Neighbor diagram

Non-syncytial HRS cell [not in aggregate] [<20 HRS cells]

Other cell

Second HRS cell neighbor
@ Syncytial HRS cell [in aggregate] [220 HRS cells]

—First HRS cell neighbor

AN =
R :
O X

i 1 fpimt

87
Azt
BRpS I

A0 ORI
e

g T
A
AN IBUARRS
LR AS
YRR
D
FORYT

o
A

unr'
..m.z

Voronoi diagram

o Cell border
O HRS cell

A
el
Sw

A
R >
FRLO
I (A0

Other cell

'e]
N
o
o

o
o
™

1000
100

[e1ebaib6e Jad] s||90 SHH ‘ON

437

>
o
w

n=

p=9.1e10"®

EBV+
n=150

o
<

[AO4 12d] sejebaibbe SyH ‘ON

o
[Sp)

o
N

o

—

=1.05e"
EBV+  EBV-
n=150 n=437

o o o
© < N

[%] AO4 1ed sjj90 SHH [enkouhs

o

80

(&)

iagram of

Supplementary Fig. S10. Quantification of HRS cell patterns of spatial organization. A, Voronoi
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