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SUPPLEMENTARY FIGURE 8: High-dimensional WGCNA reveals cell-type specific 
co-expression gene modules in male mice, including a microglial module with 
Inpp5d at its center. (A) UMAP showing 11 clusters of merged cell-types. The four 
largest clusters - microglia (M), astrocytes (A), oligodendrocytes (O) and endothelial cells 
(En) - were used in this analysis. (B) Feature plot of expression of Hub genes (top 10% of 
genes as ranked using Maximal Clique Centrality) per module (Male 1-5). (C) Dotplot 
showing scaled expression of each module across cell types. Average scaled expression 
level scales with blue (low) to red (high) shading. Size of dots represents the percent of 
cells in each cell type expressing the module. (D) Eigenvalues of the first four modules 
across genotypes. 
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