MOUSE Txndc12 Thioredoxin domain-containing protein 12 OS=Mus musculus GN=Txndc12 PE=2 SV=1 2 3.9 5.1 8.8 0.8 0.45 2.23 7.9 10.2 17.2 0.8 0.46 2.19
P08775_RPB1_MOUSE Polr2a DNA-directed RNA polymerase II subunit RPB1 OS=Mus musculus GN=Polr2a PE=1 SV=3 22 16.4 21.4 36.7 0.8 0.45 2.24 440.9 508.1 854.3 0.9 0.52 1.94
P12787_COX5A_MOUSE Cox5a Cytochrome c oxidase subunit 5A, mitochondrial OS=Mus musculus GN=Cox5a PE=1 SV=2 1 8.0 10.5 18.1 0.8 0.44 2.25 8.0 10.5 17.7 0.8 0.45 2.21
Q91W90_TXND5_MOUSE Txndc5 Thioredoxin domain-containing protein 5 OS=Mus musculus GN=Txndc5 PE=1 SV=2 3 14.2 18.6 31.9 0.8 0.44 2.25 42.4 52.0 87.4 0.8 0.49 2.06
Q9CZN7_Q9CZN7_MOUSE Shmt2 Protein Shmt2 OS=Mus musculus GN=Shmt2 PE=2 SV=1 9 14.6 19.3 33.1 0.8 0.44 2.26 153.1 150.2 252.6 1.0 0.61 1.65
Q9CX34_SUGT1_MOUSE Sugt1 Suppressor of G2 allele of SKP1 homolog OS=Mus musculus GN=Sugt1 PE=2 SV=3 1 4.1 5.4 9.3 0.8 0.44 2.27 4.1 5.4 9.2 0.8 0.45 2.23
Q91W92_BORG5_MOUSE Cdc42ep1 Cdc42 effector protein 1 OS=Mus musculus GN=Cdc42ep1 PE=1 SV=1 3 4.6 6.1 10.4 0.8 0.44 2.28 21.6 17.3 29.1 1.2 0.74 1.35
A0A0A0MQ99_A0A0A0MQ99_MOUSESwi5 DNA repair protein SWI5 homolog OS=Mus musculus GN=Swi5 PE=4 SV=1 1 2.7 3.6 6.2 0.7 0.44 2.29 2.7 3.6 6.1 0.7 0.44 2.25
Q9CQ71_RFA3_MOUSE Rpa3 Replication protein A 14 kDa subunit OS=Mus musculus GN=Rpa3 PE=2 SV=1 4 18.8 25.3 43.4 0.7 0.43 2.30 84.0 114.7 192.9 0.7 0.44 2.30
Q3TJM4_CENPT_MOUSE Cenpt Centromere protein T OS=Mus musculus GN=Cenpt PE=2 SV=2 1 2.0 2.8 4.7 0.7 0.43 2.31 2.0 2.8 4.6 0.7 0.44 2.26
O70378_EMC8_MOUSE Emc8 ER membrane protein complex subunit 8 OS=Mus musculus GN=Emc8 PE=1 SV=1 2 2.9 3.9 6.7 0.7 0.43 2.32 5.8 7.8 13.1 0.7 0.44 2.28
Q8K297_GT251_MOUSE Colgalt1 Procollagen galactosyltransferase 1 OS=Mus musculus GN=Colgalt1 PE=1 SV=2 1 3.2 4.3 7.4 0.7 0.43 2.33 3.2 4.3 7.3 0.7 0.44 2.28
Q9JL16_ISG20_MOUSE Isg20 Interferon-stimulated gene 20 kDa protein OS=Mus musculus GN=Isg20 PE=1 SV=1 3 10.6 14.5 24.9 0.7 0.43 2.34 49.5 60.5 101.7 0.8 0.49 2.06
Q7TMK9_HNRPQ_MOUSE Syncrip Heterogeneous nuclear ribonucleoprotein Q OS=Mus musculus GN=Syncrip PE=1 SV=2 11 12.2 16.6 28.5 0.7 0.43 2.34 160.7 179.3 301.4 0.9 0.53 1.88
Q9ERY9_ERG28_MOUSE ORF11 Probable ergosterol biosynthetic protein 28 OS=Mus musculus GN=ORF11 PE=2 SV=1 1 12.7 17.3 29.7 0.7 0.43 2.34 12.7 17.3 29.1 0.7 0.44 2.30
Q9JII5_DAZP1_MOUSE Dazap1 DAZ-associated protein 1 OS=Mus musculus GN=Dazap1 PE=2 SV=2 1 3.7 5.0 8.6 0.7 0.42 2.36 3.7 5.0 8.5 0.7 0.43 2.31
Q91W59_RBMS1_MOUSE Rbms1 RNA-binding motif, single-stranded-interacting protein 1 OS=Mus musculus GN=Rbms1 PE=2 SV=1 1 33.7 46.4 79.6 0.7 0.42 2.36 33.7 46.4 78.0 0.7 0.43 2.32
Q6ZWQ7_Q6ZWQ7_MOUSE Spcs3 Signal peptidase complex subunit 3 OS=Mus musculus GN=Spcs3 PE=2 SV=1 1 5.9 8.1 13.9 0.7 0.42 2.38 5.9 8.1 13.7 0.7 0.43 2.33
Q91XL3_UXS1_MOUSE Uxs1 UDP-glucuronic acid decarboxylase 1 OS=Mus musculus GN=Uxs1 PE=2 SV=1 1 3.1 4.3 7.4 0.7 0.42 2.40 3.1 4.3 7.2 0.7 0.43 2.35
P49312_ROA1_MOUSE Hnrnpa1 Heterogeneous nuclear ribonucleoprotein A1 OS=Mus musculus GN=Hnrnpa1 PE=1 SV=2 6 6.0 8.4 14.5 0.7 0.41 2.42 54.6 63.6 106.9 0.9 0.51 1.96
Q9CXV9_DCNL5_MOUSE Dcun1d5 DCN1-like protein 5 OS=Mus musculus GN=Dcun1d5 PE=2 SV=1 2 11.1 15.7 27.0 0.7 0.41 2.42 22.3 31.5 52.9 0.7 0.42 2.37
P05202_AATM_MOUSE Got2 Aspartate aminotransferase, mitochondrial OS=Mus musculus GN=Got2 PE=1 SV=1 1 3.6 5.1 8.7 0.7 0.41 2.45 3.6 5.1 8.6 0.7 0.42 2.40
F7B5B5_F7B5B5_MOUSE Hnrnpr Protein Hnrnpr OS=Mus musculus GN=Hnrnpr PE=1 SV=1 4 11.3 16.3 27.9 0.7 0.41 2.46 46.6 76.4 128.5 0.6 0.36 2.75
P14602_HSPB1_MOUSE Hspb1 Heat shock protein beta-1 OS=Mus musculus GN=Hspb1 PE=1 SV=3 7 14.1 20.3 34.8 0.7 0.41 2.46 114.5 175.2 294.7 0.7 0.39 2.57
F6YSQ2_F6YSQ2_MOUSE Thrap3 Thyroid hormone receptor-associated protein 3 (Fragment) OS=Mus musculus GN=Thrap3 PE=1 SV=4 1 8.5 12.3 21.0 0.7 0.41 2.46 8.5 12.3 20.6 0.7 0.41 2.42
Q9R0E1_PLOD3_MOUSE Plod3 Procollagen-lysine,2-oxoglutarate 5-dioxygenase 3 OS=Mus musculus GN=Plod3 PE=1 SV=1 2 3.4 4.9 8.3 0.7 0.40 2.48 6.7 9.7 16.4 0.7 0.41 2.44
Q921E6_EED_MOUSE Eed Polycomb protein EED OS=Mus musculus GN=Eed PE=1 SV=1 5 6.9 10.0 17.2 0.7 0.40 2.48 36.8 45.1 75.8 0.8 0.49 2.06
A2ASQ1_AGRIN_MOUSE Agrn Agrin OS=Mus musculus GN=Agrn PE=1 SV=1 1 3.5 5.1 8.7 0.7 0.40 2.49 3.5 5.1 8.5 0.7 0.41 2.44
P49722_PSA2_MOUSE Psma2 Proteasome subunit alpha type-2 OS=Mus musculus GN=Psma2 PE=1 SV=3 1 6.6 9.5 16.3 0.7 0.40 2.49 6.6 9.5 16.0 0.7 0.41 2.44
D3YTQ3_D3YTQ3_MOUSE Hnrnpdl Heterogeneous nuclear ribonucleoprotein D-like OS=Mus musculus GN=Hnrnpdl PE=4 SV=1 5 10.5 15.5 26.5 0.7 0.40 2.52 129.0 173.5 291.8 0.7 0.44 2.26
Q91XB0_TREX1_MOUSE Trex1 Three-prime repair exonuclease 1 OS=Mus musculus GN=Trex1 PE=1 SV=2 1 3.8 5.6 9.6 0.7 0.40 2.53 3.8 5.6 9.5 0.7 0.40 2.48
Q61572_FOXC1_MOUSE Foxc1 Forkhead box protein C1 OS=Mus musculus GN=Foxc1 PE=2 SV=3 1 6.7 10.0 17.1 0.7 0.39 2.56 6.7 10.0 16.8 0.7 0.40 2.51
Q99JR5_TINAL_MOUSE Tinagl1 Tubulointerstitial nephritis antigen-like OS=Mus musculus GN=Tinagl1 PE=1 SV=1 4 10.5 15.8 27.1 0.7 0.39 2.58 39.2 56.4 94.8 0.7 0.41 2.42
Q9CX30_YIF1B_MOUSE Yif1b Protein YIF1B OS=Mus musculus GN=Yif1b PE=1 SV=2 3 7.0 10.6 18.2 0.7 0.39 2.59 62.6 43.7 73.6 1.4 0.85 1.18
Q8VDD9_PHIP_MOUSE Phip PH-interacting protein OS=Mus musculus GN=Phip PE=1 SV=2 7 7.7 11.7 20.0 0.7 0.38 2.61 52.9 78.9 132.6 0.7 0.40 2.51
Q8R2K3_Q8R2K3_MOUSE Ssbp1 Single-stranded DNA binding protein 1 OS=Mus musculus GN=Ssbp1 PE=1 SV=1 2 9.9 15.0 25.8 0.7 0.38 2.61 19.7 30.0 50.5 0.7 0.39 2.56
Q61112_CAB45_MOUSE Sdf4 45 kDa calcium-binding protein OS=Mus musculus GN=Sdf4 PE=2 SV=1 1 8.8 13.6 23.3 0.7 0.38 2.63 8.8 13.6 22.8 0.7 0.39 2.58
Q64310_SURF4_MOUSE Surf4 Surfeit locus protein 4 OS=Mus musculus GN=Surf4 PE=2 SV=1 3 13.3 20.4 35.0 0.7 0.38 2.63 70.9 107.3 180.5 0.7 0.39 2.54
P17751_TPIS_MOUSE Tpi1 Triosephosphate isomerase OS=Mus musculus GN=Tpi1 PE=1 SV=4 1 13.3 20.6 35.3 0.6 0.38 2.65 13.3 20.6 34.6 0.6 0.38 2.60
Q9JJ80_RPF2_MOUSE Rpf2 Ribosome production factor 2 homolog OS=Mus musculus GN=Rpf2 PE=2 SV=2 3 6.2 9.5 16.4 0.6 0.38 2.65 30.2 26.7 44.9 1.1 0.67 1.49
Q9CQ65_MTAP_MOUSE Mtap S-methyl-5'-thioadenosine phosphorylase OS=Mus musculus GN=Mtap PE=1 SV=1 1 2.2 3.3 5.7 0.6 0.38 2.65 2.2 3.3 5.6 0.6 0.38 2.60
Q8BG05_ROA3_MOUSE Hnrnpa3 Heterogeneous nuclear ribonucleoprotein A3 OS=Mus musculus GN=Hnrnpa3 PE=1 SV=1 10 9.0 14.0 24.1 0.6 0.37 2.67 144.3 192.4 323.4 0.8 0.45 2.24
Q61069_USF1_MOUSE Usf1 Upstream stimulatory factor 1 OS=Mus musculus GN=Usf1 PE=1 SV=1 1 2.1 3.3 5.6 0.6 0.37 2.68 2.1 3.3 5.5 0.6 0.38 2.63
P97863_NFIB_MOUSE Nfib Nuclear factor 1 B-type OS=Mus musculus GN=Nfib PE=1 SV=2 4 6.1 9.6 16.5 0.6 0.37 2.70 27.5 39.3 66.1 0.7 0.42 2.41
Q61425_HCDH_MOUSE Hadh Hydroxyacyl-coenzyme A dehydrogenase, mitochondrial OS=Mus musculus GN=Hadh PE=1 SV=2 1 4.7 7.5 12.8 0.6 0.36 2.74 4.7 7.5 12.5 0.6 0.37 2.69
P14211_CALR_MOUSE Calr Calreticulin OS=Mus musculus GN=Calr PE=1 SV=1 13 10.4 16.7 28.6 0.6 0.36 2.76 252.9 335.5 564.1 0.8 0.45 2.23
P21619_LMNB2_MOUSE Lmnb2 Lamin-B2 OS=Mus musculus GN=Lmnb2 PE=1 SV=2 1 4.1 6.5 11.2 0.6 0.36 2.76 4.1 6.5 11.0 0.6 0.37 2.71
Q9Z1M4_KS6B2_MOUSE Rps6kb2 Ribosomal protein S6 kinase beta-2 OS=Mus musculus GN=Rps6kb2 PE=1 SV=1 1 8.9 14.5 24.9 0.6 0.36 2.80 8.9 14.5 24.4 0.6 0.36 2.74
O08784_TCOF_MOUSE Tcof1 Treacle protein OS=Mus musculus GN=Tcof1 PE=1 SV=1 1 9.9 16.1 27.6 0.6 0.36 2.80 9.9 16.1 27.1 0.6 0.36 2.74
Q3U962_CO5A2_MOUSE Col5a2 Collagen alpha-2(V) chain OS=Mus musculus GN=Col5a2 PE=1 SV=1 1 5.0 8.3 14.2 0.6 0.35 2.85 5.0 8.3 13.9 0.6 0.36 2.80
Q9WU62_INCE_MOUSE Incenp Inner centromere protein OS=Mus musculus GN=Incenp PE=1 SV=2 5 6.2 10.4 17.8 0.6 0.35 2.86 45.0 57.8 97.3 0.8 0.46 2.16
Q91WN1_DNJC9_MOUSE Dnajc9 DnaJ homolog subfamily C member 9 OS=Mus musculus GN=Dnajc9 PE=2 SV=2 6 12.9 21.9 37.5 0.6 0.34 2.91 120.8 170.4 286.5 0.7 0.42 2.37
P17182_ENOA_MOUSE Eno1 Alpha-enolase OS=Mus musculus GN=Eno1 PE=1 SV=3 2 2.1 3.6 6.2 0.6 0.34 2.98 4.2 7.3 12.2 0.6 0.34 2.92
Q920B9_SP16H_MOUSE Supt16h FACT complex subunit SPT16 OS=Mus musculus GN=Supt16h PE=1 SV=2 6 5.4 9.4 16.2 0.6 0.34 2.98 30.5 53.2 89.5 0.6 0.34 2.93
Q60631_GRB2_MOUSE Grb2 Growth factor receptor-bound protein 2 OS=Mus musculus GN=Grb2 PE=1 SV=1 1 5.0 8.9 15.2 0.6 0.33 3.03 5.0 8.9 14.9 0.6 0.34 2.97
P50543_S10AB_MOUSE S100a11 Protein S100-A11 OS=Mus musculus GN=S100a11 PE=1 SV=1 2 18.8 33.2 57.0 0.6 0.33 3.03 37.7 66.5 111.8 0.6 0.34 2.97
E9Q557_DESP_MOUSE Dsp Desmoplakin OS=Mus musculus GN=Dsp PE=1 SV=1 1 9.0 16.0 27.4 0.6 0.33 3.05 9.0 16.0 26.8 0.6 0.33 2.99
Q9CQS2_NOP10_MOUSE Nop10 H/ACA ribonucleoprotein complex subunit 3 OS=Mus musculus GN=Nop10 PE=3 SV=1 2 3.8 6.9 11.8 0.6 0.32 3.09 7.6 13.8 23.1 0.6 0.33 3.03
P14733_LMNB1_MOUSE Lmnb1 Lamin-B1 OS=Mus musculus GN=Lmnb1 PE=1 SV=3 10 8.0 14.7 25.2 0.5 0.32 3.13 76.1 168.0 282.5 0.5 0.27 3.71
P47930_FOSL2_MOUSE Fosl2 Fos-related antigen 2 OS=Mus musculus GN=Fosl2 PE=1 SV=2 3 6.1 11.1 19.1 0.5 0.32 3.15 16.9 33.0 55.6 0.5 0.30 3.29
Q99KI0_ACON_MOUSE Aco2 Aconitate hydratase, mitochondrial OS=Mus musculus GN=Aco2 PE=1 SV=1 1 2.4 4.4 7.6 0.5 0.32 3.17 2.4 4.4 7.5 0.5 0.32 3.11
Q8CJ67_STAU2_MOUSE Stau2 Double-stranded RNA-binding protein Staufen homolog 2 OS=Mus musculus GN=Stau2 PE=1 SV=1 1 3.8 7.2 12.3 0.5 0.31 3.20 3.8 7.2 12.0 0.5 0.32 3.14
Q3UQA7_SELH_MOUSE Selh Selenoprotein H OS=Mus musculus GN=Selh PE=2 SV=2 3 6.6 12.7 21.7 0.5 0.30 3.28 23.0 36.7 61.7 0.6 0.37 2.68
Q8BHX3_BOREA_MOUSE Cdca8 Borealin OS=Mus musculus GN=Cdca8 PE=1 SV=2 4 6.3 12.2 20.8 0.5 0.30 3.29 24.7 48.2 81.1 0.5 0.30 3.28
Q99LB2_DHRS4_MOUSE Dhrs4 Dehydrogenase/reductase SDR family member 4 OS=Mus musculus GN=Dhrs4 PE=1 SV=3 3 4.2 8.2 14.1 0.5 0.30 3.38 15.0 23.1 38.9 0.6 0.39 2.59
Q9D3D9_ATPD_MOUSE Atp5d ATP synthase subunit delta, mitochondrial OS=Mus musculus GN=Atp5d PE=1 SV=1 1 5.2 10.4 17.8 0.5 0.29 3.42 5.2 10.4 17.4 0.5 0.30 3.36
Q8CCK0_H2AW_MOUSE H2afy2 Core histone macro-H2A.2 OS=Mus musculus GN=H2afy2 PE=1 SV=3 17 13.3 27.3 46.8 0.5 0.28 3.52 274.5 904.0 1520.1 0.3 0.18 5.54
O35295_PURB_MOUSE Purb Transcriptional activator protein Pur-beta OS=Mus musculus GN=Purb PE=1 SV=3 11 16.0 33.2 56.9 0.5 0.28 3.56 213.0 486.5 818.0 0.4 0.26 3.84
O88569_ROA2_MOUSE Hnrnpa2b1 Heterogeneous nuclear ribonucleoproteins A2/B1 OS=Mus musculus GN=Hnrnpa2b1 PE=1 SV=2 12 8.2 17.4 29.8 0.5 0.28 3.63 153.4 303.2 509.9 0.5 0.30 3.32
P19157_GSTP1_MOUSE Gstp1 Glutathione S-transferase P 1 OS=Mus musculus GN=Gstp1 PE=1 SV=2 2 2.3 5.0 8.5 0.5 0.27 3.67 4.7 10.0 16.7 0.5 0.28 3.60
Q8R2M2_TDIF2_MOUSE Dnttip2 Deoxynucleotidyltransferase terminal-interacting protein 2 OS=Mus musculus GN=Dnttip2 PE=1 SV=1 2 8.4 18.4 31.6 0.5 0.27 3.75 16.9 36.9 62.0 0.5 0.27 3.67



G3X9A3_G3X9A3_MOUSE Zbtb21 Protein Zbtb21 OS=Mus musculus GN=Zbtb21 PE=1 SV=1 1 4.9 10.8 18.5 0.5 0.27 3.76 4.9 10.8 18.1 0.5 0.27 3.68
Q9R1P1_PSB3_MOUSE Psmb3 Proteasome subunit beta type-3 OS=Mus musculus GN=Psmb3 PE=1 SV=1 1 2.8 6.2 10.6 0.5 0.26 3.79 2.8 6.2 10.4 0.5 0.27 3.71
Q9CY66_GAR1_MOUSE Gar1 H/ACA ribonucleoprotein complex subunit 1 OS=Mus musculus GN=Gar1 PE=2 SV=1 3 6.1 14.1 24.3 0.4 0.25 3.95 27.5 52.0 87.4 0.5 0.31 3.17
P28301_LYOX_MOUSE Lox Protein-lysine 6-oxidase OS=Mus musculus GN=Lox PE=1 SV=1 4 3.7 8.5 14.5 0.4 0.25 3.97 28.4 50.8 85.4 0.6 0.33 3.00
Q85ZW6_Q85ZW6_MOUSE H2-M10.3 Histocompatibility 2, M region locus 10.3 OS=Mus musculus GN=H2-M10.3 PE=2 SV=1 1 3.4 7.8 13.4 0.4 0.25 3.97 3.4 7.8 13.1 0.4 0.26 3.89
P62827_RAN_MOUSE Ran GTP-binding nuclear protein Ran OS=Mus musculus GN=Ran PE=1 SV=3 4 5.4 12.7 21.8 0.4 0.25 4.07 21.4 49.7 83.5 0.4 0.26 3.90
B2KF84_B2KF84_MOUSE Pde4d cAMP-specific 3',5'-cyclic phosphodiesterase 4D OS=Mus musculus GN=Pde4d PE=4 SV=1 1 3.5 8.3 14.2 0.4 0.24 4.09 3.5 8.3 14.0 0.4 0.25 4.01
P42669_PURA_MOUSE Pura Transcriptional activator protein Pur-alpha OS=Mus musculus GN=Pura PE=1 SV=1 11 14.7 36.0 61.8 0.4 0.24 4.21 181.7 447.9 753.1 0.4 0.24 4.14
Q811P8_RHG32_MOUSE Arhgap32 Rho GTPase-activating protein 32 OS=Mus musculus GN=Arhgap32 PE=1 SV=2 1 1.5 3.8 6.5 0.4 0.24 4.25 1.5 3.8 6.4 0.4 0.24 4.17
P17897_LYZ1_MOUSE Lyz1 Lysozyme C-1 OS=Mus musculus GN=Lyz1 PE=1 SV=1 1 5.5 13.6 23.3 0.4 0.23 4.26 5.5 13.6 22.9 0.4 0.24 4.18
P70314_PITX1_MOUSE Pitx1 Pituitary homeobox 1 OS=Mus musculus GN=Pitx1 PE=2 SV=2 1 13.7 34.7 59.5 0.4 0.23 4.35 13.7 34.7 58.4 0.4 0.23 4.26
Q99020_ROAA_MOUSE Hnrnpab Heterogeneous nuclear ribonucleoprotein A/B OS=Mus musculus GN=Hnrnpab PE=1 SV=1 11 30.8 78.5 134.7 0.4 0.23 4.38 452.3 1345.9 2263.2 0.3 0.20 5.00
Q00547_HMMR_MOUSE Hmmr Hyaluronan mediated motility receptor OS=Mus musculus GN=Hmmr PE=1 SV=4 1 3.8 9.8 16.8 0.4 0.23 4.41 3.8 9.8 16.5 0.4 0.23 4.33
P97432_NBR1_MOUSE Nbr1 Next to BRCA1 gene 1 protein OS=Mus musculus GN=Nbr1 PE=1 SV=1 1 1.9 4.9 8.5 0.4 0.22 4.45 1.9 4.9 8.3 0.4 0.23 4.37
P32020_NLTP_MOUSE Scp2 Non-specific lipid-transfer protein OS=Mus musculus GN=Scp2 PE=1 SV=3 1 3.6 9.3 15.9 0.4 0.22 4.49 3.6 9.3 15.6 0.4 0.23 4.41
P52927_HMGA2_MOUSE Hmga2 High mobility group protein HMGI-C OS=Mus musculus GN=Hmga2 PE=1 SV=1 1 2.5 6.5 11.1 0.4 0.22 4.52 2.5 6.5 10.9 0.4 0.23 4.43
Q8VI94_OASL1_MOUSE Oasl1 2'-5'-oligoadenylate synthase-like protein 1 OS=Mus musculus GN=Oasl1 PE=2 SV=1 6 3.3 8.8 15.1 0.4 0.22 4.61 19.9 55.8 93.8 0.4 0.21 4.72
Q62011_PDPN_MOUSE Pdpn Podoplanin OS=Mus musculus GN=Pdpn PE=1 SV=2 1 16.3 43.8 75.1 0.4 0.22 4.61 16.3 43.8 73.7 0.4 0.22 4.52
P30051_TEAD1_MOUSE Tead1 Transcriptional enhancer factor TEF-1 OS=Mus musculus GN=Tead1 PE=1 SV=2 1 6.1 17.0 29.1 0.4 0.21 4.74 6.1 17.0 28.6 0.4 0.22 4.65
Q3TTN6_Q3TTN6_MOUSE 1700010I14Rik Protein 1700010I14Rik OS=Mus musculus GN=1700010I14Rik PE=2 SV=1 1 2.9 7.9 13.6 0.4 0.21 4.75 2.9 7.9 13.4 0.4 0.21 4.66
P28574_MAX_MOUSE Max Protein max OS=Mus musculus GN=Max PE=1 SV=1 2 2.9 8.3 14.2 0.4 0.21 4.85 5.8 16.5 27.8 0.4 0.21 4.76
Q3ULJ3_Q3ULJ3_MOUSE Upf3a MCG3697, isoform CRA_c OS=Mus musculus GN=Upf3a PE=2 SV=1 1 5.8 16.7 28.6 0.3 0.20 4.93 5.8 16.7 28.1 0.3 0.21 4.84
Q9WV54_ASAH1_MOUSE Asah1 Acid ceramidase OS=Mus musculus GN=Asah1 PE=1 SV=1 2 4.7 13.6 23.3 0.3 0.20 4.94 9.4 27.1 45.6 0.3 0.21 4.84
B1B0C7_B1B0C7_MOUSE Hspg2 Basement membrane-specific heparan sulfate proteoglycan core protein OS=Mus musculus GN=Hspg2 PE=4 SV=113 4.7 13.4 23.0 0.3 0.20 4.95 63.1 165.3 278.0 0.4 0.23 4.41
P25976_UBF1_MOUSE Ubtf Nucleolar transcription factor 1 OS=Mus musculus GN=Ubtf PE=1 SV=1 1 4.6 13.3 22.8 0.3 0.20 4.99 4.6 13.3 22.3 0.3 0.20 4.89
A6PWY4_WDR76_MOUSE Wdr76 WD repeat-containing protein 76 OS=Mus musculus GN=Wdr76 PE=2 SV=1 2 4.7 13.9 23.8 0.3 0.20 5.04 9.5 27.8 46.7 0.3 0.20 4.94
Q8BMQ3_BNC2_MOUSE Bnc2 Zinc finger protein basonuclin-2 OS=Mus musculus GN=Bnc2 PE=2 SV=3 1 2.9 8.7 14.9 0.3 0.20 5.04 2.9 8.7 14.6 0.3 0.20 4.94
Q60668_HNRPD_MOUSE Hnrnpd Heterogeneous nuclear ribonucleoprotein D0 OS=Mus musculus GN=Hnrnpd PE=1 SV=2 11 20.0 59.4 101.8 0.3 0.20 5.10 502.4 1494.4 2512.7 0.3 0.20 5.00
Q07802_COE1_MOUSE Ebf1 Transcription factor COE1 OS=Mus musculus GN=Ebf1 PE=1 SV=1 1 2.2 6.5 11.1 0.3 0.19 5.13 2.2 6.5 10.9 0.3 0.20 5.03
O54962_BAF_MOUSE Banf1 Barrier-to-autointegration factor OS=Mus musculus GN=Banf1 PE=1 SV=1 3 6.4 19.2 32.9 0.3 0.19 5.15 49.2 163.9 275.5 0.3 0.18 5.60
G3X9W0_G3X9W0_MOUSE Hnrnpd Heterogeneous nuclear ribonucleoprotein D, isoform CRA_a OS=Mus musculus GN=Hnrnpd PE=1 SV=1 1 3.1 9.3 16.0 0.3 0.19 5.23 3.1 9.3 15.7 0.3 0.19 5.13
Q62447_CCNC_MOUSE Ccnc Cyclin-C OS=Mus musculus GN=Ccnc PE=2 SV=4 1 10.3 31.8 54.5 0.3 0.19 5.27 10.3 31.8 53.5 0.3 0.19 5.17
Q8VE10_NAA40_MOUSE Naa40 N-alpha-acetyltransferase 40 OS=Mus musculus GN=Naa40 PE=2 SV=1 4 3.1 9.8 16.9 0.3 0.19 5.38 11.8 46.8 78.7 0.3 0.15 6.67
O54790_MAFG_MOUSE Mafg Transcription factor MafG OS=Mus musculus GN=Mafg PE=1 SV=1 2 2.9 9.1 15.6 0.3 0.19 5.39 5.8 18.2 30.6 0.3 0.19 5.29
Q8BYM5_NLGN3_MOUSE Nlgn3 Neuroligin-3 OS=Mus musculus GN=Nlgn3 PE=1 SV=2 1 1.0 3.2 5.6 0.3 0.19 5.40 1.0 3.2 5.4 0.3 0.19 5.29
Q99PG4_RGS18_MOUSE Rgs18 Regulator of G-protein signaling 18 OS=Mus musculus GN=Rgs18 PE=2 SV=1 1 3.5 11.0 18.9 0.3 0.18 5.44 3.5 11.0 18.5 0.3 0.19 5.34
Q6P1E1_ZMIZ1_MOUSE Zmiz1 Zinc finger MIZ domain-containing protein 1 OS=Mus musculus GN=Zmiz1 PE=2 SV=1 1 6.0 19.1 32.8 0.3 0.18 5.48 6.0 19.1 32.2 0.3 0.19 5.38
Q8VEE4_RFA1_MOUSE Rpa1 Replication protein A 70 kDa DNA-binding subunit OS=Mus musculus GN=Rpa1 PE=1 SV=1 15 6.0 19.5 33.4 0.3 0.18 5.57 183.1 310.1 521.5 0.6 0.35 2.85
P36552_HEM6_MOUSE Cpox Oxygen-dependent coproporphyrinogen-III oxidase, mitochondrial OS=Mus musculus GN=Cpox PE=1 SV=21 1.2 4.2 7.2 0.3 0.17 5.84 1.2 4.2 7.1 0.3 0.17 5.72
SjGST_Schistosoma japonicum (Blood fluke) 2 3.1 10.8 18.6 0.3 0.17 6.02 6.2 21.7 36.4 0.3 0.17 5.91
Q921K2_Q921K2_MOUSE Parp1 Poly (ADP-ribose) polymerase family, member 1 OS=Mus musculus GN=Parp1 PE=1 SV=1 21 7.8 27.3 46.7 0.3 0.17 6.02 224.7 697.9 1173.5 0.3 0.19 5.22
Q9Z2D6_MECP2_MOUSE Mecp2 Methyl-CpG-binding protein 2 OS=Mus musculus GN=Mecp2 PE=1 SV=1 3 4.3 15.7 26.8 0.3 0.16 6.25 16.9 43.9 73.8 0.4 0.23 4.37
P17918_PCNA_MOUSE Pcna Proliferating cell nuclear antigen OS=Mus musculus GN=Pcna PE=1 SV=2 6 5.4 20.3 34.8 0.3 0.16 6.44 42.3 162.6 273.4 0.3 0.15 6.46
Q61686_CBX5_MOUSE Cbx5 Chromobox protein homolog 5 OS=Mus musculus GN=Cbx5 PE=1 SV=1 4 13.8 52.3 89.7 0.3 0.15 6.48 46.9 178.5 300.2 0.3 0.16 6.40
Q04750_TOP1_MOUSE Top1 DNA topoisomerase 1 OS=Mus musculus GN=Top1 PE=1 SV=2 5 5.6 21.4 36.7 0.3 0.15 6.52 27.8 86.1 144.7 0.3 0.19 5.20
Q3ULZ2_FHDC1_MOUSE Fhdc1 FH2 domain-containing protein 1 OS=Mus musculus GN=Fhdc1 PE=2 SV=3 1 2.0 7.7 13.2 0.3 0.15 6.57 2.0 7.7 13.0 0.3 0.16 6.45
P68433_H31_MOUSE Hist1h3a Histone H3.1 OS=Mus musculus GN=Hist1h3a PE=1 SV=2 20 201.4 815.9 1399.1 0.2 0.14 6.95 11787.6 39478.7 66382.6 0.3 0.18 5.63
E9PWY6_E9PWY6_MOUSE Gcat 2-amino-3-ketobutyrate coenzyme A ligase, mitochondrial OS=Mus musculus GN=Gcat PE=3 SV=1 1 1.0 4.1 7.1 0.2 0.14 6.97 1.0 4.1 6.9 0.2 0.15 6.84
Q8BYW1_RHG25_MOUSE Arhgap25 Rho GTPase-activating protein 25 OS=Mus musculus GN=Arhgap25 PE=1 SV=2 1 3.6 14.9 25.6 0.2 0.14 7.09 3.6 14.9 25.1 0.2 0.14 6.96
Q04857_CO6A1_MOUSE Col6a1 Collagen alpha-1(VI) chain OS=Mus musculus GN=Col6a1 PE=2 SV=1 1 2.0 8.2 14.1 0.2 0.14 7.15 2.0 8.2 13.8 0.2 0.14 7.01
P08249_MDHM_MOUSE Mdh2 Malate dehydrogenase, mitochondrial OS=Mus musculus GN=Mdh2 PE=1 SV=3 5 4.5 19.2 33.0 0.2 0.14 7.38 24.8 80.8 135.9 0.3 0.18 5.48
Q9CSB4_PAR3L_MOUSE Pard3b Partitioning defective 3 homolog B OS=Mus musculus GN=Pard3b PE=1 SV=2 1 6.6 29.6 50.8 0.2 0.13 7.65 6.6 29.6 49.8 0.2 0.13 7.50
P62806_H4_MOUSE Hist1h4a Histone H4 OS=Mus musculus GN=Hist1h4a PE=1 SV=2 22 45.5 206.3 353.7 0.2 0.13 7.78 9861.4 32164.1 54083.2 0.3 0.18 5.48
B7ZNJ1_B7ZNJ1_MOUSE Fn1 Fibronectin OS=Mus musculus GN=Fn1 PE=1 SV=1 1 5.9 26.8 45.9 0.2 0.13 7.84 5.9 26.8 45.0 0.2 0.13 7.68
P23198_CBX3_MOUSE Cbx3 Chromobox protein homolog 3 OS=Mus musculus GN=Cbx3 PE=1 SV=2 11 8.8 41.8 71.6 0.2 0.12 8.16 157.3 956.9 1608.9 0.2 0.10 10.23
O55112_AFF2_MOUSE Aff2 AF4/FMR2 family member 2 OS=Mus musculus GN=Aff2 PE=2 SV=2 1 3.3 15.7 27.0 0.2 0.12 8.18 3.3 15.7 26.4 0.2 0.12 8.02
P35441_TSP1_MOUSE Thbs1 Thrombospondin-1 OS=Mus musculus GN=Thbs1 PE=1 SV=1 1 1.2 5.6 9.6 0.2 0.12 8.20 1.2 5.6 9.5 0.2 0.12 8.04
Q8K3C3_LZIC_MOUSE Lzic Protein LZIC OS=Mus musculus GN=Lzic PE=1 SV=1 1 6.5 31.8 54.5 0.2 0.12 8.41 6.5 31.8 53.5 0.2 0.12 8.24
P83917_CBX1_MOUSE Cbx1 Chromobox protein homolog 1 OS=Mus musculus GN=Cbx1 PE=1 SV=1 12 5.5 27.1 46.5 0.2 0.12 8.43 222.9 727.3 1223.0 0.3 0.18 5.49
Q80X32_CE024_MOUSE UPF0461 protein C5orf24 homolog OS=Mus musculus PE=2 SV=1 2 1.2 6.0 10.4 0.2 0.11 8.76 2.4 12.1 20.3 0.2 0.12 8.59
Q9QZQ8_H2AY_MOUSE H2afy Core histone macro-H2A.1 OS=Mus musculus GN=H2afy PE=1 SV=3 21 8.9 46.7 80.1 0.2 0.11 8.96 339.4 1278.2 2149.2 0.3 0.16 6.33
P27661_H2AX_MOUSE H2afx Histone H2AX OS=Mus musculus GN=H2afx PE=1 SV=2 4 19.3 101.6 174.2 0.2 0.11 9.04 76.0 438.9 738.1 0.2 0.10 9.71
Q99MD9_NASP_MOUSE Nasp Nuclear autoantigenic sperm protein OS=Mus musculus GN=Nasp PE=1 SV=2 1 1.7 9.8 16.8 0.2 0.10 10.04 1.7 9.8 16.5 0.2 0.10 9.85
Q6ZWY9_H2B1C_MOUSE Hist1h2bc Histone H2B type 1-C/E/G OS=Mus musculus GN=Hist1h2bc PE=1 SV=3 18 31.9 191.3 328.1 0.2 0.10 10.28 3456.8 19930.2 33512.2 0.2 0.10 9.69
Q64522_H2A2B_MOUSE Hist2h2ab Histone H2A type 2-B OS=Mus musculus GN=Hist2h2ab PE=1 SV=3 2 6.1 38.1 65.4 0.2 0.09 10.75 12.2 76.3 128.3 0.2 0.09 10.54
Q6QIY3_SCNAA_MOUSE Scn10a Sodium channel protein type 10 subunit alpha OS=Mus musculus GN=Scn10a PE=1 SV=2 1 2.4 15.7 26.9 0.2 0.09 11.17 2.4 15.7 26.3 0.2 0.09 10.95
P70696_H2B1A_MOUSE Hist1h2ba Histone H2B type 1-A OS=Mus musculus GN=Hist1h2ba PE=1 SV=3 10 169.7 1188.5 2037.9 0.1 0.08 12.01 4373.1 28306.5 47596.8 0.2 0.09 10.88
Q3THW5_H2AV_MOUSE H2afv Histone H2A.V OS=Mus musculus GN=H2afv PE=1 SV=3 4 44.2 309.9 531.4 0.1 0.08 12.01 301.6 2043.8 3436.6 0.1 0.09 11.39
P40630_TFAM_MOUSE Tfam Transcription factor A, mitochondrial OS=Mus musculus GN=Tfam PE=1 SV=2 4 1.9 13.4 23.1 0.1 0.08 12.18 7.9 53.7 90.3 0.1 0.09 11.38
O89012_O89012_MOUSE Magea8 MCG115467 OS=Mus musculus GN=Magea8 PE=2 SV=1 1 2.4 17.6 30.3 0.1 0.08 12.62 2.4 17.6 29.7 0.1 0.08 12.37
Q3UN16_GP162_MOUSE Gpr162 Probable G-protein coupled receptor 162 OS=Mus musculus GN=Gpr162 PE=2 SV=2 1 3.2 25.2 43.1 0.1 0.08 13.32 3.2 25.2 42.3 0.1 0.08 13.06
Q8CGP5_H2A1F_MOUSE Hist1h2af Histone H2A type 1-F OS=Mus musculus GN=Hist1h2af PE=1 SV=3 20 39.6 309.6 530.8 0.1 0.07 13.41 3964.7 27095.3 45560.2 0.1 0.09 11.49
P11031_TCP4_MOUSE Sub1 Activated RNA polymerase II transcriptional coactivator p15 OS=Mus musculus GN=Sub1 PE=1 SV=3 2 2.3 19.0 32.5 0.1 0.07 14.02 4.6 37.9 63.8 0.1 0.07 13.75
Q6GSS7_H2A2A_MOUSE Hist2h2aa1 Histone H2A type 2-A OS=Mus musculus GN=Hist2h2aa1 PE=1 SV=3 6 12.4 103.3 177.2 0.1 0.07 14.32 107.9 674.9 1134.9 0.2 0.10 10.52
Q4VBD9_GZF1_MOUSE Gzf1 GDNF-inducible zinc finger protein 1 OS=Mus musculus GN=Gzf1 PE=1 SV=2 1 3.1 26.8 46.0 0.1 0.07 14.78 3.1 26.8 45.1 0.1 0.07 14.49
Q99M01_SYFM_MOUSE Fars2 Phenylalanine--tRNA ligase, mitochondrial OS=Mus musculus GN=Fars2 PE=2 SV=1 1 5.3 48.5 83.2 0.1 0.06 15.63 5.3 48.5 81.6 0.1 0.07 15.33
Q8BUH8_SENP7_MOUSE Senp7 Sentrin-specific protease 7 OS=Mus musculus GN=Senp7 PE=2 SV=1 1 1.9 19.4 33.3 0.1 0.06 17.21 1.9 19.4 32.7 0.1 0.06 16.88
P11276_FINC_MOUSE Fn1 Fibronectin OS=Mus musculus GN=Fn1 PE=1 SV=4 103 6.9 76.2 130.7 0.1 0.05 18.88 1337.0 17646.8 29672.7 0.1 0.05 22.19
E2QJ64_ECOLX malE Maltose-binding periplasmic protein OS=Escherichia coli GN=malE PE=4 SV=1 8 1.9 25.1 43.1 0.1 0.04 23.21 15.8 365.0 613.7 0.0 0.03 38.80
Q99J85_NPTXR_MOUSE Nptxr Neuronal pentraxin receptor OS=Mus musculus GN=Nptxr PE=1 SV=1 1 4.8 74.3 127.3 0.1 0.04 26.34 4.8 74.3 124.9 0.1 0.04 25.83
Q9WTK8_SPO11_MOUSE Spo11 Meiotic recombination protein SPO11 OS=Mus musculus GN=Spo11 PE=2 SV=2 1 1.7 26.2 45.0 0.1 0.04 26.73 1.7 26.2 44.1 0.1 0.04 26.21
IGKC_MOUSE Ig kappa chain C region OS=Mus musculus PE=1 SV=1 7 2.6 45.4 77.8 0.1 0.03 29.87 21.2 386.5 649.9 0.1 0.03 30.71
Q91W86_VPS11_MOUSE Vps11 Vacuolar protein sorting-associated protein 11 homolog OS=Mus musculus GN=Vps11 PE=1 SV=3 2 3.8 76.7 131.6 0.0 0.03 34.92 7.5 153.5 258.1 0.0 0.03 34.24
P84750_KVM5_MOUSE Ig kappa chain V region Mem5 (Fragment) OS=Mus musculus PE=1 SV=1 1 1.4 30.6 52.5 0.0 0.03 37.93 1.4 30.6 51.5 0.0 0.03 37.20
Q499D5_Q499D5_MOUSE Zfp235 Protein Zfp235 OS=Mus musculus GN=Zfp235 PE=2 SV=1 1 1.9 73.2 125.5 0.0 0.02 65.78 1.9 73.2 123.1 0.0 0.02 64.50
A0A0A6YWR2_A0A0A6YWR2_MOUSEIghg1 Ig gamma-1 chain C region secreted form (Fragment) OS=Mus musculus GN=Ighg1 PE=4 SV=1 10 3.0 130.3 223.4 0.0 0.01 73.54 63.1 1230.2 2068.5 0.1 0.03 32.77
KV2A7_MOUSE Ig kappa chain V-II region 26-10 OS=Mus musculus PE=1 SV=1 3 4.3 1673.6 2869.8 0.0 0.00 669.39 10.0 6176.5 10385.6 0.0 0.00 1037.89


