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RNA cancer category: Low cancer specificity

Supplementary Figure 14
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Supplementary Figure 14. TLRS5 expression in ER+ cells from normal and cancer samples.
(a) Meta-analysis of published scRNA-seq experiments. The heat map shows the relative level of
expression of the indicated genes (rows; gene of interest: TLRS5; and marker of indicated cell types)
across different populations. (b) Box plots showing the normalized expression values of the TLRS
gene across different cancer types, in bulk-RNA-seq samples from the TCGA.



