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Supplemental Figure 1
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Supplemental Figure 2
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Supplemental Figure 3
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Supplemental Figure 4

Mtgr1 -/~ vs. WT small intestinal crypts

Yan2017_C8_tuft 4
Yan2017_C9_enterocyte_2 -
Yan2017_C2_enterocyte 1 |

Yan2017_C4_transit-amplifying -
Yan2017_CO_cycling-Lgr5-GFP -
Yan2017_C1_non-cycling-Lgr5-GFP -+
Yan2017_C12_enteroendocrine_5 -
Yan2017_C7_enteroendocrine_3 -
Yan2017_C3_enteroendocrine_1 1
Yan2017_C6_enteroendocrine_2 -~
Yan2017_C10_enteroendocrine_4
Yan2017_C11_paneth +

Yan2017_C5_goblet 4

O

-3 -2




Supplemental Figure 5
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Supplemental Figure 6
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Supplemental Figure 7
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Supplemental Figure 8
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