Supplementary Figure 16
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Supplementary Figure 16. Genes involved in TLR signaling are upregulated in MCF7 during
therapy induced dormancy. (a) Heat map summarizing the expression of genes involved
TLR/NF-kB signaling in the TRADITIOM bulk-RNA-seq experiments. (b) Same as (a) but for
scRNA-seq, shown as violin plots summarizing the expression values across thousand of single-
cells per condition.



