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Figure S4. Survival and TME analysis of the cohort 3. (A) Heatmap illustrating baseline characteristics
of cohort 3 (N=27). Kaplan—Meier analyses of progression-free survival (PFS) (B) and overall survival
(OS) (C) stratified according to the risk prediction score in cohort 3. Data were analyzed by log-rank test.
(D) Correlation maps and heatmaps analyzing the association between NCIRPs and 28 gene signatures
within cohort 3. (E) Correlation maps and heatmaps analyzing the association between NCIRPs and 29
gene signatures within cohort 3. Dot color represents Pearson correlation coefficient, dot size represents
the absolute value of the correlation coefficient. *, ** and *** represent statistical significance levels of P
<0.05,P<0.01, and P <0.001, respectively.





